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Pro Leu His Tyr Val Val lie Met Asn Pro Arg Leu Cys Gin Gin Leu 
130 135 140 



Ala Ser lie Ser Trp Leu Ser Gly Leu Ala Ser Ser Leu lie His Ala 
145 150 155 160 



Thr Phe Thr Leu Gin Leu Pro Leu Cys Gly Asn His Arg Leu Asp His 
165 170 175 



Phe lie Cys Glu Val Pro Ala Leu Leu Lys Leu Ala Cys Val Asp Thr 
180 185 190 



Thr Val Asn Glu Leu Val Leu Phe Val Val Ser Val Leu Phe Val Val 
195 200 205 



lie Pro Pro Ala Leu lie Ser lie Ser Tyr Gly Phe lie Thr Gin Ala 
210 215 220 



Val Leu Arg lie Lys Ser Val Glu Ala Arg His Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Ser Ser His Leu Thr Val Val He He Phe Tyr Gly Thr He He 
245 250 255 



Tyr Val Tyr Leu Gin Pro Ser Asp Ser Tyr Ala Gin Asp Gin Gly Lys 
260 265 270 



Phe He Ser Leu Phe Tyr Thr Met Val Thr Pro Thr Leu Asn Pro He 
275 280 285 



He Tyr Thr Leu Arg Asn Lys Asp Met Lys Glu Ala Leu Arg Lys Leu 
290 295 300 



Leu Ser Gly Lys Leu 
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atg ggg atg gtg aga cat acc aat gag age aac eta gca ggt ttc ate 
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Met Gly Met Val Arg His Thr Asn Glu Ser Asn Leu Ala Gly Phe He 
15 10 15 

ctt tta ggg ttt tct gat tat cct cag tta cag aag gtt eta ttt gtg 
Leu leu fly Phe Ser Lp Tyr Pro Gin Leu Gin Lys Val Leu Phe Val 
20 25 30 

etc ata ttg att ctg tat tta eta act att ttg ggg aat acc acc ate 
S lie ill He Leu Tyr Leu Leu Thr He Leu Gly Asn Thr Thr He 
35 40 45 

„t-i- rta att tct cat ctg gaa ccc aag ctt cat atg ccg atg tat ttc 
He Leu Val Ser Arg Leu Glu Pro Lys Leu His Met Pro Met Tyr Phe 

6 0 



50 



55 



ttc ctt tct cat etc tec ttc ctg tac cgc tgc ttc ace age agt gtt 
Phe Leu Ser His Leu Ser Phe Leu Tyr Arg Cys Phe Thr Ser Ser Val 



65 



70 



75 



att ccc cag etc ctg gta aac ctg tgg gaa ccc atg aaa act ate gee 
He Pro Gin Leu J Val Asn Leu Trp Glu Pro Met Lys Thr lie Ala 



85 



90 95 



tat t qgc tgt ttg gtt cac ctt tac aac tec cat gec ctg gga tec 
Tyr G?y Gly Cys Leu Val His Leu Tyr Asn Ser His Ala Leu Gly Ser 



100 



105 



act gag tgc gtc etc ccg get ctg atg tec tgt gac cgc tat gtg get 
Thr G^u Cys Val Leu Pro Ala Leu Met Ser Cys Asp Arg Tyr Val Ala 

125 



115 



120 



gtc tge cgt cct etc cat tac act gtc tta atg cat ate cat etc tgc 
Val Cys Arg Pro Leu His Tyr Thr Val Leu Met His He His Leu Cys 

135 140 



130 



ata gee ttg gca tct atg gca tgg etc agt gga ata gec acc acc ctg 
nit HI Leu Ala Ser Me? Ala Trp Leu Ser Gly He Ala Thr Thr Leu 

150 155 160 



145 



gta cag tec acc etc acc ctg cag ctg ccc ttc tgt ggg cat cgc caa 

Val Gin Ser Thr Leu Thr Leu Gin Leu Pro Phe Cys Gly His Arg Gin 

165 170 175 

gtg gat eat ttc ate tgc gag gtc cct gtg etc ate aag ctg get tgt 

Val Asp His Phe lie Cys Glu Val Pro Val Leu He Lys Leu Ala Cys 



180 



185 19° 



gtg ggc acc acg ttt aac gag get gag ctt ttt gtg get agt ate ctt 
Val Gly Thr Thr Phe Asn Glu Ala Glu Leu Phe Val Ala Ser He Leu 

200 205 



195 



ttc ctt ata gtg cct gtc tea ttc ate ctg gtc tec tct ggc tac att 
Phe Leu He Val Pro Val Ser Phe He Leu Val Ser Ser Gly Tyr He 

215 220 



210 



gee cac gca gtg ttg agg att aag tea get acc agg aga cag aaa gca 
Ila His La Val Leu Arg He Lys Ser Ala Thr Arg Arg Gin Lys Ala 

230 235 240 



225 



ttc ggg acc tgc ttc tec cac ctg aca gtg gtc acc ate ttt tat gga 
Phe Gil Thr Cys Phe Ser His Leu Thr Val Val Thr He Phe Tyr Gly 



96 
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245 250 255 

acc ate ate ttc atg tat ctg cag cca gec aag agt aga tec agg gac 816 

Thr lie lie Phe Met Tyr Leu Gin Pro Ala Lys Ser Arg Ser Arg Asp 

260 265 270 

cag ggc aag ttt gtt tct etc ttc tac act gtg gta acc cgc atg ctt 864 

Gin Gly Lys Phe Val Ser Leu Phe Tyr Thr Val Val Thr Arg Met Leu 

275 280 285 

aac cct ctt att tat acc ttg agg ate aag gag gtg aaa ggg gca tta 912 

Asn Pro Leu lie Tyr Thr Leu Arg lie Lys Glu Val Lys Gly Ala Leu 

290 295 300 



aag aaa gtt eta gca aag get ctg gga gta aat att tta tga 
Lys Lys Val Leu Ala Lys Ala Leu Gly Val Asn lie Leu 
305 310 315 



<210> 328 

<211> 317 

<212> PRT 

<213> Homo Sapiens 

<400> 328 

Met Gly Met Val Arg His Thr Asn Glu Ser Asn Leu Ala Gly Phe lie 
15 10 15 



Leu Leu Gly Phe Ser Asp Tyr Pro Gin Leu Gin Lys Val Leu Phe Val 
20 25 30 



Leu lie Leu lie Leu Tyr Leu Leu Thr He Leu Gly Asn Thr Thr He 
35 40 45 



lie Leu Val Ser Arg Leu Glu Pro Lys Leu His Met Pro Met Tyr Phe 
50 55 60 



Phe Leu Ser His Leu Ser Phe Leu Tyr Arg Cys Phe Thr Ser Ser Val 
65 70 75 80 



He Pro Gin Leu Leu Val Asn Leu Trp Glu Pro Met Lys Thr He Ala 
85 90 95 



Tyr Gly Gly Cys Leu Val His Leu Tyr Asn Ser His Ala Leu Gly Ser 
100 105 110 



Thr Glu Cys Val Leu Pro Ala Leu Met Ser Cys Asp Arg Tyr Val Ala 
115 120 125 



Val Cys Arg Pro Leu His Tyr Thr Val Leu Met His He His Leu Cys 
130 135 140 
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Met Ma Leu Ala Ser Met Ala Trp Leu Ser Gly He Ala Thr Thr Leu 
145 150 "5 

val Gin Ser Thr Leu Thr Leu Gin Leu Pro Phe Cys Gly His Arg Gin 

165 170 

val Asp His Phe lie Cys Glu Val Pro Val Leu He Lys Leu Ala Cys 

180 185 

Val Gly Thr Thr Phe Asn Glu Ala Glu Leu Phe Val Ala Ser He Leu 

195 200 

Phe Leu lie Val Pro Val Ser Phe lie Leu Val Ser Ser Gly Tyr He 

210 215 

His Ala val Leu Arg He Lys Ser Ala Thr Arg Arg Gin Lys Ala 
230 235 

Phe Gly Thr Cys Phe Ser His Leu Thr Val Val Thr He Phe Tyr Gly 

245 250 

Thr He He Phe Met Tyr Leu Gin Pro Ala Lys Ser Arg Ser Arg Asp 

260 265 

Gin Gly Lys Phe Val Ser Leu Phe Tyr Thr Val Val Thr Arg Met Leu 

*2 *j 5 2 8 0 

A sn Pro Leu lie Tyr Thr Leu Arg lie Lys Glu Val Lys Gly Ala Leu 
290 2 95 3°° 

Lys Lys Val Leu Ala Lys Ala Leu Gly Val Asn He Leu 



Ala 
225 
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ttt cct ggt 
Phe Pro Gly 



gtg atg tac 
Val Met Tyr 
35 

gtg age acc 
Val Ser Thr 
50 

aac etc tec 
Asn Leu Ser 
65 

gca ctg gee 
Ala Leu Ala 



tgt ctt ttg 
Cys Leu Leu 



ttc etc ctg 
Phe Leu Leu 
115 

cct tta cac 
Pro Leu His 
130 

gee ctg ggc 
Ala Leu Gly 
145 

gec etc ate 
Ala Leu lie 



ttc ttc tgt 
Phe Phe Cys 



cag gca gta 
Gin Ala Val 
195 

agt tea tgc 
Ser Ser Cys 
210 

ate etc agg 
lie Leu Arg 
225 

tgc tec teg 
Cys Ser Ser 



ttc ctt cac 



tct caa act 
Ser Gin Thr 
20 

ate etc aca 
lie Leu Thr 



tec cat cag 
Ser His Gin 



ttc ctg gag 
Phe Leu Glu 
70 

ate eta ctg 
lie Leu Leu 
85 

cag atg tac 
Gin Met Tyr 
100 

gca gee atg 
Ala Ala Met 



tac gga gec 
Tyr Gly Ala 



tec tgg gtg 
Ser Trp Val 
150 

agt ggc ctg 
Ser Gly Leu 
165 

gac att gca 
Asp He Ala 
180 

gag ctt gtg 
Glu Leu Val 



etc ate acc 
Leu He Thr 



ate ccc tct 
He Pro Ser 
230 

cat etc acc 
His Leu Thr 
245 

gtc cgc acc 



ctt cag etc 
Leu Gin Leu 
25 

gtt agt ggt 
Val Ser Gly 
40 

ttg cat acc 
Leu His Thr 
55 

att tgg tat 
He Trp Tyr 



999 a 9 a a 9t 
Gly Arg Ser 



ttt gtt ttc 
Phe Val Phe 
105 

get tat gac 
Ala Tyr Asp 
120 

ate atg agt 
He Met Ser 
135 

tgt ggt ttc 
Cys Gly Phe 



tec ttc tgt 
Ser Phe Cys 



ccc tgg att 
Pro Trp He 
185 

gec ttt gtg 
Ala Phe Val 
200 

ttt gtc tec 
Phe Val Ser 
215 

gee agt ggc 
Ala Ser Gly 



gtg gtg etc 
Val Val Leu 



tct ate aaa 



tct etc ttt 
Ser Leu Phe 



aat gtg get 
Asn Val Ala 



ccc atg tac 
Pro Met Tyr 
60 

acc aca gca 
Thr Thr Ala 
75 

cag acc ata 
Gin Thr He 
90 

tea tta ggc 
Ser Leu Gly 



cgc tgt ctt 
Arg Cys Leu 



age ctg etc 
Ser Leu Leu 
140 

gtg gec att 
Val Ala He 
155 

ggc ccc cgt 
Gly Pro Arg 
170 

gec ctg gec 
Ala Leu Ala 



att get gtt 
He Ala Val 



tat gtg tac 
Tyr Val Tyr 
220 

egg age aaa 
Arg Ser Lys 
235 

att tgg tat 
He Trp Tyr 
250 

gat gee ttg 



atg ctt ttt 
Met Leu Phe 
30 

ate ttg atg 
He Leu Met 
45 

ttc ttt ctg 
Phe Phe Leu 



gca gtg ccc 
Ala Val Pro 



tea ttt aca 

Ser Phe Thr 
95 

tgc aca gag 

Cys Thr Glu 
110 

gec ate tgc 

Ala He Cys 
125 

tea gcg cag 

Ser Ala Gin 



gca gtg ccc 
Ala Val Pro 



gec ate aac 
Ala He Asn 
175 

tgc acc aac 
Cys Thr Asn 
190 

gtg gtt ate 
Val Val He 
205 

ate ate age 
He He Ser 



gec ttc tec 
Ala Phe Ser 



999 tec aca 
Gly Ser Thr 
255 

gat ctg ate 



ctg 96 
Leu 



ttg 144 
Leu 



age 192 
Ser 



aaa 240 

Lys 

80 

age 2 88 

Ser 



tac 336 
Tyr 



tat 384 
Tyr 



ctg 432 
Leu 



aca 480 

Thr 

160 

cac 528 
His 



aca 576 
Thr 



ctg 624 
Leu 



acc 672 
Thr 



acg 720 

Thr 

240 

gtt 768 
Val 



aaa 816 
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Phe Leu His Val Arg Thr Ser lie Lys Asp Ala Leu Asp Leu lie Lys 



260 



265 



m ti z s m z: s ss ti s s £ s £ E 

275 280 " 

;r. s s £ s £ s r. s s ss £ £ s s s 

290 ^" 

tgg aag gga aaa taa 
Trp Lys Gly Lys 
305 



864 



912 



927 



<210> 330 

<211> 308 

<212> PRT 

<213> Homo Sapiens 

<400> 330 



Met Asp Thr Gly Asn Lys Thr Leu Pro Gin Asp Phe Leu Leu Leu Gly 
1 5 10 

Phe Pro Gly Ser Gin Thr Leu Gin Leu Ser Leu Phe Met Leu Phe Leu 



20 25 



Val Met Tyr He Leu Thr Val Ser Gly Asn Val Ala lie Leu Met Leu 



35 40 



Val Ser Thr Ser His Gin Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

5 

r,v^ tp„ nii lie Trp Tyr Thr Thr Ala Ala Val Pro Lys 
Asn Leu Ser Phe Leu Glu lie ±rp iyi j. q0 

65 70 75 

Ala Leu Ala He Leu Leu Gly Arg Ser Gin Thr He Ser Phe Thr Ser 
85 90 

C ys Leu Leu Gin Met Tyr Phe Val Phe Ser Leu Gly Cys Thr Glu Tyr 

100 105 

Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Cys Leu Ala lie Cys Tyr 
115 I 20 125 

Pro Leu His Tyr Gly Ala He Met Ser Ser Leu Leu Ser Ala Gin Leu 
130 135 

Ala Leu Gly Ser Trp Val Cys Gly Phe Val Ala He Ala Val Pro Thr 

145 lbU 
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Ala Leu lie Ser Gly Leu Ser Phe Cys Gly Pro Arg Ala lie Asn His 
165 170 175 



Phe Phe Cys Asp He Ala Pro Trp He Ala Leu Ala Cys Thr Asn Thr 
180 185 190 



Gin Ala Val Glu Leu Val Ala Phe Val He Ala Val Val Val He Leu 
195 200 205 



Ser Ser Cys Leu He Thr Phe Val Ser Tyr Val Tyr He He Ser Thr 
210 215 220 



He Leu Arg He Pro Ser Ala Ser Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Ser Ser His Leu Thr Val Val Leu He Trp Tyr Gly Ser Thr Val 
245 250 255 



Phe Leu His Val Arg Thr Ser He Lys Asp Ala Leu Asp Leu He Lys 
260 265 270 



Ala Val His Val Leu Asn Thr Val Val Thr Pro Val Leu Asn Pro Phe 
275 280 285 



He Tyr Thr Leu Arg Asn Lys Glu Val Arg Glu Thr Leu Leu Lys Lys 
290 295 300 



Trp Lys Gly Lys 
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<400> 


331 



atg gaa gag tac aac aca tec tct aca gac ttc act ttc atg ggg ctg 48 

Met Glu Glu Tyr Asn Thr Ser Ser Thr Asp Phe Thr Phe Met Gly Leu 
15 10 15 

ttc aac aga aag gaa acc tea ggt ctt att ttt gec ate ate tct ate 96 

Phe Asn Arg Lys Glu Thr Ser Gly Leu He Phe Ala He He Ser He 
20 25 30 
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ate ttc ttc acc gca ctg atg gee aat ggg gtt atg ate ttc ctg ate 
111 Hi Pte Thr Ala Leu Met Ala Asn Gly Val Met lie Phe Leu He 



35 



40 



caa aca gat ttg cgc ctt cat aca ccc atg tac ttc etc etc age cac 
Gin Thr Asp Leu Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ser His 



50 



ctt tec tta att gac atg atg tat att tec act att gtg cct aag atg 
III Ser Leu lie Asp Met Met Tyr lie Ser Thr He Val Pro Lys Met 



65 



70 



75 



ctg gtt aat tac etg ctg gat caa agg ace att tee ttt gtg ggg tgc 
Leu Val Asn Tyr Leu Leu Asp Gin Arg Thr lie Ser Phe Val Gly Cys 



85 



90 



nr* act caa cac ttc etc tac ctt acc ctt gtg gga get gaa ttc ttc 
Thr III Gin His Phe Leu Tyr Leu Thr Leu Val Gly Ala Glu Phe Phe 



100 



105 



rt-a cac etc atq gec tat gac cgc tat gtg gec att tgc aac cct 
III III ITy lei Me? Ala Tyr Lp Arg Tyr Val Ala lie Cys Asn Pro 



115 



120 



ctg aga tac cct gtc etc atg age cgc egg gtc tgt tgg atg att ata 
III Arg Tyr Pro Val Leu Met Ser Arg Arg Val Cys Trp Met He lie 

135 140 



130 



gca ggt tec tgg ttt ggg gge tct ttg gat gge ttc etc eta acc ccc 
Ala Gly Ser Trp Phe Gly Gly Ser Leu Asp Gly Phe Leu Leu Thr Pro 



145 



150 



ate acc atg age ttt ccc ttc tgc aat tec egg gag att aac cac ttc 
S Sir Me? Ser Phe Pro Phe Cys Asn Ser Arg Glu He Asn His Phe 



165 



170 



ttc tgt gag gca cca gca gtc ctg aag ttg gca tgt gca gac aca gec 
He cfs Gil Ala Pro Ala Val Leu Lys Leu Ala Cys Ala Asp Thr Ala 

185 190 



180 



etc tac gag aca gtg atg tat gtg tgc tgt gtt ttg atg ctg ctg att 
Leu Tyr Glu Thr Val Met Tyr Val Cys Cys Val Leu Net Leu Leu lie 



195 



200 



cet ttc tct gta gtc ctt get tee tat gec cga ate ctg act aca gtt 
Pro Phe Ser Val Val Leu Ala Ser Tyr Ala Arg He Leu Thr Thr Val 



210 



215 



eag tgc atg age tea gtg gag gge agg aag aag gca ttt gee act tgc 
Gin Cys Met Ser Ser Val Glu Gly Arg Lys Lys Ala Phe Ala Thr Cys 

230 235 



225 



tea tec cac atg act gtg gtg tec ttg ttc tac ggg get gec atg tac 
Ser Ser Ss Mel Thr Val Val Ser Leu Phe Tyr Gly Ala Ala Met Tyr 

acc tac atg ctg cca cat tct tac cac aag cca gee cag gac aaa gtc 
Jhr Tyr !e? Leu Pro His Ser Tyr His Lys Pro Ala Gin Asp Lys Val 
260 265 270 
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etc tct gtg ttt tac ace att etc aca ccc atg ctg aac ccc etc ate 864 

Leu Ser Val Phe Tyr Thr lie Leu Thr Pro Met Leu Asn Pro Leu lie 

275 280 285 

tac age ctt aga aac aag gat gtg act gga get ctg aag agg gec ttg 912 

Tyr Ser Leu Arg Asn Lys Asp Val Thr Gly Ala Leu Lys Arg Ala Leu 

290 295 300 

999 agg ttc aag ggt cct caa agg gtg tea gga ggt gtc ttt tga 957 

Gly Arg Phe Lys Gly Pro Gin Arg Val Ser Gly Gly Val Phe 

310 315 



305 




<210> 


332 


<211> 


318 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


332 



Met Glu Glu Tyr Asn Thr Ser Ser Thr Asp Phe Thr Phe Met Gly Leu 
15 10 15 



Phe Asn Arg Lys Glu Thr Ser Gly Leu lie Phe Ala lie lie Ser lie 
20 25 30 



lie Phe Phe Thr Ala Leu Met Ala Asn Gly Val Met lie Phe Leu lie 
35 40 45 



Gin Thr Asp Leu Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ser His 
50 55 60 



Leu Ser Leu lie Asp Met Met Tyr lie Ser Thr lie Val Pro Lys Met 
65 70 75 80 



Leu Val Asn Tyr Leu Leu Asp Gin Arg Thr lie Ser Phe Val Gly Cys 
85 90 95 



Thr Ala Gin His Phe Leu Tyr Leu Thr Leu Val Gly Ala Glu Phe Phe 
100 105 110 



Leu Leu Gly Leu Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Asn Pro 
115 120 125 



Leu Arg Tyr Pro Val Leu Met Ser Arg Arg Val Cys Trp Met lie lie 
130 135 140 



Ala Gly Ser Trp Phe Gly Gly Ser Leu Asp Gly Phe Leu Leu Thr Pro 
145 150 155 160 



lie Thr Met Ser Phe Pro Phe Cys Asn Ser Arg Glu lie Asn His Phe 



495 



BNSDOC:D <WC C224726A2 



PCT/BE01/00162 

WO 02/24726 

165 

Phe Cys Glu Ma Pro Ma Val Leu Lye Leu Ala Cys Ma Asp Thr Ma 

180 18b 

Mu Tyr Olu Thr va! M t Tyr val cy. eye v.1 «» H.t L» II. 

195 ^ UU 

Pro Phe Ser Val Val Leu Ma Ser Tyr Ala Arg lie Leu Thr Thr Val 

210 215 

a v a i Clu Glv Arg Lys Lys Ala Phe Ala Thr Cys 
Gin Cys Met Ser Ser Val Glu Giy Arg jr 24Q 

225 2jlU 

ser ser His Met Thr V,! V,! ser I,.u Phe Tyr dy Ma 1. Met Tyr 

245 Zt>U 

Thr Tyr Met Leu Pro His Ser Tyr His Lys Pro Ma Gin Asp Lys Val 
260 265 

,eu Ber Val Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro Leu He 

275 280 

Tyr ser Leu Arg Asn Lys Asp Val Thr Oly Ala Leu Lys Arg Ala Leu 

290 295 

Giy Arg Phe Lys Gly Pro Gin Arg Val Ser Gly Gly Val Phe 



305 



310 



<210> 333 

<211> 975 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - - 072) 

<223> 



<400> 333 rtc caq aac tec act aac ttc gtc etc aca 

atg ggc atg gag ggt ctt etc cag a ^ Thr 

Met Gly Met Glu Gly Leu Leu Gin Asn Ser Tnr a 



- «^ t-t-r ccc qqq ctt etc ttt gca ata gtc 

ss " c . £ sr. £ E £ « «» - «- «■ val 

20 25 

4- 4- a ana acc aac ttg gtc atg att ctg 
ttc tec ate ttt gtg gtg get ata aca gec J, 9^ ^ ^ ^ 

Phe Ser lie Phe Val Val Ala lie 

496 
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35 

etc ate cac 
Leu lie His 
50 

age cag etc 
Ser Gin Leu 
65 

aag atg etc 
Lys Met Leu 



ggc tgt gca 
Gly Cys Ala 



ttc ttc ctg 
Phe Phe Leu 
115 

aac cct eta 
Asn Pro Leu 
130 

atg gtg gtc 
Met Val Val 
145 

act cct gtc 
Thr Pro Val 



cac ttt ttc 
His Phe Phe 



acg tea etc 
Thr Ser Leu 
195 

ctt ate cct 
Leu lie Pro 
210 

act gtc cac 
Thr Val His 
225 

acg tgt tec 
Thr Cys Ser 



ttc tac acc 
Phe Tyr Thr 



aaa gtg gtg 
Lys Val Val 

275 



atg gac tec 
Met Asp Ser 



tec ate atg 
Ser lie Met 
70 

cag gac etc 
Gin Asp Leu 
85 

gtt cag ate 
Val Gin lie 
100 

ctg ggt etc 
Leu Gly Leu 



egg tac cct 
Arg Tyr Pro 



ggc tec tgg 
Gly Ser Trp 
150 

act atg agt 
Thr Met Ser 
165 

tgt gag ate 
Cys Glu lie 
180 

tat gag acc 
Tyr Glu Thr 



eta tct gtc 
Leu Ser Val 



agg atg aac 
Arg Met Asn 
230 

tec cac att 
Ser His He 
245 

aac gtg ctg 
Asn Val Leu 
260 

tct gee ttc 
Ser Ala Phe 



40 

cgc etc cac 
Arg Leu His 
55 

gat acc ate 
Asp Thr He 



ctg tec aag 
Leu Ser Lys 



ttc etc tac 
Phe Leu Tyr 
105 

atg gee tat 
Met Ala Tyr 
120 

etc etc atg 
Leu Leu Met 
135 

gtt ggt ggt 
Val Gly Gly 



ttc ccc ttc 
Phe Pro Phe 



cca gee gtg 
Pro Ala Val 
185 

ctg atg tat 
Leu Met Tyr 
200 

ate tct gtc 
He Ser Val 
215 

tct get gag 
Ser Ala Glu 



atg gtg gtg 
Met Val Val 



ccc cac tec 
Pro His Ser 
265 

tac acc ate 
Tyr Thr He 
280 



aca ccc atg 
Thr Pro Met 
60 

tac ate tgt 
Tyr He Cys 
75 

gac aag acc 
Asp Lys Thr 
90 

ctg acc ctg 
Leu Thr Leu 



gac cgc tat 
Asp Arg Tyr 



aac cgc agg 
Asn Arg Arg 
140 

tec ttg gat 
Ser Leu Asp 
155 

tgt aga tec 
Cys Arg Ser 
170 

ctg aag ttg 
Leu Lys Leu 



gee tgc tgc 
Ala Cys Cys 



tec tac acg 
Ser Tyr Thr 
220 

ggc egg cgc 
Gly Arg Arg 
235 

age gtt ttc 
Ser Val Phe 
250 

tac cac act 
Tyr His Thr 



etc acc ccc 
Leu Thr Pro 



45 

tac ttc ttg 
Tyr Phe Leu 



ate act gtc 
lie Thr Val 



att tec ttc 
He Ser Phe 
95 

att gga ggg 
He Gly Gly 
110 

gtg get gtg 
Val Ala Val 
125 

gtt tgc tta 
Val Cys Leu 



ggg ttc atg 
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Val Asn Ser Leu Leu Asp Ser Thr Thr He Ser Lys Ala Gly Cys Val 
85 9° 95 

Ala Gin Val Phe Leu Val Val Phe Phe Val Tyr Val Glu Leu Leu Phe 
100 105 

Leu Thr He Met Ala His Asp Arg Tyr Val Ala Val Cys Gin Pro Leu 
115 120 125 

His Tyr Pro Val lie Val Asn Ser Arg He Cys He Gin Met Thr Leu 
130 "5 140 

Ala Ser Leu Leu Ser Gly Leu Val Tyr Ala Gly Met His Thr Gly Ser 



145 



150 



155 



510 
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Thr Phe Gin Leu Pro Phe Cys Arg Ser Asn Val lie His Gin Phe Phe 
165 170 175 



Cys Asp lie Pro Ser Leu Leu Lys Leu Ser Cys Ser Asp Thr Phe Ser 
180 185 190 



Asn Glu Val Met lie Val Val Ser Ala Leu Gly Val Gly Gly Gly Cys 
195 200 205 



Phe lie Phe lie lie Arg Ser Tyr lie His lie Phe Ser Thr Val Leu 
210 215 220 



Gly Phe Pro Arg Gly Ala Asp Arg Thr Lys Ala Phe Ser Thr Cys lie 
225 230 235 240 



Pro His lie Leu Val Val Ser Val Phe Leu Ser Ser Cys Ser Ser Val 
245 250 255 



Tyr Leu Arg Pro Pro Ala lie Pro Ala Ala Thr Gin Asp Leu lie Leu 
260 265 270 



Ser Gly Phe Tyr Ser lie Met Pro Pro Leu Phe Asn Pro lie Tie Tyr 
275 280 285 



Ser Leu Arg Asn Lys Gin lie Lys Val Ala lie Lys Lys lie Met Lys 
290 295 300 



Arg lie Phe Tyr Ser Glu Asn Val 
305 310 



<210> 


343 




<211> 


942 




<212> 


DNA 




<213> 


Homo 


Sapiens 


<220> 






<221> 


CDS 




<222> 


(1) • 


(939) 


<223> 






<400> 


343 




atg ggg 


cag 


acc aac 


Met Gly 


Gin 


Thr Asn 


1 




5 


ttc tec 


agt 


tct ggg 



10 15 



48 



96 



Phe Ser Ser Ser Gly Glu Leu Gin Leu Leu Leu Phe Ala Leu Phe Leu 
20 25 30 

tct ctg tat eta gtc act ctg acc age aat gtc ttc att ate ata gee 144 



511 
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Ser Leu Tyr Leu Val Thr Leu Thr Ser Asn Val Phe lie lie lie Ala 

40 45 



35 



ate agg ctg gat age cat ctg cac acc ccc atg tac etc ttc ctt tec 
ill III Leu Asp sir His Leu His Thr Pro Met Xyr Leu Phe Leu Ser 

55 SO 



50 



ttc eta tec ttc tct gag acc tgc tac act ttg ggc ate ate cct aga 
Phe Leu Ser Phe Ser Glu Thr Cys Tyr Thr Leu Gly He He Pro Arg 

70 75 80 



65 



atg etc tct ggc ctg get ggg ggg gac cag get ate tec tat gtg ggc 
Met Leu Ser Gly Leu Ala Gly Gly Asp Gin Ala He Ser Tyr val Gly 
85 9° 95 

tgt get gec cag atg ttc ttt tct gec tea tgg gec tgt act aac tgc 
Cys Ala Ala Gin Met Phe Phe Ser Ala Ser Trp Ala Cys Thr Asn Cys 
100 HO 

ttc ctt ctg get gec atg ggc ttt gac aga tat gtg gec ate tgt get 
Phe Leu Leu Ala Ala Met Gly Phe Asp Arg Tyr Val Ala He Cys Ala 
115 120 I 25 



^ etc cac tat gec age cac atg aat cct acc etc tgt gee cag ctg 
Pro Leu His Tyr Ala Ser His Met Asn Pro Thr Leu Cys Ala Gin Leu 

135 140 



cca 

130 



gtc att act tec ttc ctg act gga tac etc ttt gga ctg gga atg aca 
Val He Thr Ser Phe Leu Thr Gly Tyr Leu Phe Gly Leu Gly Met Thr 

1 rr J.D U 



145 



150 



155 



eta gtt att ttc cac etc tea ttc tgc age tec cat gaa ate cag cac 
Leu Val He Phe His Leu Ser Phe Cys Ser Ser His Glu lie Gin Hxs 



165 



170 175 



ttt ttt tgt gac acg cca cct gtg ctg age eta gee tgt gga gat aca 
Phe Phe Cys Asp Thr Pro Pro Val Leu Ser Leu Ala Cys Gly Asp Thr 



180 185 



aac cca agt gag ctg agg ate ttt ate etc agt ctt ttg gtc etc ttg 
Ify Pro Ser Glu Leu Arg He Phe He Leu Ser Leu Leu Val Leu Leu 

1 205 



195 



200 



gtc tec ttc ttc ttc ate acc ate tec tac gec tac ate ttg gca gca 
v*l Phe Phe Phe He Thr He Ser Tyr Ala Tyr He Leu Ala Ala 



220 



Val Ser Phe Phe Phe 

210 215 

ata ctg agg ate ccc tct get gag ggg cag aag aag gec ttc tee act 
He Leu Arg He Pro Ser Ala Glu Gly Gin Lys Lys Ala Phe Ser Thr 
225 230 235 240 



tgt gee teg eae ctt aca gtg gtc att att cat tat ggc tgt get tee 
Cys Ala Ser His Leu Thr Val Val He He His Tyr Gly Cys Ala Ser 
245 250 255 



ttc gtg tac ctg agg ccc aaa gec age tac tct ctt gag aga gat cag 
Phe vll Tyr Leu aT 9 Pro Lys Ala Ser Tyr Ser Leu Glu Arg Asp Gin 
260 265 270 

ctt att gee atg acc tat act gta gtg acc ccc etc ctt aat ccc att 
Leu lie Ala Met Thr Tyr Thr Val Val Thr Pro Leu Leu Asn Pro He 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



512 
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275 280 285 

gtt tat agt eta agg act agg get ata cag aca get ctg agg aat get 912 
Val Tyr Ser Leu Arg Thr Arg Ala lie Gin Thr Ala Leu Arg Asn Ala 
290 295 300 

ttc aga ggg aga ttg ctg ggt aaa gga tga 942 
Phe Arg Gly Arg Leu Leu Gly Lys Gly 
305 310 



<210> 344 

<211> 313 

<212> PRT 

<213> Homo Sapiens 

<400> 344 

Met Gly Gin Thr Asn Val Thr Ser Trp Arg Asp Phe Val Phe Leu Gly 
15 10 15 



Phe Ser Ser Ser Gly Glu Leu Gin Leu Leu Leu Phe Ala Leu Phe Leu 
20 25 30 



Ser Leu Tyr Leu Val Thr Leu Thr Ser Asn Val Phe He He He Ala 
35 40 45 



He Arg Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 
50 55 60 



Phe Leu Ser Phe Ser Glu Thr Cys Tyr Thr Leu Gly He He Pro Arg 
65 70 75 80 



Met Leu Ser Gly Leu Ala Gly Gly Asp Gin Ala He Ser Tyr Val Gly 
85 90 95 



Cys Ala Ala Gin Met Phe Phe Ser Ala Ser Trp Ala Cys Thr Asn Cys 
100 105 110 



Phe Leu Leu Ala Ala Met Gly Phe Asp Arg Tyr Val Ala He Cys Ala 
115 120 125 



Pro Leu His Tyr Ala Ser His Met Asn Pro Thr Leu Cys Ala Gin Leu 
130 135 140 



Val He Thr Ser Phe Leu Thr Gly Tyr Leu Phe Gly Leu Gly Met Thr 
145 150 155 160 



Leu Val He Phe His Leu Ser Phe Cys Ser Ser His Glu He Gin His 
165 170 175 
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Phe Phe Cys Asp Thr Pro Pro Val Leu Ser Leu Ala Cys Gly Asp Thr 
180 I8 5 190 

Gly Pro Ser Glu Leu Arg He Phe lie Leu Ser Leu Leu Val Leu Leu 
195 200 205 

Val Ser Phe Phe Phe He Thr He Ser Tyr Ala Tyr lie Leu Ala Ala 
210 215 220 

lie Leu Arg lie Pro Ser Ala Glu Gly Gin Lys Lys Ala Phe Ser Thr 
225 230 235 

Cys Ala Ser His Leu Thr Val Val He He His Tyr Gly Cys Ala Ser 

245 250 

Phe Val Tyr Leu Arg Pro Lys Ala Ser Tyr Ser Leu Glu Arg Asp Gin 



260 



265 270 



Leu He Ala Met Thr Tyr Thr Val Val Thr Pro Leu Leu Asn Pro He 
275 280 285 

Val Tyr Ser Leu Arg Thr Arg Ala He Gin Thr Ala Leu Arg Asn Ala 
290 295 300 

Phe Arg Gly Arg Leu Leu Gly Lys Gly 
305 310 



<210> 345 

<211> 975 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(972) 

<223> 



III gag age ccc aat cga acc acc att cag gag ttt ate ttc tec get 
S Glu Ser Pro Asn Arg Thr Thr He Gin Glu Phe He Phe Ser Ala 
1 5 10 15 

ttc cct tat tec tgg gtt aag tct gtt gtc tgc ttt gtt cca ctg etc 
P^e Pro Tyr Ser Tr^ Val Lys Ser Val Val Cys Phe Val Pro Leu Leu 
20 25 30 

ate tat get ttc att gtt gtt gga aac ctg gtc ate ate aca gtg 
Til Tyr Ala Phe lie Val Val Gly Asn Leu Val He He Thr Val 



ttc 
Phe 

35 



40 45 



514 



96 



14 4 
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gtc cag ttg 
Val Gin Leu 

50 

get ctt tct 
Ala Leu Ser 
65 

atg ctg tct 
Met Leu Ser 



etc ctg cag 
Leu Leu Gin 



etc ttg aca 
Leu Leu Thr 
115 

ctt cat tat 
Leu His Tyr 
130 

tta agt tgc 
Leu Ser Cys 
145 

tgg ate tct 
Trp lie Ser 



ttc tgt gac 
Phe Cys Asp 



gec ate gtc 
Ala lie Val 
195 

att aca get 
lie Thr Ala 
210 

gta att eta 
Val lie Leu 
225 

acg tgt gtc 
Thr Cys Val 



act etc atg 
Thr Leu Met 



ata gec att 
He Ala He 
275 

att ate tat 



aat act cac 
Asn Thr His 



ttc ctg gag 
Phe Leu Glu 
70 

age ctg ctt 
Ser Leu Leu 
85 

atg tat ttc 
Met Tyr Phe 
100 

gtt atg gec 
Val Met Ala 



ccc tct ate 
Pro Ser He 



tgt gtt tgt 
Cys Val Cys 
150 

aca ctg cca 
Thr Leu Pro 
165 

ttc etc cca 
Phe Leu Pro 
180 

atg att cag 
Met He Gin 



gtg atg etc 
Val Met Leu 



cgt att cat 
Arg He His 
230 

tct cac ttc 
Ser His Phe 
245 

tac eta cgc 
Tyr Leu Arg 
260 

get ctg gec 
Ala Leu Ala 



age ctg agg 



etc cac act 
Leu His Thr 
55 

att tgg tat 
He Trp Tyr 



agt gag agg 
Ser Glu Arg 



ttc cat tec 
Phe His Ser 
105 

ttt gac cac 
Phe Asp His 
120 

atg acc ccc 
Met Thr Pro 
135 

ggc ttt ate 
Gly Phe He 



ttt tgt ggt 
Phe Cys Gly 



gtg ctg cgt 
Val Leu Arg 
185 

gta gtg gat 
Val Val Asp 
200 

ate ttc atg 
He Phe Met 
215 

tea get gga 
Ser Ala Gly 



att gtc ttt 
He Val Phe 



ttc tct gec 
Phe Ser Ala 
265 

ttt gca gtt 
Phe Ala Val 
280 

aat aaa gaa 



ccc atg tat 
Pro Met Tyr 
60 

acc aca gec 
Thr Thr Ala 
75 

age att tec 
Ser He Ser 
90 

acc ggc ate 
Thr Gly He 



tac ctg gec 
Tyr Leu Ala 



aag eta tgt 
Lys Leu Cys 
140 

aca ccc ctt 
Thr Pro Leu 
155 

teg aat cac 
Ser Asn His 
170 

ctg gec tgc 
Leu Ala Cys 



gtc att cat 
Val He His 



tec tac gat 
Ser Tyr Asp 
220 

ggc cgc cgc 
Gly Arg Arg 
235 

teg etc ttc 
Ser Leu Phe 
250 

acc tac tct 
Thr Tyr Ser 



ttg tct ccc 
Leu Ser Pro 



ata aaa gaa 



act ttt ate 
Thr Phe He 



aca ate cca 
Thr He Pro 



ttc aat ggt 
Phe Asn Gly 
95 

tgt gag gtg 
Cys Glu Val 
110 

ata tgc age 
He Cys Ser 
125 

acc caa ctg 
Thr Gin Leu 



cct gag att 
Pro Glu He 



ctt gaa cat 
Leu Glu His 
175 

aca gac aca 
Thr Asp Thr 
190 

gca gtg gag 
Ala Val Glu 
205 

ggt att gtg 
Gly He Val 



aca gca ttt 
Thr Ala Phe 



ttt ggc agt 
Phe Gly Ser 
255 

ttg ttc tgg 
Leu Phe Trp 
270 

ttc ttc aac 
Phe Phe Asn 
285 

get ata aaa 



agt 192 
Ser 



aag 240 

Lys 

80 

tgt 288 
Cys 



tgt 336 
Cys 



cct 384 
Pro 



act 432 
Thr 



gee 480 

Ala 

160 

ate 528 
He 



cga 576 
Arg 



att 624 
He 



get 672 
Ala 



tec 720 

Ser 

240 

gtg 768 
Val 



gat 816 
Asp 



ccc 864 
Pro 



aag 912 
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lie He Tyr Ser Leu Arg Asn Lys Glu He Lys Glu Ala He Lys Lys 
290 295 3°° 

£ S III £ S S S J£ £ £ jS 5 S 5 S S 

305 310 315 

agt aag ata ttt tag 
Ser Lys He Phe 



960 



975 



<210> 346 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 346 

Met Glu Ser Pro Asn Arg Thr Thr He Gin Glu Phe He Phe Ser Ala 

tr 10 



Phe Pro Tyr Ser Trp Val Lys Ser Val Val Cys Phe Val Pro Leu Leu 

20 25 

Phe He Tyr Ala Phe He Val Val Gly Asn Leu Val He He Thr Val 



35 



40 



Val Gin Leu Asn Thr H 
50 



is Leu His Thr Pro Met Tyr Thr Phe He Ser 



55 



60 



Ala Leu Ser Phe Leu Glu He Trp Tyr Thr Thr Ala Thr He Pro Lys 
65 ™ 75 

Met Leu Ser Ser Leu Leu Ser Glu Arg Ser He Ser Phe Asn Gly Cys 
85 90 

Le u Leu Gin Met Tyr Phe Phe His Ser Thr Gly He Cys Glu Val Cys 

100 105 

Leu Leu Thr Val Met Ala Phe Asp His Tyr Leu Ala He Cys Ser Pro 
115 I 20 125 

Leu His Tyr Pro Ser He Met Thr Pro Lys Leu Cys Thr Gin Leu Thr 



130 



135 



Leu Ser Cys Cys Val Cys Gly Phe He Thr Pro Leu Pro Glu He Ala 

145 150 155 

Trp He Ser Thr Leu Pro Phe Cys Gly Ser Asn His Leu Glu His He 
irp X 165 170 I 75 
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Phe Cys Asp Phe Leu Pro Val Leu Arg Leu Ala Cys Thr Asp Thr Arg 
180 185 190 



Ala He Val Met He Gin Val Val Asp Val He His Ala Val Glu He 
195 200 205 



He Thr Ala Val Met Leu He Phe Met Ser Tyr Asp Gly lie Val Ala 
210 215 220 



Val lie Leu Arg He His Ser Ala Gly Gly Arg Arg Thr Ala Phe Ser 
225 230 235 240 



Thr Cys Val Ser His Phe lie Val Phe Ser Leu Phe Phe Gly Ser Val 
245 250 255 



Thr Leu Met Tyr Leu Arg Phe Ser Ala Thr Tyr Ser Leu Phe Trp Asp 
260 265 270 



lie Ala lie Ala Leu Ala Phe Ala Val Leu Ser Pro Phe Phe Asn Pro 
275 280 285 



He He Tyr Ser Leu Arg Asn Lys Glu He Lys Glu Ala He Lys Lys 
290 295 300 



His He Gly Gin Ala Lys He Phe Phe Ser Val Arg Pro Gly Thr Ser 
305 310 315 320 



Ser Lys He Phe 



<210> 


347 




<211> 


954 




<212> 


DNA 




<213> 


Homo 


Sapiens 


<220> 






<221> 


CDS 




<222> 


(1) . 


(951) 


<223> 






<400> 


347 




atg gat 


caa 


tac aac 


Met Asp 


Gin 


Tyr Asn 


1 




5 


ttt gcc 


agt 


gtg ggc 


Phe Ala 


Ser 


Val Gly 



10 15 



20 25 30 
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III E £ £ - S £ £ S £ S £ S £ £ £ 



35 



40 



e s £ k s e £ sr. £ £ £ £ e - £ £ 



50 



55 60 



£ £ £ e £ it £ ss £ e E £ £ £ £ £ 

7 0 

a £ £ £ £ e s a £ - £ - £ ~ s 

85 90 

- r-tt caa acc tac ttc ttc cac tec ttg gga gcg tct gaa tgc 

Ts S Leu Gin Sr ^yr Phe Phe His Ser Leu Gly Ma Ser Qlu Cys 



100 105 



tac ctt ctt aca gec atg gec tat gat aga tac ctg gec att tgt egg 
Tyr Leu Leu Thr Ala Met Ala Tyr Asp Arg Tyr Leu Ala He Cys Arg 



115 



120 



e £ e £ £ £ £ £ £ £ £ ~ - - - s 



130 135 



S E K 5 5 £ £ S £ £ i £ £ S= S s 

150 -L->o 

£ £ E £ E £ £ £ £ £ £ £ £ £ £ £ 

165 170 

£ £ £ ?Ip £ £ £ £ £ £ - - £ £ £ £ 

180 185 



£ s £ £ £ £ £ £ £ £ £ - Hi s "° ^ 

195 200 205 

^ M- t ate atq att tct tat gca agg ate att ggg get 

fl C e £ P^ Hi Phe Til tiet Xle Ser Tyr Ala Arg He He Gly Ala 
210 215 220 

£ £ £ £ £ £ £ £ £ 5 £ £ £ - - i 

225 230 

£ £ £ £ £ £ £ - - »• - - - ~ 111 ~ 



245 250 



E £ £ £ S £ £ £ £ £ £ £ £ i - - 

260 265 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 
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aca ctt get ata gtt tac tec gta eta aca cca atg gtc aat cca att 864 

Thr Leu Ala lie Val Tyr Ser Val Leu Thr Pro Met Val Asn Pro lie 
275 280 285 

ate tac agt ctt cgt aac aag gaa ate att aaa get ate aag agg ace 912 

lie Tyr Ser Leu Arg Asn Lys Glu lie lie Lys Ala lie Lys Arg Thr 
290 295 300 

ate ttc cag aag gga gat aaa get agt ctt get cat ctt tga 954 

lie Phe Gin Lys Gly Asp Lys Ala Ser Leu Ala His Leu 
305 310 315 



<210> 348 

<211> 317 

<212> PRT 

<213> Homo Sapiens 

<400> 348 

Met Asp Gin Tyr Asn His Ser Ser Leu Ala Glu Phe Val Phe Leu Gly 
15 10 15 



Phe Ala Ser Val Gly Tyr Val Arg Gly Trp Leu Phe Val Leu Leu Leu 
20 25 30 



Leu Ala Tyr Leu Phe Thr He Cys Gly Asn Met Leu He Phe Ser Val 
35 40 45 



He Arg Leu Asp Ala Ala Leu His Thr Pro Met Tyr His Phe Val Ser 
50 55 60 



Val Leu Ser Phe Leu Glu Leu Trp Tyr Thr Ala Thr Thr He Pro Lys 
65 70 75 80 



Met Leu Ser Asn He Leu Ser Glu Lys Lys Thr lie Ser Phe Ala Gly 
85 90 95 



Cys Leu Leu Gin Thr Tyr Phe Phe His Ser Leu Gly Ala Ser Glu Cys 
100 105 110 



Tyr Leu Leu Thr Ala Met Ala Tyr Asp Arg Tyr Leu Ala He Cys Arg 
115 120 125 



Pro Leu His Tyr Pro He He Met Thr Thr Thr Leu Cys Ala Lys Met 
130 135 140 



Ala Ala Ala Cys Trp Thr Cys Gly Phe Leu Cys Pro He Ser Glu Val 
145 150 155 160 



He Leu Ala Ser Gin Leu Pro Phe Cys Ala Tyr Asn Glu He Gin His 
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lie Phe Cys Asp Phe Pro Pro Leu Leu Ser Leu Ma Cys Lys Asp Thr 

180 185 



Ber Ala Asn He Leu Val Asp Phe Ala He Asn Ala Phe He He Leu 

195 200 ZUD 

He Thr Phe Phe Phe He Met He Ser Tyr Ala Arg He He Gly Ala 



210 215 



val Leu Lys He Lys Thr Ala Ser Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 

Cys Ala Ser His Leu Ala Val Val Leu He Phe Phe Gly Ser lie He 



245 250 



Phe Met Tyr Val Arg Leu Lys Lys Ser Tyr Ser Leu Thr Leu Asp Arg 



260 265 



Thr L eu Ala He Val Tyr Ser Val Leu Thr Pro Met Val Asn Pro He 

275 280 



He Tyr Ser Leu Arg Asn Lys Glu He lie Lys ^ 
290 



Ala He Lys Arg Thr 

295 



He Phe Gin Lys Gly Asp Lys Ala Ser Leu Ala His Leu 
305 310 315 



<210> 349 

<211> 960 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (957) 

<223> 



I 9 E £ E £ S? E SS £ £ - - - £ " 

Met Thr Gin Leu Thr Ala ber t.iy 15 

1 5 10 

etc ttc tct atg tte ccg cat gcg cac aga ggt ggc etc tta ttc ttt 

Leu Phe Ser Met Phe Pro His Ala Hi s Arg Gly Gly Leu l_ 



o c 30 
20 2b 

*» m £ e ;n £ s - - - s ss £ £ 
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35 

atg ttc att 
Met Phe lie 
50 

ttc ttt ate 
Phe Phe lie 
65 

acc ate ccc 
Thr lie Pro 



tec gtg get 
Ser Val Ala 



ate aca gaa 
lie Thr Glu 
115 

get ate tgc 
Ala lie Cys 
130 

tgt ate cag 
Cys lie Gin 
145 

ctt cct gag 
Leu Pro Glu 



cag ate cac 
Gin lie His 



tgc aca gat 
Cys Thr Asp 
195 

gaa att gta 
Glu lie Val 
210 

att ata gtg 
lie lie Val 
225 

ttt tec acc 
Phe Ser Thr 



agt gtg get 
Ser Val Ala 



tgg gac aca 
Trp Asp Thr 
275 



gtc ate cag 
Val lie Gin 



agt gtc etc 
Ser Val Leu 
70 

aag atg ctg 
Lys Met Leu 
85 

ggc tgc etc 
Gly Cys Leu 
100 

age tgt gtc 
Ser Cys Val 



aat cca etc 
Asn Pro Leu 



ctg aca gtt 
Leu Thr Val 
150 

att gca tgg 
lie Ala Trp 
165 

cag ata ttc 
Gin lie Phe 
180 

aca ttc eta 
Thr Phe Leu 



gee tec ttc 
Ala Ser Phe 



att ctg gga 
lie Leu Gly 
230 

tgt get get 
Cys Ala Ala 
245 

gtc atg tat 
Val Met Tyr 
260 

gca att get 
Ala lie Ala 



40 

gtg ggc atg 
Val Gly Met 
55 

tec ttc ctg 
Ser Phe Leu 



tec tgc eta 
Ser Cys Leu 



ctg cag atg 
Leu Gin Met 
105 

ctg aca gca 
Leu Thr Ala 
120 

cgt tac cca 
Arg Tyr Pro 
135 

gga tec tgc 
Gly Ser Cys 



att tec acc 
He Ser Thr 



tgt gat ttc 
Cys Asp Phe 
185 

gtg gtc att 
Val Val He 
200 

ctg gtc att 
Leu Val He 
215 

atg cac tea 
Met His Ser 



cac ctt get 
His Leu Ala 



ttg aga ttc 
Leu Arg Phe 
265 

gtc act ttt 
Val Thr Phe 
280 



gee ctg cac 
Ala Leu His 

60 

gag ate tgc 
Glu He Cys 
75 

ate agt gag 
lie Ser Glu 
90 

tac ttt ttc 
Tyr Phe Phe 



atg gee att 
Met Ala He 



acc ate atg 
Thr He Met 
140 

ttt tgt ggc 
Phe Cys Gly 
155 

ttg cct ttc 
Leu Pro Phe 
170 

aca cct gtg 
Thr Pro Val 



gtg gat gec 
Val Asp Ala 



get eta tec 
Ala Leu Ser 
220 

get gaa ggt 
Ala Glu Gly 
235 

gtg ttc ttg 
Val Phe Leu 
250 

tea gec acc 
Ser Ala Thr 



gtt ate ctt 
Val He Leu 



45 

acc cct ttg 
Thr Pro Leu 



tat acc aca 
Tyr Thr Thr 



cag aag age 
Gin Lys Ser 
95 

cac tea ctt 
His Ser Leu 
110 

gac agg tac 
Asp Arg Tyr 
125 

att ccc aaa 
He Pro Lys 



ttc etc ctt 
Phe Leu Leu 



tgt ggc tec 
Cys Gly Ser 
175 

ctg age ttg 
Leu Ser Leu 
190 

ate cat gca 
He His Ala 
205 

tac ate egg 
Tyr He Arg 



cat cac aag 
His His Lys 



eta ttt ttt 
Leu Phe Phe 
255 

tac tea gtg 
Tyr Ser Val 
270 

get ccc ttt 
Ala Pro Phe 
285 



tat 192 
Tyr 



acc 240 

Thr 

80 

att 288 
He 



ggt 336 
Gly 



ata 384 
He 



ctt 432 
Leu 



gtg 480 

Val 

160 

aac 528 
Asn 



gec 576 
Ala 



gcg 624 
Ala 



att 672 
lie 



gee 720 

Ala 

240 

ggc 768 
Gly 



ttt 816 
Phe 



ttc 864 
Phe 
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aac ccc ate ate tat age etg aaa aae aag gac atg aaa gag get att 912 
Asn Pro lie lie Tyr Ser Leu Lys Asn Lys Asp Met Lys Glu Ala He 



290 



295 3°° 



aaa ago ctt tte cac tat eag aag agg get ggt tgg get ggg aaa tag 
lly Arg Leu Phe His Tyr Gin Lys Arg Ala Gly Trp Ala Gly Lys 



305 



310 



960 



<210> 


350 


<211> 


319 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


350 


Met Thr Gin Leu Thr 



Met Thr Gin Leu Thr Ala Ser Gly Asn Gin Thr Met Val Thr Glu Phe 
! 5 10 

Leu Phe Ser Met Phe Pro His Ala His Arg Gly Gly Leu Leu Phe Phe 
20 25 30 

He Pro Leu Leu Leu He Tyr Gly Phe He Leu Thr Gly Asn Leu He 
35 40 45 

Met Phe He Val He Gin Val Gly Met Ala Leu His Thr Pro Leu Tyr 



50 



55 



60 



Phe Phe lie Ser Val Leu Ser Phe Leu Glu He Cys Tyr Thr Thr Thr 
65 70 75 



Thr He Pro Lys Met Leu Ser Cys Leu I 



le Ser Glu Gin Lys Ser He 



85 



90 



95 



Ser Val Ala Gly Cys Leu Leu Gin Met Tyr Phe Phe His Ser Leu Gly 



100 



105 



lie Thr Glu Ser Cys Val Leu Thr Ala Met Ala He Asp Arg Tyr lie 



115 



120 



Ala lie Cys Asn Pro Leu Arg Tyr Pro Thr He Met He Pro Lys Leu 
130 



135 140 



Cys lie Gin Leu Thr Val Gly Ser Cys Phe Cys Gly Phe Leu Leu Val 
145 150 155 

Leu Pro Glu lie Ala Trp lie Ser Thr Leu Pro Phe Cys Gly Ser Asn 

170 



165 
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Gin He His Gin He Phe Cys Asp Phe Thr Pro Val Leu Ser Leu Ala 
180 185 190 



Cys Thr Asp Thr Phe Leu Val Val He Val Asp Ala He His Ala Ala 
195 200 205 



Glu He Val Ala Ser Phe Leu Val He Ala Leu Ser Tyr He Arg He 
210 215 220 



He He Val He Leu Gly Met His Ser Ala Glu Gly His His Lys Ala 
225 230 235 240 



Phe Ser Thr Cys Ala Ala His Leu Ala Val Phe Leu Leu Phe Phe Gly 
245 250 255 



Ser Val Ala Val Met Tyr Leu Arg Phe Ser Ala Thr Tyr Ser Val Phe 
260 265 270 



Trp Asp Thr Ala lie Ala Val Thr Phe Val He Leu Ala Pro Phe Phe 
275 280 285 



Asn Pro He lie Tyr Ser Leu Lys Asn Lys Asp Met Lys Glu Ala Tie 
290 295 300 



Gly Arg Leu Phe His Tyr Gin Lys Arg Ala Gly Trp Ala Gly Lys 
305 310 315 



<210> 351 

<211> 975 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (972) 

<223> 



<400> 351 

atg aat gag aca aat cat tct egg gtg aca gaa ttt gtg ttg ctg gga 48 

Met Asn Glu Thr Asn His Ser Arg Val Thr Glu Phe Val Leu Leu Gly 

15 10 15 

ctg tct agt tea agg gag etc caa cct ttc ttg ttt ctt aca ttt tea 96 

Leu Ser Ser Ser Arg Glu Leu Gin Pro Phe Leu Phe Leu Thr Phe Ser 

20 25 30 

eta ctt tat eta gca att ctg ttg ggc aac ttt etc ate ate etc act 144 

Leu Leu Tyr Leu Ala He Leu Leu Gly Asn Phe Leu He He Leu Thr 
35 40 45 

gtg acc tea gat tec cgc ctt cac acc ccc atg tac ttt ctg ctt gca 192 
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Val Thr Ser Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ala 

55 60 



50 



aac ctg tea ttt ata gac gta tgt gtt gec tct ttt get acc cct aaa 240 
Asn Leu Ser Phe He Asp Val Cys Val Ala Ser Phe Ala Thr Pro Lys 

70 75 80 



65 



atq att gca gac ttt ctg gtt gag cgc aag act att tct ttt gat gee 
tt lie La Lp Phe Leu Val Glu Arg Lys Thr lie Ser Phe Asp Ala 



85 



90 



tqc ctg gec cag att ttc ttt gtt cat etc ttc act ggc agt gaa atg 
Cys Leu La Gin He Phe Phe Val His Leu Phe Thr Gly Ser Glu Met 

105 110 



100 



ata etc eta gtt tec atg gec tat gac cgt tat gtt get ata tgc aaa 
Val Leu Leu Val Ser Me? Ala Tyr Asp Arg Tyr Val Ala He Cys Lys 



115 



120 



cct etc cac tae atg aca gte atg age cgt cgt gta tgt gtt gtg etc 
Pro Leu His Tyr Met Thr Val Met Ser Arg Arg Val Cys Val Val Leu 

14 0 



130 135 



qtc etc att tea tgg ttt gtg ggc ttc ate cat act acc age cag ttg 
?£ Leu lie Ser Trp Phe Val Gly Phe He His Thr Thr Ser Gin Leu 

155 160 



145 



150 



gca ttc act gtt aat ctg cca ttt tgt ggt cct aat aag gta gac agt 
La Phe Thr Val Asn Leu Pro Phe Cys Gly Pro Asn Lys Val Asp Ser 



165 



170 



ttt ttc tqt gac ctt cct eta gtg acc aag tta gec tgc ata gac act 
Phe Phe Cys Lp Leu Pro Leu Val Thr Lys Leu Ala Cys He Asp Thr 



180 



185 



tat qtt gtc age tta eta ata gtt gca gat agt ggc ttt ctt tct ctg 
Tyr Val Val Ser Leu Leu He Val Ala Asp Ser Gly Phe Leu Ser Leu 



195 



200 



aqt tec ttt etc etc ttg gtt gtc tec tae act gta ata ctt gtt aca 
ser Ser Phe Leu Leu Leu Val Val Ser Tyr Thr Val He Leu Val Thr 



210 



215 



220 



qtt agg aat cgc tec tct gca age atg gcg aag gec cgc tec aca ttg 
Va5 S Asn Arg Ser Ser Ala Ser Met Ala Lys Ala Arg Ser Thr Leu 



225 230 



235 



act get cac ate act gtg gtc act tta ttc ttt gga cca tgc att ttc 
Thr Ala His He Thr Val Val Thr Leu Phe Phe Gly Pro Cys He Phe 

250 255 



245 



ate tat gtg tgg ccc ttc age agt tae tea gtt gac aaa gtc ctt get 
lit ivr ?al Trp Pro Phe Ser Ser Tyr Ser Val Asp Lys Val Leu Ala 
260 265 270 

t-i-c tac acc ate ttc acg ctt att tta aac cct gta ate tac acg 
?al Phe Tyr Thr He Phe Thr Leu He Leu Asn Pro Val He Tyr Thr 
275 280 285 

eta aga aac aaa gaa gtg aag gca get atg tea aaa ctg aag agt egg 
Leu Arg Asn Lys Glu Val Lys Ala Ala Met Ser Lys Leu Lys Ser Arg 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 
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290 295 300 

tat ctg aag cct agt cag gtt tct gta gtc ata aga aat gtt ctt ttc 
Tyr Leu Lys Pro Ser Gin Val Ser Val Val He Arg Asn Val Leu Phe 
305 310 315 320 

eta gaa aca aag taa 
Leu Glu Thr Lys 



<210> 352 

<211> 324 

<212> PRT 

<2 13 > Homo Sapiens 

<400> 352 

Met Asn Glu Thr Asn His Ser Arg Val Thr Glu Phe Val Leu Leu Gly 
15 10 15 



Leu Ser Ser Ser Arg Glu Leu Gin Pro Phe Leu Phe Leu Thr Phe Ser 
20 25 30 



Leu Leu Tyr Leu Ala He Leu Leu Gly Asn Phe Leu He He Leu Thr 
35 40 45 



Val Thr Ser Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ala 
50 55 60 



Asn Leu Ser Phe He Asp Val Cys Val Ala Ser Phe Ala Thr Pro Lys 
65 70 75 80 



Met He Ala Asp Phe Leu Val Glu Arg Lys Thr He Ser Phe Asp Ala 
85 90 95 



Cys Leu Ala Gin He Phe Phe Val His Leu Phe Thr Gly Ser Glu Met 
100 105 HO 



Val Leu Leu Val Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys 
115 120 125 



Pro Leu His Tyr Met Thr Val Met Ser Arg Arg Val Cys Val Val Leu 
130 135 140 



Val Leu He Ser Trp Phe Val Gly Phe He His Thr Thr Ser Gin Leu 
145 150 155 160 



Ala Phe Thr Val Asn Leu Pro Phe Cys Gly Pro Asn Lys Val Asp Ser 
165 170 175 



960 



975 
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Phe Phe Cys Asp Leu Pro Leu Val Thr Lys Leu Ala Cys lie Asp Thr 

185 190 



180 



Tvr Val Val Ser Leu Leu He Val Ala Asp Ser Gly Phe Leu Ser Leu 
Y 195 200 205 

Ser Ser Phe Leu Leu Leu Val Val Ser Tyr Thr Val He Leu Val Thr 
210 215 220 

Val Arg Asn Arg Ser Ser Ala Ser Met Ala Lys Ala Arg Ser Thr Leu 
225 230 235 

Thr Ala His lie Thr Val Val Thr Leu Phe Phe Gly Pro Cys lie Phe 
245 250 255 

He Tyr Val Trp Pro Phe Ser Ser Tyr Ser Val Asp Lys Val Leu Ala 

2S5 270 



260 



Val Phe Tyr Thr He Phe Thr Leu He Leu Asn Pro Val He Tyr Thr 
275 280 285 



Leu Arg Asn Lys Glu Val Lys Ala Ala Met Ser Lys Leu Lys Ser Arg 

290 295 300 

Tyr Leu Lys Pro Ser Gin Val Ser Val Val He Arg Asn Val Leu Phe 

305 310 315 320 



Leu Glu Thr Lys 



<210> 353 

<211> 936 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (l).-(933) 

<223> 



aJg°gct 3 cac aca aat gaa teg atg gtg tct gag ttt gta ctt ttg gga 
Me? Ala His Thr Asn Glu Ser Met Val Ser Glu Phe Val Leu Leu Gly 
1 



5 10 15 



etc tct aat tec tgg gga ctt caa ctt ttc ttt ttt gec ate ttc tct 
Leu Ser Asn Ser Trp Gly Leu Gin Leu Phe Phe Phe Ala He Phe Ser 
20 25 30 
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ata gtc tat 
lie Val Tyr 
35 

att tct ttt 
lie Ser Phe 
50 

aat ctt tct 
Asn Leu Ser 
65 

atg ctt gta 
Met Leu Val 



tgc atg gcc 
Cys Met Ala 



atg ttg ctt 
Met Leu Leu 
115 

cct ctg cac 
Pro Leu His 
130 

gtg tct att 
Val Ser lie 
145 

get ttt aca 
Ala Phe Thr 



ttc ttt tgt 
Phe Phe Cys 



tat gaa atg 
Tyr Glu Met 
195 

age tgt ttc 
Ser Cys Phe 
210 

gtc cga tgc 
Val Arg Cys 
225 

act gcc cac 
Thr Ala His 



ttc tat ata 
Phe Tyr lie 



gtg ttc tac 



gtg aca tea 
Val Thr Ser 



gac tec cat 
Asp Ser His 



ttc att gat 
Phe lie Asp 
70 

gac ttt ttt 
Asp Phe Phe 
85 

cag ata ttc 
Gin lie Phe 
100 

gta get atg 
Val Ala Met 



tac agt aca 
Tyr Ser Thr 



tec tgg gcg 
Ser Trp Ala 
150 

gtg gac ctg 
Val Asp Leu 
165 

gac ctt ccc 
Asp Leu Pro 
180 

gaa att atg 
Glu lie Met 



ctg get tta 
Leu Ala Leu 



agg tec tec 
Arg Ser Ser 
230 

ate aca gtg 
lie Thr Val 
245 

tgg cct ttt 
Trp Pro Phe 
260 

act gtt tgt 



gtg eta ggc 
Val Leu Gly 
40 

ttg aac tct 
Leu Asn Ser 
55 

ate tgt cag 
lie Cys Gin 



att gag cgc 
lie Glu Arg 



gtt ctt cac 
Val Leu His 
105 

gca tat gac 
Ala Tyr Asp 
120 

att atg aac 
lie Met Asn 
135 

gtg ggc gtt 

Val Gly Val 



cca ttc tgt 
Pro Phe Cys 



ttg gtg ata 
Leu Val lie 
185 

acc eta acg 
Thr Leu Thr 
200 

att att tec 
lie lie Ser 
215 

agt ggg tea 
Ser Gly Ser 



gtc att ctt 
Val lie Leu 



age aga ctt 
Ser Arg Leu 
265 

act ccc ttg 



aat gtc tta 
Asn Val Leu 



cct atg tac 
Pro Met Tyr 
60 

tct aac ttt 
Ser Asn Phe 
75 

aag act ate 
Lys Thr lie 
90 

agt ttt gtt 
Ser Phe Val 



aga ttt ata 
Arg Phe lie 



egg agg etc 
Arg Arg Leu 
140 

ctt cat tct 
Leu His Ser 
155 

ggt ccc aat 
Gly Pro Asn 
170 

gag ctg get 
Glu Leu Ala 



aac agt ggc 
Asn Ser Gly 



tac acc ate 
Tyr Thr lie 
220 

tct aag get 
Ser Lys Ala 
235 

ttc ttc ggg 
Phe Phe Gly 
250 

cct gtg gac 
Pro Val Asp 



ttg aac ccc 



att att gtc 
lie lie Val 
45 

ttc ttg etc 
Phe Leu Leu 



gcc acc ccc 
Ala Thr Pro 



tec ttt gag 
Ser Phe Glu 
95 

ggg agt gag 
Gly Ser Glu 
110 

gcc ata tgt 
Ala He Cys 
125 

tgt gta att 

Cys Val He 



gtg age cac 
Val Ser His 



gag gtg gat 
Glu Val Asp 
175 

tgc atg gat 
Cys Met Asp 
190 

ctg ata tea 
Leu He Ser 
205 

att ttg ate 
He Leu He 



ctt tct aca 
Leu Ser Thr 



cct tgc att 
Pro Cys lie 
255 

aaa ttt ctt 
Lys Phe Leu 
270 

ate ate tac 



att 144 
He 



agt 192 
Ser 



aag 240 

Lys 

80 

ggt 288 
Gly 



atg 336 
Met 



aag 384 
Lys 



ttt 432 

Phe 



ttg 480 

Leu 

160 

age 52 8 

Ser 



aca 576 
Thr 



ttg 624 
Leu 



ggt 672 
Gly 



tta 720 

Leu 

240 

tat 768 
Tyr 



tct 816 
Ser 



tct 864 



527 
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Val Phe Tyr Thr Val Cys Thr Pro Leu Leu Asn Pro lie He Tyr Ser 



275 



280 



s s ^ r. E ti it, s: s £ £ i s s m S 



290 295 

cat gtg aac tec tgg aaa aac tag 
His Val Asn Ser Trp Lys Asn 
305 310 



<210> 354 

<211> 311 

<212> PRT 

<213> Homo Sapiens 

<400> 354 



Met 
1 



Ala His Thr Asn Glu Ser Met Val Ser Glu Phe Val Leu Leu Gly 
5 10 

Leu Ser Asn Ser Trp Gly Leu Gin Leu Phe Phe Phe Ala lie Phe Ser 

20 25 

lie Val Tyr Val Thr Ser Val Leu Gly Asn Val Leu lie He Val He 

3 5 

He Ser Phe Asp Ser His Leu Asn Ser Pro Met Tyr Phe Leu Leu Ser 

50 5b 

Asn Leu Ser Phe He Asp He Cys Gin Ser Asn Phe Ala Thr Pro Lys 
65 70 75 

Met Leu Val Asp Phe Phe He Glu Arg Lys Thr He Ser Phe Glu Gly 

85 90 

Cys Met Ala Gin He Phe Val Leu His Ser Phe Val Gly Ser Glu Met 

100 105 

Met Leu Leu Val Ala Met Ala Tyr Asp Arg Phe He Ala He Cys Lys 
115 120 125 

Pro Leu His Tyr Ser Thr He Met Asn Arg Arg Leu Cys Val He Phe 
130 135 I 40 

Val Ser He Ser Trp Ala Val Gly Val Leu His Ser Val Ser His Leu 
145 150 155 

Ala Phe Thr Val Asp Leu Pro Phe Cys Gly Pro Asn Glu Val Asp Ser 

165 170 

528 



912 



936 
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Phe Phe Cys Asp Leu Pro Leu Val lie Glu Leu Ala Cys Met Asp Thr 
180 185 190 



Tyr Glu Met Glu lie Met Thr Leu Thr Asn Ser Gly Leu lie Ser Leu 
195 200 205 



Ser Cys Phe Leu Ala Leu lie lie Ser Tyr Thr lie lie Leu lie Gly 
210 215 220 



Val Arg Cys Arg Ser Ser Ser Gly Ser Ser Lys Ala Leu Ser Thr Leu 
225 230 235 240 



Thr Ala His lie Thr Val Val lie Leu Phe Phe Gly Pro Cys lie Tyr 
245 250 255 



Phe Tyr lie Trp Pro Phe Ser Arg Leu Pro Val Asp Lys Phe Leu Ser 
260 265 270 



Val Phe Tyr Thr Val Cys Thr Pro Leu Leu Asn Pro lie He Tyr Ser 
275 280 285 



Leu Arg Asn Glu Asp Val Lys Ala Ala Met Trp Lys Leu Arg Asn Arg 
290 295 300 



His Val Asn Ser Trp Lys Asn 
305 310 



<210> 


355 




<211> 


933 




<212> 


DNA 




<213> 


Homo 


Sapiens 


<220> 






<221> 


CDS 




<222> 


(1) - 


(930) 


<223> 






<400> 


355 





atg gac cca cag aac tat tec ttg gtg tea gaa ttt gtg ttg cat gga 48 

Met Asp Pro Gin Asn Tyr Ser Leu Val Ser Glu Phe Val Leu His Gly 
15 10 15 

etc tgc act tea cga cat ctt caa aat ttt ttc ttt ata ttt ttc ttt 96 

Leu Cys Thr Ser Arg His Leu Gin Asn Phe Phe Phe He Phe Phe Phe 

20 25 30 

ggg gtc tat gtg gee att atg ctg ggt aac ctt etc att ttg gtc act 144 

Gly Val Tyr Val Ala He Met Leu Gly Asn Leu Leu He Leu Val Thr 

35 40 45 
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2 £ 2 S 2 2 2 £ 5= 2 S 2 2 2 2 2 

s 2 2 e - a s a s a s 2 £ s 2 2 

70 

thc ctt aqt gat caa aaa etc ate tec ttt gga 

aag atg ate agg gat ttc ctt agt ga ^ phe Qly 

Lys Met He Arg Asp Phe Leu Ser Asp wn ^ 

^ ti-r ttc ttq cac ttt act ggt ggg get gag 

999 T f? Tla Gin lie Phe Leu His Phe Thr Gly Gly Ala Glu 

Gly Cys Met Ala Gin x±e ±-nc llQ 



a a 2 = ss 2 2 s k s - s s s s 

120 " LZ 



115 



2 2 2 £ 2 2 S 2 2 2 S 2 2 - - S 

1 135 



130 



2 S 2 S 2 3 « 55 5 2 « 2 2 SS 2 2 

ISO 

145 - L:5U 

^ ^t- f 3r tat qqc ccc aat gag gta gac 

gtg get ttc act gta aat ttg cct tac tgt gg ^ ^ ^ 

Val Ala Phe Thr Val Asn Leu Pro Tyr Cys fa±y ^ 
165 1/u 

- ST 2 S 2 2 2 2 a £ 2 2 £ 2 2 2 

Ser Phe Phe Cys Asp ueu jrx^ ^90 
180 185 

^ att atq ate tea gac agt ggg ttg ctt tec 

£ £ IS 2 S5 2 2 Met .1. ser »p -r Gly L« «r 

195 200 

I- - n-i- rt-a etc etc ctg ate tec tac acc gtg ate etc etc 
ttg age tgt ttt ctg etc ccc Leu Leu 

Leu Ser Cys Phe Leu Leu Leu Leu He Ser Tyr Thr v 

210 

K £ 5 2 2 K K % S 2 2 2 K 2 2 £ 
2 2 K S 2 2 2 52 2 2 2 2 K 2 2 £ 
2 2 2 S S 2 2 2 1 2 2 tl S 2 2 2 

260 265 

^ fht act cca etc ctg aac ccc att ate tac 

2 S3 2 £ 2 £ 2 », » - - - - xx. xx. ^ 

275 280 



19: 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



530 
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aca ttg aga aat gag gag atg aaa gca get atg aag aaa ctg caa aac 912 

Thr Leu Arg Asn Glu Glu Met Lys Ala Ala Met Lys Lys Leu Gin Asn 
290 295 300 

ta 933 



v_ y d L-y y 

Arg Arg 
305 


y u y 
val 


act 
Thr 


ttt 
Phe 


caa 
Gin 
310 


<210> 
<211> 
<212> 
<213> 


356 
310 
PRT 
Homo 


Sapiens 




<400> 


356 








Met Asp 
1 


Pro 


Gin 


Asn 
5 


Tyr 


Leu Cys 


Thr 


Ser 
20 


Arg 


His 


Gly Val 


Tyr 
35 


Val 


Ala 


He 


Val lie 
50 


Ser 


Asp 


Pro 


Cys 


Gly Asn 
65 


Leu 


jax a 


rile 


Leu 
70 


Lys Met 


He 


Arg 


Asp 
85 


Phe 


Gly Cys 


Met 


Ala 
100 


Gin 


He 


Met Val 


Leu 
115 


Leu 


Val 


Ser 


Lys Pro 
130 


Leu 


His 


Tyr 


Met 


Leu Val 


Leu 


Ala 


Ser 


Trp 



10 15 



25 30 



40 45 



55 60 



75 80 



90 95 



105 110 



120 125 



135 140 



145 150 155 160 



Val Ala Phe Thr Val Asn Leu Pro Tyr Cys Gly Pro Asn Glu Val Asp 
165 170 175 



Ser Phe Phe Cys Asp Leu Pro Leu Val He Lys Leu Ala Cys Met Asp 



531 
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180 18b 

w i T.n Glv He He Met He Ser Asp Ser Gly Leu Leu Ser 
Thr Tyr Val Leu Gly lie x±e 2Q5 

195 ~ uu 

T1o Q ^-r Tvr Thr Val He Leu Leu 
Leu Ser Cys Phe Leu Leu Leu Leu He Ser Tyr Thr 

210 215 



„n m„ Qpr Thr Ser Lys Ala Leu Ser Thr 
Qa He Arg Gin Arg Ala Ala Gly Ser Thr Ser y ^ 

>25 230 

, ys ser Ala His He Met Val Val Thr Leu Phe Phe Gly Pro Cys He 

245 

Pfce v.! Tyr «1 *, «o Pb. sar « «- -~ V,! », «« «> 

260 265 

„ Va! ». -yr »r Xl« »- ™ - "» S " e ^ 

275 280 

Thr X... « g » 01. 01. W . «. «. « W- W - «" 



290 295 



Arq Arg Val Thr Phe Gin 
30i 310 



<210> 357 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (l)-.(936) 

<223> 



<400> 357 ttt att tta eta gga 

S »p E £ » K sS - 52 - •«? «- « - 01y 
£ S 5 S S K S = y * 2 S ~ I? ~ = 

s s 5 s s £ « s s = "« = s s s s 

35 40 

r. n*t- tct ccc ttg tac ttt etc ctt gga 

f,I S S £ s" S Si £ Pro Tyr P h e «. 



48 



96 



144 



192 



532 
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50 55 60 

aat etc tct ttt ttg gac atg tgt etc tec act gec aca aca ccc aag 240 
Asn Leu Ser Phe Leu Asp Met Cys Leu Ser Thr Ala Thr Thr Pro Lys 
65 70 75 80 

atg ate ata gat ttg etc act gac cac aag ace ate tct gtg tgg ggc 288 
Met lie lie Asp Leu Leu Thr Asp His Lys Thr lie Ser Val Trp Gly 
85 90 95 

tgc gtg ace cag atg ttc ttc atg cac ttc ttt ggg ggt get gag atg 336 
Cys Val Thr Gin Met Phe Phe Met His Phe Phe Gly Gly Ala Glu Met 
100 105 110 

act ctt ctg ata ate atg gee ttt gac agg tat gta gee ata tgt aaa 384 
Thr Leu Leu lie lie Met Ala Phe Asp Arg Tyr Val Ala lie Cys Lys 
115 120 125 

ccc ctg cac tat agg aca ate atg age cac aag ctg eta aag ggg ttt 432 
Pro Leu His Tyr Arg Thr lie Met Ser His Lys Leu Leu Lys Gly Phe 
130 135 140 

gcg ata ctt tea tgg ata att ggt ttt tta cac tec ata age cag ata 480 
Ala lie Leu Ser Trp lie He Gly Phe Leu His Ser lie Ser Gin He 
145 150 155 160 

gtt tta aca atg aac ttg cct ttc tgt ggc cac aat gtc ata aac aac 528 
Val Leu Thr Met Asn Leu Pro Phe Cys Gly His Asn Val He Asn Asn 
165 170 175 

ata ttt tgt gat ctt ccc ctt gtg ate aag ctt get tgc att gaa aca 576 
He Phe Cys Asp Leu Pro Leu Val He Lys Leu Ala Cys He Glu Thr 
180 185 190 

tac ace ctg gaa tta ttt gtc att get gac age ggg ctg etc tct ttc 624 
Tyr Thr Leu Glu Leu Phe Val He Ala Asp Ser Gly Leu Leu Ser Phe 
195 200 205 

ace tgt ttc ate etc ttg ctt gtt tct tac att gtc ate ctg gtc agt 672 
Thr Cys Phe He Leu Leu Leu Val Ser Tyr He Val He Leu Val Ser 
210 215 220 

gta cca aaa aaa tea tea cat ggg etc tec aag gcg ctg tec aca ttg 720 
Val Pro Lys Lys Ser Ser His Gly Leu Ser Lys Ala Leu Ser Thr Leu 
225 230 235 240 

tct gee cac ate att gtg gtc act ctg ttc ttt gga cct tgt att ttt 768 
Ser Ala His He He Val Val Thr Leu Phe Phe Gly Pro Cys He Phe 
245 250 255 

ate tat gtt tgg cca ttc agt agt ttg gca age aat aaa act ctt gee 816 
He Tyr Val Trp Pro Phe Ser Ser Leu Ala Ser Asn Lys Thr Leu Ala 
260 265 270 

gta ttt tat aca gtt ate aca ccc tta ctg aat ccg agt att tat acc 864 
Val Phe Tyr Thr Val He Thr Pro Leu Leu Asn Pro Ser He Tyr Thr 
275 280 285 

ctg aga aat aag aaa atg caa gag gee ata aga aaa tta egg ttc caa 912 
Leu Arg Asn Lys Lys Met Gin Glu Ala He Arg Lys Leu Arg Phe Gin 
290 295 300 
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tat gtt agt tct gca cag aat ttc tag 
T vr Val Ser Ser Ala Gin Asn Phe 
305 310 



<210> 358 

<211> 312 

<212> PRT 

<213> Homo Sapiens 

<4 00> 358 

T7^n rp-hr- mu Phe He Leu Leu Gly 
Met Asp Leu Lys Asn Gly Ser Leu Val Thr Glu ^ 

1 5 

Ph. Ph. Gly «g Trp 01. «. 01. IX. «- Ph. Ph. v.1 Thr Ph. s.r 

20 25 



939 



35 40 

v.1 Thr Cys « g ser Thr «» HI. s.r Pro ,eu Tyr Ph. «» L« Gly 

50 55 

ftB » l.u s.r Ph. «« «p *t cys — ■« »» Thr T " "° ST 

70 

M . t II, 11. »p «« W Thr Asp His jy. Thr .1. ser v.1 «p oly 

85 90 

Cys V,! Thr Met Phe Ph. »« His Phe Ph. «y «y £ «« »« 

100 1Ub 

Thr M L« XI. ». « ,1. Ph. »P -9 ^ VI £. He cys x,ys 

115 1ZU 

Pro «. Hi. Tyr Ar g Thr XI. H.t s.r His Lys «» «. ay. «y — 

130 135 

T-, tto niv Phe Leu His Ser He Ser Gin He 
Ala He Leu Ser Trp He He Gly Phe Leu » ^ 

145 150 

Val Leu Thr Met Asn Leu Pro Phe Cys Gly His Asn Val He Asn Asn 

165 1/U 

II. Ph. Cys ASP h.» Pro X,eu V.1 II. W «. "* <*■ «« 

180 185 



534 



BNSDOCID <WO . 0224726A2 I > 



WO 02/24726 



PCT/BE01 /(>()! 62 



Tyr Thr Leu Glu Leu Phe Val lie Ala Asp Ser Gly Leu Leu Ser Phe 
195 200 205 



Thr Cys Phe lie Leu Leu Leu Val Ser Tyr lie Val lie Leu Val Ser 
210 215 220 



Val Pro Lys Lys Ser Ser His Gly Leu Ser Lys Ala Leu Ser Thr Leu 
225 230 235 240 



Ser Ala His He He Val Val Thr Leu Phe Phe Gly Pro Cys He Phe 
245 250 255 



lie Tyr Val Trp Pro Phe Ser Ser Leu Ala Ser Asn Lys Thr Leu Ala 
260 265 270 



Val Phe Tyr Thr Val He Thr Pro Leu Leu Asn Pro Ser He Tyr Thr 
275 280 285 



Leu Arg Asn Lys Lys Met Gin Glu Ala He Arg Lys Leu Arg Phe Gin 
290 295 300 



Tyr Val Ser Ser Ala Gin Asn Phe 
305 310 



<210> 359 

<211> 927 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (924) 

<223> 



<400> 359 

at 9 9 CC at 9 9 ac aat gtc aca gca gtg ttt cag ttt etc ctt att ggc 4 8 

Met Ala Met Asp Asn Val Thr Ala Val Phe Gin Phe Leu Leu He Gly 

15 10 15 

att tct aac tat cct caa tgg aga gac acg ttt ttc aca tta gtg ctg 96 

He Ser Asn Tyr Pro Gin Trp Arg Asp Thr Phe Phe Thr Leu Val Leu 
20 25 30 

ata att tac etc age aca ttg ttg ggg aat gga ttt atg ate ttt ctt 144 

He He Tyr Leu Ser Thr Leu Leu Gly Asn Gly Phe Met He Phe Leu 

35 40 45 

att cac ttt gac ccc aac etc cac act cca ate tac ttc ttc ctt agt 192 

lie His Phe Asp Pro Asn Leu His Thr Pro He Tyr Phe Phe Leu Ser 
50 55 60 

aac ctg tct ttc tta gac ctt tgt tat gga aca get tec atg ccc cag 240 
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As „ Leu Ser Phe Leu Asp Leu Cya Tyr Gly Thr Ala Ser Met Pro Gin 

70 75 



65 



4- t-i-r. trt acc cat ccc tac etc tct tat ccc cga 

S S S3 Si SS HI sf t S .1. «o Tyr ^ ser W «, « 

85 90 

^ =^ crtr tec ttq qct ttg gec aca gca gag tgc 

111 If. SS £ s£ SS l4 L. «. 1. « »U Olu c y s 

100 105 

£ III 2 E K S E K S S3 £ S S S S 



S £ 5 £ S S3 !S S =S 5 S 52 Si !S S S 

130 135 140 

ot-t- act acc tea tgg 999 aca tea ctt gtg etc act gec atg etc ate 
?£ E Ser ^ lly Thr Ser Leu Val Leu Thr Ala Met Leu lie 



145 



s e s ss m sr. e s s? k si s ;r. s; m 



165 



S cf. SS S £ SS 2 S 5 S S Si £ K S = 



180 



^ aat- aaa ttt atg ate etc ate acc agt ate ttc acc ctg ctg eta 
Leu lln 111 Phe L? He Leu He Thr Ser He Phe Thr Leu Leu Leu 



195 



200 205 



^t- rfr etc tec tac ata cga att get atg get ate 
£ £ SS HI SS £S « Tyr II. «, II. »* H« U. II. 

210 215 

s a s s = s = s 5 £ s s s£ s s 3j 



225 



230 235 



ggc tct cac ctg ace gtg gtg aca ate ttc tat ggg tea gee ate tec 
G?y Ser His Leu Thr Val Val Thr He Phe Tyr Gly Ser Ala He Ser 
245 250 

£ ^ £ e s ss is s m si in - - i - - 

260 265 

- - nt-n ttt tat qqa qct ttg aca ccc atg ttg aac ccc ctg ata 
Til Ser S3 Phe Sr 9 G fy Ala Leu Thr Pro Met Leu Asn Pro Leu He 



275 



tat age ctg aga aaa aaa gat gtt aaa egg gea ata agg aaa gtt atg 

Tyr Ser Leu Arg Lys Lys Asp Val Lys Arg Ala lie Arg y 

295 JUU 



290 



ttg aaa agg aca tga 
Leu Lys Arg Thr 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



927 
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1 t~\ C 




<210> 


360 


<211> 


308 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


360 



Met Ala Met Asp Asn Val Thr Ala Val Phe Gin Phe Leu Leu lie Gly 
15 10 15 



lie Ser Asn Tyr Pro Gin Trp Arg Asp Thr Phe Phe Thr Leu Val Leu 
20 25 30 



lie He Tyr Leu Ser Thr Leu Leu Gly Asn Gly Phe Met He Phe Leu 
35 40 45 



He His Phe Asp Pro Asn Leu His Thr Pro He Tyr Phe Phe Leu Ser 
50 55 60 



Asn Leu Ser Phe Leu Asp Leu Cys Tyr Gly Thr Ala Ser Met Pro Gin 
65 70 75 80 



Ala Leu Val His Cys Phe Ser Thr His Pro Tyr Leu Ser Tyr Pro Arg 
85 90 95 



Cys Leu Ala Gin Thr Ser Val Ser Leu Ala Leu Ala Thr Ala Glu Cys 
100 105 110 



Leu Leu Leu Ala Ala Met Ala Tyr Asp Arg Val Val Ala He Ser Asn 
115 120 125 



Pro Leu Arg Tyr Ser Val Val Met Asn Gly Pro Val Cys Val Cys Leu 
130 135 140 



Val Ala Thr Ser Trp Gly Thr Ser Leu Val Leu Thr Ala Met Leu He 
145 150 155 160 



Leu Ser Leu Arg Leu His Phe Cys Gly Ala Asn Val He Asn His Phe 
165 170 175 



Ala Cys Glu He Leu Ser Leu He Lys Leu Thr Cys Ser Asp Thr Ser 
180 185 190 



Leu Asn Glu Phe Met He Leu He Thr Ser He Phe Thr Leu Leu Leu 
195 200 205 
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Pro Phe Gly Phe 
210 



He Arg He Arg 
225 



Gly Ser His Leu 



Met Tyr Met Lys 
260 



He Ser Val Phe 
275 



Tyr Ser Leu Arg 
290 



Val Leu Leu Ser 
215 



Ser Leu Gin Gly 
230 



Thr Val Val Thr 
245 



Thr Gin Ser Lys 



Tyr Gly Ala Leu 
280 



Lys Lys Asp Val 
295 



Tyr He Arg He 
220 



Arg Leu Lys Ala 
235 



He Phe Tyr Gly 
250 



Ser Ser Pro Asp 
265 



Thr Pro Met Leu 



Lys Arg Ala He 
300 



Ala Met Ala He 



Phe Thr Thr Cys 
240 



Ser Ala He Ser 
255 



Gin Asp Lys Phe 
270 



Asn Pro Leu He 
285 



Arg Lys Val Met 



Leu Lys Arg Thr 
305 



<210> 361 

<211> 900 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (l)-.(897) 

<223> 



: 4 tg°gag 3 cca agg aaa aat gtg act gac ttt gtc etc ttg ggc ttc aca 
Met Glu Pro Arg Lys Asn Val Thr Asp Phe Val Leu Leu Gly Phe Thr 
1 5 10 15 

caa aat cca aag gag cag aaa gta ctt ttt gtt atg ttc ttg etc ttc 
gS Pro Lys Glu Gin Lys Val Leu Phe Val Met Phe Leu Leu Phe 

20 25 30 

tac att ttg acc atg gtg ggc aac ctg etc att gta gtg acc gta act 
Tyr lie Leu Thr Met Val Gly Asn Leu Leu He Val Val Thr Val Thr 
35 40 45 

gtc agt gag acc ctg ggc tea cca atg tec ttc ttt ctt get ggc tta 
Val Ser Glu Thr Leu Gly Ser Pro Met Ser Phe Phe Leu Ala Gly Leu 
50 55 60 

aca ttt ata gat ate att tat tct tea tec att tec ccc aga ttg att 
Thr Phe He Asp He He Tyr Ser Ser Ser He Ser Pro Arg Leu He 
65 70 75 



96 



144 



192 



240 



538 



BNSDOCID <WO 0224726A2 1 > 



WO 02/24726 



PCT/BE01/00162 



tea gac ttg 
Ser Asp Leu 



gec cag etc 
Ala Gin Leu 



ctg ttg gtg 
Leu Leu Val 
115 

cat tat ttg 
His Tyr Leu 
130 

gtg tec tgg 
Val Ser Trp 
145 

att tat ggg 
lie Tyr Gly 



tgt gac atg 
Cys Asp Met 



att ggc etc 
lie Gly Leu 
195 

ttt ctg etc 
Phe Leu Leu 
210 

aaa ctt agt 
Lys Leu Ser 
225 

cac ate act 
His lie Thr 



get aga cct 
Ala Arg Pro 



tat aca gtc 
Tyr Thr Val 
275 

aat tct gag 
Asn Ser Glu 
290 



ttc ttt ggg 
Phe Phe Gly 
85 

ttt ate gag 
Phe He Glu 
100 

atg gee tat 
Met Ala Tyr 



gtt ate atg 
Val He Met 



gtt gga gga 
Val Gly Gly 
150 

etc cca ttc 
Leu Pro Phe 
165 

tat ccc tta 
Tyr Pro Leu 
180 

tta gtg gtg 

Leu Val Val 



tta etc ate 
Leu Leu He 



cag aaa ggg 
Gin Lys Gly 
230 

gtg gtt gtc 
Val Val Val 
245 

get agg ace 
Ala Arg Thr 
260 

ata ace cca 
He Thr Pro 



atg aca agt 
Met Thr Ser 



aat aat tec 
Asn Asn Ser 



cac ctt ttt 
His Leu Phe 
105 

gac cgc tat 
Asp Arg Tyr 
120 

aga caa tgg 
Arg Gin Trp 
135 

ttt ctg caa 
Phe Leu Gin 



tgt ggc ccc 
Cys Gly Pro 



ttg aaa ctg 
Leu Lys Leu 
185 

gee aat gga 
Ala Asn Gly 
200 

tct tat ggt 
Ser Tyr Gly 
215 

agg caa aaa 
Arg Gin Lys 



ttc ttc ttt 
Phe Phe Phe 



ttc tec att 
Phe Ser He 
265 

atg ctg aac 
Met Leu Asn 
280 

get atg aag 
Ala Met Lys 
295 



ata tec ttc 
He Ser Phe 
90 

ggt ggg tea 

Gly Gly Ser 



gtg gec ate 
Val Ala He 



gtg tgt gtt 
Val Cys Val 
140 

tea gta ttt 
Ser Val Phe 
155 

aat gtc att 
Asn Val He 
170 

gee tgc act 
Ala Cys Thr 



gga ctg tct 
Gly Leu Ser 



gtc ate ctg 
Val He Leu 
220 

gec cac tea 
Ala His Ser 
235 

gtt cct tgt 
Val Pro Cys 
250 

gac aaa tea 
Asp Lys Ser 



ccc tta ate 
Pro Leu He 



aag ctt tag 
Lys Leu 



caa tct ttc 
Gin Ser Phe 
95 

gag gtc ttt 
Glu Val Phe 
110 

tgt aag ccc 
Cys Lys Pro 
125 

ttg ctg ctg 
Leu Leu Leu 



caa ctt age 
Gin Leu Ser 



gat cat ttt 
Asp His Phe 
175 

gac ace cat 
Asp Thr His 
190 

tgc act att 
Cys Thr He 
205 

cac tct eta 
His Ser Leu 



acc tgc agt 
Thr Cys Ser 



att ttt atg 
He Phe Met 
255 

gtg agt gtg 
Val Ser Val 
270 

tac act ctg 
Tyr Thr Leu 
285 



atg 288 
Met 



etc 336 
Leu 



ttg 384 
Leu 



gta 432 
Val 



att 480 

He 

160 

ttc 528 
Phe 



gtt 576 
Val 



gcg 624 
Ala 



aag 672 
Lys 



tec 720 

Ser 

240 

tgt 768 
Cys 



ttt 816 
Phe 



aga 864 
Arg 



900 



<210> 362 

<211> 299 

<212> PRT 

<213 > Homo Sapiens 



539 
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<400> 362 

A^r, v=i Thr rsd Phe Val Leu Leu Gly Phe Thr 
Met Glu Pro Arg Lys Asn Val Thr Asp Fne v ^ 



10 



Gin Asn Pro Lys Glu Qln Lys Val Leu Phe Val Met Phe Leu Leu Phe 

20 25 

Tyr lie Leu Thr Met Val Gly Asn Leu Leu lie Val Val Thr Val Thr 

35 40 

val Ser Glu Thr Leu Gly Ser Pro Met Ser Phe Phe Leu Ala Gly Leu 

50 ^ b 

Thr Phe lie Asp lie He Tyr Ser Ser Ser lie Ser Pro Arg Leu lie 

65 /U 

Ser Asp Leu Phe Phe Gly Asn Asn Ser He Ser Phe Gin Ser Phe Met 

85 90 

Ala Gin Leu Phe Xle Glu His Leu Phe Gly Gly Ser Glu Val Phe Leu 

100 105 

L eu Leu Val Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Lys Pro Leu 
115 120 

His Tyr Leu Val He Met Arg Gin Tr P Val Cys Val Leu Leu Leu Val 

130 135 

val Ser Trp Val Gly Gly Phe Leu Gin Ser Val Phe Gin Leu Ser lie 
145 150 155 

He Tyr Gly Leu Pro Phe Cys Gly Pro Asn Val He Asp His *he Phe 

165 170 

Cys Asp Met Tyr Pro Leu Leu Lys Leu Ala Cys Thr Asp Thr His Val 

180 iab 

lie Gly Leu Leu Val Val Ala Asn Gly Gly Leu Ser Cys Thr He Ala 

195 200 

Jm Tle Ser T yr Gly Val He Leu His Ser Leu Lys 
Phe Leu Leu Leu Leu lie t>er iyj- wj.* 

210 , 215 

Ly s Leu Ser Gin Lys Gly Arg Gin Lys Ala His Ser Thr Cys Ser Ser 
225 230 235 



540 



BNSDOCID <WO 0224726A2 1 > 



WO (12/24726 



PCT/BE01/00162 



His He Thr Val Val Val Phe Phe Phe Val Pro Cys lie Phe Met Cys 
245 250 255 



Ala Arg Pro Ala Arg Thr Phe Ser lie Asp Lys Ser Val Ser Val Phe 
260 265 270 



Tyr Thr Val lie Thr Pro Met Leu Asn Pro Leu lie Tyr Thr Leu Arg 
275 280 285 



Asn Ser Glu Met Thr Ser Ala Met Lys Lys Leu 
290 295 



<210> 363 

<211> 948 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> CDS 

<222> (1) . - (945) 

<223> 



<400> 363 

atg aga cag aat aac aat att aca gaa ttt gtc etc ctg ggc ttt tct 48 

Met Arg Gin Asn Asn Asn lie Thr Glu Phe Val Leu Leu Gly Phe Ser 

15 10 15 

cag gat cct ggt gtg caa aaa gca tta ttt gtc atg ttt tta etc aca 96 

Gin Asp Pro Gly Val Gin Lys Ala Leu Phe Val Met Phe Leu Leu Thr 
20 25 30 

tac ttg gtg aca gtg gtg ggg aac ctg etc att gtg gtg gat att att 144 

Tyr Leu Val Thr Val Val Gly Asn Leu Leu lie Val Val Asp lie lie 

35 40 45 

gec age cct tec ttg ggt tec cca atg tat ttc ttc ctt gee tgc ctg 192 

Ala Ser Pro Ser Leu Gly Ser Pro Met Tyr Phe Phe Leu Ala Cys Leu 

50 55 60 

tea ttt ata gat get gca tat tec act acc att tct ccc aag tta att 240 

Ser Phe lie Asp Ala Ala Tyr Ser Thr Thr lie Ser Pro Lys Leu lie 

65 70 75 80 

gta ggc tta ttc tgt gat aaa aag act att tec ttc caa ggt tgc atg 288 

Val Gly Leu Phe Cys Asp Lys Lys Thr lie Ser Phe Gin Gly Cys Met 

85 90 95 

ggc cag eta ttt ata gac cat ttc ttt ggt ggg get gag gtc ttc ctt 336 

Gly Gin Leu Phe lie Asp His Phe Phe Gly Gly Ala Glu Val Phe Leu 
100 105 110 

ctg gtg gtg atg gee tgt gat cgc tat gtg gee ate tgt aag cca ctg 384 

Leu Val Val Met Ala Cys Asp Arg Tyr Val Ala He Cys Lys Pro Leu 

115 120 125 
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cac tat ttg acc ate atg aat cga cag gtt tgc ttc ctt ctg ttg gtg 
His Tyr Leu Thr He Met Asn Arg Gin Val Cys Phe Leu Leu Leu Val 
130 135 140 

gtg gec atg att gga ggt ttt gta cat tot gcg ttt caa att gtt gtg 
Val Ala Met He Gly Gly Phe Val His Ser Ala Phe Gin He Val Val 



145 



150 155 " 0 



tac aqt etc cct ate tgt ggt ccc aat gtc att gtt cat ttc agt tgt 
Tyr Ser Leu Pro He Cys Gly Pro Asn Val He Val His Phe Ser Cys 

y 170 I 75 



165 



qac atg cac cca tta ctg gaa ctg gca tgc act gac acc tac ttt ata 
f sp nil His Pro Leu Leu Glu Leu Ala Cys Thr Asp Thr Tyr Phe He 



180 



185 



qqc etc act gtt gtt gtc aat agt gga gca ate tgt atg gtc att ttc 
G?y Leu Thr Val Val Val Asn Ser Gly Ala He Cys Met Val He Phe 



195 



>00 



aac ctt ctg tta ate tec tat gga gtc ate eta age tec ctt aaa act 
Asn Leu Leu Leu He Ser Tyr Gly Val He Leu Ser Ser Leu Lys Thr 



210 



215 



tac aqt cag gaa aag agg ggt aaa gee ttg tct acc tgc age tec ggc 
4r Ser Gin Glu Lys Arg Sly Lys Ala Leu Ser Thr Cys Ser Ser Gly 



225 



230 



aat acc qtt qtt gtc etc ttt ttt gta ccc tgt att ttc ata tat gtt 
HI tS vll Val Val Leu Phe Phe Val Pro Cys He Phe He Tyr Val 
245 250 255 

aaa cct qtt tea aac ttt cct act gat aag ttc atg act gtg ttt tat 
ITg Pro Hi Ser Asn Phe Pro Thr Asp Lys Phe Met Thr Val Phe Tyr 
260 265 270 

acc att ate aca cac atg ctg agt cct tta ata tat acg ttg aga aat 
T £r fie He Thr His Me? Leu Ser Pro Leu He Tyr Thr Leu Arg Asn 

— 2 85 



275 



280 



tea qaq atq aga aat get ata gaa aaa etc ttg ggt aaa aag tta act 
Ser Glu S Arg Asn Ala He Glu Lys Leu Leu Gly Lys Lys Leu Thr 
290 295 300 

ata ttt att ata gga gga gtg tec gtc etc atg tag 
He Phe He He Gly Gly Val Ser Val Leu Met 
305 310 315 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



948 



<210> 364 

<211> 315 

<212> PRT 

<213> Homo Sapiens 

<400> 364 



Met Arg Gin Asn Asn Asn He Thr Glu Phe Val Leu Leu Gly Phe Ser 
1 5 10 15 
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Gin Asp Pro Gly Val Gin Lys Ala Leu Phe Val Met Phe Leu Leu Thr 
20 25 30 



Tyr Leu Val Thr Val Val Gly Asn Leu Leu lie Val Val Asp lie lie 
35 40 45 



Ala Ser Pro Ser Leu Gly Ser Pro Met Tyr Phe Phe Leu Ala Cys Leu 
50 55 60 



Ser Phe lie Asp Ala Ala Tyr Ser Thr Thr lie Ser Pro Lys Leu lie 
65 70 75 80 



Val Gly Leu Phe Cys Asp Lys Lys Thr lie Ser Phe Gin Gly Cys Met 
85 90 95 



Gly Gin Leu Phe lie Asp His Phe Phe Gly Gly Ala Glu Val Phe Leu 
100 105 110 



Leu Val Val Met Ala Cys Asp Arg Tyr Val Ala lie Cys Lys Pro Leu 
115 120 125 



His Tyr Leu Thr lie Met Asn Arg Gin Val Cys Phe Leu Leu Leu Val 
130 135 140 



Val Ala Met lie Gly Gly Phe Val His Ser Ala Phe Gin lie Val Val 
145 150 155 160 



Tyr Ser Leu Pro He Cys Gly Pro Asn Val He Val His Phe Ser Cys 
165 170 175 



Asp Met His Pro Leu Leu Glu Leu Ala Cys Thr Asp Thr Tyr Phe He 
180 185 190 



Gly Leu Thr Val Val Val Asn Ser Gly Ala He Cys Met Val He Phe 
195 200 205 



Asn Leu Leu Leu He Ser Tyr Gly Val He Leu Ser Ser Leu Lys Thr 
210 215 220 



Tyr Ser Gin Glu Lys Arg Gly Lys Ala Leu Ser Thr Cys Ser Ser Gly 
225 230 235 240 



Ser Thr Val Val Val Leu Phe Phe Val Pro Cys He Phe He Tyr Val 
245 250 255 



Arg Pro Val Ser Asn Phe Pro Thr Asp Lys Phe Met Thr Val Phe Tyr 
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260 265 



270 



r*r He lie Thr His Met Leu Ser Pro Leu He Tyr Thr Leu Arg Asn 

275 280 

Ser Glu Met Arg Asn Ala He Glu Lys Leu Leu Oly Lys Lys Leu Thr 



o q c 300 
290 2yb 



310 315 



lie Phe He He Gly Gly Val Ser Val Leu Met 
305 



<210> 365 

<2H> 1044 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1).-(1041) 

<223> 



S SS = 5 £ S H S3 £ S £ £ 2 2 5 £ " 
2 2 E 5 SS S! S 2 2 £ S £ £ 2 2 2 96 



20 



25 



S £ 2 2 £ 2 2 f 2 2 2 £ 2 £ £ 
2 2 £ 2 S 2 2 £ £ £ £ £ £ - £ £ 

50 55 

arr tea ate ate tct cca aaa gtg 

2 £ £ 2 £ £ 2 £ £ £ - -* - - r 

65 70 75 

**r. i-i- a aaa tct ago gat aaa acc ate tec ttt gec gga tgt 
ttg gec ac tta gga tct agg g ^ phg ^ Qly Cys 

Leu Ala Asn Leu Gly Ser Arg hbp -uy 95 

85 90 

i-fr c ac ttt ttc ttg ggc aca gtt gag ttc etc 

2 £ 2 £ £ £ £ £ *• - °» Tte TO1 ?io " u 

100 105 

2 2 £ £ £ £ £ £ £ £ £ £ »• - - » 

2 s £ £ £ £ £ 5 £ - ~ * 52 " s ~ 



144 



192 



240 



288 



336 



384 



432 



544 
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130 

gta ttc tct 
Val Phe Ser 
145 

etc ate tec 
Leu lie Ser 



ttc tgt gac 
Phe Cys Asp 



gec ate gag 
Ala He Glu 
195 

tgc ata gtc 
Cys He Val 
210 

gtg cgc att 
Val Arg He 
225 

get tec cac 
Ala Ser His 



ate tat gtg 
He Tyr Val 



cct ttg gtt 
Pro Leu Val 
275 

tat act ctg 
Tyr Thr Leu 
290 

gtc agg gtt 
Val Arg Val 
305 

age aga tta 
Ser Arg Leu 



cca cca tgt 
Pro Pro Cys 



tgg gtg gga 
Trp Val Gly 
150 

cag ctg ccc 
Gin Leu Pro 
165 

agt gga ccc 
Ser Gly Pro 
180 

ctg atg gat 
Leu Met Asp 



etc gtg gec 
Leu Val Ala 



cct tct gca 
Pro Ser Ala 
230 

ctg acc ata 
Leu Thr He 
245 

act ccc tec 
Thr Pro Ser 
260 

ctg age agt 
Leu Ser Ser 



agg aat gac 
Arg Asn Asp 



cga gga gtt 
Arg Gly Val 
310 

tec tec aac 
Ser Ser Asn 
325 

gtc tat tct 
Val Tyr Ser 
340 



135 

ggc ttc ctg 
Gly Phe Leu 



ttc tgt ggc 
Phe Cys Gly 



ttg ctg gee 
Leu Leu Ala 
185 

ttt atg ctt 
Phe Met Leu 
200 

tat tec tat 
Tyr Ser Tyr 
215 

agt gga agg 
Ser Gly Arg 



gtc ate att 
Val He He 



cag aaa gaa 
Gin Lys Glu 
265 

gtg gtg act 
Val Val Thr 
280 

aca gtg cag 
Thr Val Gin 
295 

ttt gaa aag 
Phe Glu Lys 



aaa gac cac 
Lys Asp His 



gta aag etc 
Val Lys Leu 
345 



140 

tct gtg etc 
Ser Val Leu 
155 

tec aat ate 
Ser Asn He 
170 

ctg gee tgt 
Leu Ala Cys 



tct tec atg 
Ser Ser Met 



acg tac ate 
Thr Tyr He 
220 

aag aag gee 
Lys Lys Ala 
235 

cct agt ggc 
Pro Ser Gly 
250 

tat ctg gag 
Tyr Leu Glu 



cca ttc etc 
Pro Phe Leu 



gga gtc etc 
Gly Val Leu 
300 

agg atg agg 
Arg Met Arg 
315 

caa gga agg 
Gin Gly Arg 
330 

cag tgt tag 
Gin Cys 



ttt cca acc 
Phe Pro Thr 



att aac cac 
He Asn His 
175 

gca gac acc 
Ala Asp Thr 
190 

gtc ate etc 
Val He Leu 
205 

ate ttg acc 
He Leu Thr 



ttt aat acc 
Phe Asn Thr 



ate act gtg 
He Thr Val 
255 

ate aac aag 
He Asn Lys 
270 

aac ccc ttt 
Asn Pro Phe 
285 

agg gat gtg 
Arg Asp Val 



gca gtg ctg 
Ala Val Leu 



get tgc tct 
Ala Cys Ser 
335 



ate 480 

He 

160 

ttc 528 
Phe 



act 576 
Thr 



tgc 624 
Cys 



ata 672 
He 



tgt 720 

Cys 

240 

ttt 768 
Phe 



ate 816 
He 



ata 864 
He 



tgg 912 
Trp 



aga 960 

Arg 

320 

tct 1008 
Ser 



1044 



<210> 366 

<211> 347 

<212> PRT 

<213> Homo Sapiens 

<400> 366 



545 
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„ r i,, phe Val Leu Leu Gly Phe 

Met Gly Asn Trp Thr Ala Ala Val Thr Glu Phe va ^ 

1 5 

Ser Leu Ser *rg Olu Val Glu I*u Leu Leu Leu Val Leu Leu Leu Pro 

20 ~ b 

Thr Ph. L» «» Thr M U ... Gl, »» »« — S « 

35 40 

- s.r Cys ser Ar g ^ Hi. Thr Pro „er Tyr Ph. P». - Cys « 

50 55 

Mu s.r lie »p ,1= »« «- Thr ser v.l II. «r Pro I.ys v.1 

65 70 

Leu ». „ ,e» «y s.r Kg Asp Thr XL s.r Phe «. Gly cys 

85 yU 

m ^ * Tvr Phe Tyr Phe Phe Leu Gly Thr Val Glu Phe Leu 
lie Thr Gin Cys Tyr Pne iyi *-« 110 
100 

«, » Thr V,! Met =.r Tyr «P «, Tyr 1. Thr XL cy. cy P~ 

115 12U 

x,.„ Mg Tyr Thr Thr XL M f „ Pro ser val cy. ,1. oly thr Val 

130 135 

V,! Ph. s.r Trp v.! oly oly Ph. ser v.l „. Ph. Pro Thr n. 
145 "° 

Leu xx. s.r oln «. Pro Ph. cy» Gly «J *-» H= *» 

165 1IV 



Ala Leu Ala Cys Ala Asp Thr Thr 

UX J J~ J- ^- — - 

180 



Phe Cys Asp Ser Gly Pro Leu Leu ..^ igQ 



n. oi. ... « -p p>« »« -« =« ~ « et r» Ile Leu ^ 

195 2DU 



cys xle v.1 1..U val Ala Tyr s.r Tyr Thr Tyr XI. He ,.» Thr XL 

210 215 

to ct- rlv Arq Lys Lys Ala Phe Asn Thr Cys 
Val Arg He Pro Ser Ala Ser Gly Ary ^ 240 



225 230 
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Ala Ser His Leu Thr lie Val lie lie Pro Ser Gly lie Thr Val Phe 
245 250 255 



lie Tyr Val Thr Pro Ser Gin Lys Glu Tyr Leu Glu lie Asn Lys lie 
260 265 270 



Pro Leu Val Leu Ser Ser Val Val Thr Pro Phe Leu Asn Pro Phe lie 
275 280 285 



Tyr Thr Leu Arg Asn Asp Thr Val Gin Gly Val Leu Arg Asp Val Trp 
290 295 300 



Val Arg Val Arg Gly Val Phe Glu Lys Arg Met Arg Ala Val Leu Arg 
305 310 315 320 



Ser Arg Leu Ser Ser Asn Lys Asp His Gin Gly Arg Ala Cys Ser Ser 
325 330 335 



Pro Pro Cys Val Tyr Ser Val Lys Leu Gin Cys 
340 345 



<210> 367 

<211> 942 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (939) 

<223> 



<400> 367 

atg get ggg gaa aac cat act aca ctg cct gaa ttc etc ctt ctg gga 4 8 

Met Ala Gly Glu Asn His Thr Thr Leu Pro Glu Phe Leu Leu Leu Gly 

15 10 15 

ttc tct gac etc aag gec ctg cag ggc ccc ctg ttc tgg gtg gtg ctt 96 

Phe Ser Asp Leu Lys Ala Leu Gin Gly Pro Leu Phe Trp Val Val Leu 
20 25 30 

ctg gtc tac ctg gtc acc ttg ctg ggt aac tec ctg ate ate etc etc 144 

Leu Val Tyr Leu Val Thr Leu Leu Gly Asn Ser Leu lie lie Leu Leu 

35 40 45 

aca cag gtc age cct gec ctg cac tec ccc atg tac ttc ttc ctg cgc 192 

Thr Gin Val Ser Pro Ala Leu His Ser Pro Met Tyr Phe Phe Leu Arg 

50 55 60 

caa etc tea gtg gtg gag etc ttc tac acc act gac ate gtg ccc agg 240 

Gin Leu Ser Val Val Glu Leu Phe Tyr Thr Thr Asp lie Val Pro Arg 
65 70 75 80 

acc ctg gec aat ctg ggc tec ccg cat ccc cag gee ate tct ttc cag 288 



547 
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rlv qer Pro His Pro Gin Ala He Ser Phe Gin 
Thr Leu Ala Asn Leu Gly Ser Pro his 95 
85 yu 

s E s s a s E e i - - = - i 2 s 

- S 2 £ E E 2 E E 5 5 E S E E E 
S E £ 15 - £ S - 2 = » i K * 2 K 

130 135 

2 2 5 2 E 1 E S E E E S E E E E 
E E E E E E E E E 5 E E E E E E 

165 1/U 

- *« - r E E E p" £ E £ E E E E E 

His Phe Leu Cys Asp He Leu Fro ^ 
180 185 

E E 5 E E S E E 2 E E E E E E E 
S E E E E 2 E E E E E E 5 S 2 5 

210 215 

E S E E 2 E E E E E 5 S E E E E 

225 

acc tgc tec tec eat ctg etc gtg jtc tct etc ttc ttt g. -a £ c 

Thr Cys Ser Ser His Leu Leu Val Val Ser Leu *n ^ 
245 

„„ = ,-re tc t qtt acc aca gac 

age ate acc tac ate egg ccg eag gea ggc tee tct g 
Ser He Thr Tyr lie Arg Pro Gin Ala Gly Ser Ser ^ 
260 265 

v n-r- tac aca qtc ate aca ccc atg etc aac ccc 

cgc gte etc agt etc ttc tac aca g ^ ^ ^ Rsn pro 

Arg Val Leu Ser Leu Phe Tyr Thr vax ^ 

275 290 

. tc «o «= ,co „« c 93 aac ., g 9 ac « « £= «» £ £ 

He He Tyr Thr Leu Arg Asn Lys Asp v* a 3Q q 
290 295 

ttg gtg aag agg eag cgc ccc tea ccc tga 
LeU Val Lys Arg Gin Arg Pro Ser Pro 

Tin 



305 310 



<210> 368 



336 



384 



432 



480 



52t 



576 



624 



672 



720 



768 



816 



864 



912 



942 



548 
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<211> 313 
<212> PRT 
<213 > Homo Sapiens 

<400> 368 

Met Ala Gly Glu Asn His Thr Thr Leu Pro Glu Phe Leu Leu Leu Gly 
15 10 15 



Phe Ser Asp Leu Lys Ala Leu Gin Gly Pro Leu Phe Trp Val Val Leu 
20 25 30 



Leu Val Tyr Leu Val Thr Leu Leu Gly Asn Ser Leu lie lie Leu Leu 
35 40 45 



Thr Gin Val Ser Pro Ala Leu His Ser Pro Met Tyr Phe Phe Leu Arg 
50 55 60 



Gin Leu Ser Val Val Glu Leu Phe Tyr Thr Thr Asp lie Val Pro Arg 
65 70 75 80 



Thr Leu Ala Asn Leu Gly Ser Pro His Pro Gin Ala lie Ser Phe Gin 
85 90 95 



Gly Cys Ala Ala Gin Met Tyr Val Phe lie Val Leu Gly lie Ser Glu 
100 105 110 



Cys Cys Leu Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys 
115 120 125 



Gin Pro Leu Arg Tyr Ser Thr Leu Leu Ser Pro Arg Ala Cys Leu Ala 
130 135 140 



Met Val Gly Ser Ser Trp Leu Thr Gly lie lie Thr Ala Thr Thr His 
145 150 155 160 



Ala Ser Leu lie Phe Ser Leu Pro Phe Arg Ser His Pro lie lie Pro 
165 170 175 



His Phe Leu Cys Asp lie Leu Pro Val Leu Arg Leu Ala Ser Ala Gly 
180 185 190 



Lys His Arg Ser Glu lie Ser Val Met Thr Ala Thr lie Val Phe lie 
195 200 205 



Met lie Pro Phe Ser Leu lie Val Thr Ser Tyr He Arg He Leu Gly 
210 215 220 



549 
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Ala xle Leu Ala Met Ala Ser Thr Gin Ser Arg Arg Lys V.1 Phe Ser 

225 

.7=1 val qer Leu Phe Phe Gly Thr Ala 
Thr Cys Ser Ser His- Leu Leu Val Val Ser Leu ^ 

245 ^ D 

„r He T„r Tyr .1. «. «• «= £ °* « S « ^ ^ ™ 

260 265 



rr„- -,r,i Tie Thr Pro Met Leu Asn Pro 
Arg Val Leu Ser Leu Phe Tyr Thr Val He Thr ^ 

275 280 
Ile II. Tyr Thr ,eu «, «. Ly. »P VW "9 «J «« — Hi ' 



290 295 



Leu Val Lys Arg 
305 310 



<210> 369 

<211> 1098 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1).-(1095) 

<223> 



<220> 

< 2 2 1 > mis c_f ea tur e 

<222> (146) . . (146) 

<223> Any nucleotide 



Gin Arg Pro Ser Pro 



<400> 369 ata cag ggc etc 

£ £ S 32 IS £ S £ Lu £ y «» xi. «» «y - 

5 J- ^ 

a. 

£ 1!" £ |~ His E £ S S S E £ E £ - - 
£ £ 2 £ £ K £ 5 « = - « H* " 9 2 S 

35 40 

4-r.*- rrr aac aat gac tec act gec cca gtc 
X £ £ £ « K - Tro £ «. L, s« TKr „. ,ro v., 

50 55 

- f-nr ttc ccc aac ttc cag age tgg cag cac 
tet gaa ttc etc etc ate tgc ttc cc ^ ^ ^ ^ His 

Ser Glu Phe Leu Leu Ile Cys ^ne 



96 



144 



192 



240 
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65 70 75 80 

tgg ttg tct ct 9 ccc ctc a 9 c ctt ctc ttc ctc ct 9 9 CC at 9 99 a 9 ct 288 

Trp Leu Ser Leu Pro Leu Ser Leu Leu Phe Leu Leu Ala Met Gly Ala 

85 90 95 

aac acc acc ctc ctg ate acc ate cag ctg gag gec tct ctg cac cag 336 

Asn Thr Thr Leu Leu lie Thr lie Gin Leu Glu Ala Ser Leu His Gin 

100 105 110 

ccc ctg tac tac ctg ctc age ctc ctc tec ctg ctg gac ate gtg ctc 384 

Pro Leu Tyr Tyr Leu Leu Ser Leu Leu Ser Leu Leu Asp lie Val Leu 

115 120 125 

tgc ctc acc gtc ate ccc aag gtc ctg gec ate ttc tgg ttt gac ctc 432 

Cys Leu Thr Val lie Pro Lys Val Leu Ala lie Phe Trp Phe Asp Leu 
130 135 140 

agg teg ate age ttc cca gec tgc ttc ctc cag atg ttc ate atg aac 480 

Arg Ser lie Ser Phe Pro Ala Cys Phe Leu Gin Met Phe lie Met Asn 
145 150 155 160 

agt ttt ttg acc atg gag tec tgc acg ttc atg gtc atg gee tat gac 528 

Ser Phe Leu Thr Met Glu Ser Cys Thr Phe Met Val Met Ala Tyr Asp 

165 170 175 

cgt tat gtg gec ate tgc cat cca ttg aga tac ccg tct ate ate act 576 

Arg Tyr Val Ala lie Cys His Pro Leu Arg Tyr Pro Ser lie lie Thr 

180 185 190 

gac cag ttt gtg get agg gee gtg gtc ttt gtt ata gee egg aat gee 624 

Asp Gin Phe Val Ala Arg Ala Val Val Phe Val lie Ala Arg Asn Ala 

195 200 205 

ttt gtt tct ctt cct gtt ccc atg ctt tct gec agg ctc aga tac tgt 672 

Phe Val Ser Leu Pro Val Pro Met Leu Ser Ala Arg Leu Arg Tyr Cys 
210 215 220 

gca gga aac ata ate aag aac tgc ate tgc agt aac ctg tct gtg tec 720 

Ala Gly Asn lie lie Lys Asn Cys lie Cys Ser Asn Leu Ser Val Ser 
225 230 235 240 

aaa ctc tct tgt gat gac ate act ttc aat cag ctc tac cag ttt gtg 768 

Lys Leu Ser Cys Asp Asp lie Thr Phe Asn Gin Leu Tyr Gin Phe Val 

245 250 255 

gca ggc tgg act ctg ttg ggc tct gat ctt ate ctt att gtt ate tec 816 

Ala Gly Trp Thr Leu Leu Gly Ser Asp Leu lie Leu lie Val lie Ser 

260 265 270 

tat tct ttt ata ttg aaa gtt gtg ctt agg ate aag gec gag ggt get 864 

Tyr Ser Phe lie Leu Lys Val Val Leu Arg lie Lys Ala Glu Gly Ala 

275 280 285 

gtg gee aag gee ttg age acg tgt ggt tec cac ttc ate ctc ate ctc 912 

Val Ala Lys Ala Leu Ser Thr Cys Gly Ser His Phe lie Leu lie Leu 
290 295 300 

ttc ttc age aca gtc ctg ctg gtt ctg gtc ate act aac ctg gee agg 960 

Phe Phe Ser Thr Val Leu Leu Val Leu Val lie Thr Asn Leu Ala Arg 
305 310 315 320 
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aag „. .« ==. «. r * ; - «j ^ £ £ s h" sr. 

Lys Arg He Pro Pro Asp Val Pro He 

325 35 

s: s s s e a = s s s - S « 5 s 5! 

K S S = S S = i 2 = S S S ~ 

355 360 



1008 



1056 



1098 



<210> 


370 


<211> 


365 


<212> 


PRT 


<213> 


Homo £ 


<220> 




<221> 


misc__: 


<222> 


(49) - 


<223> 


The 


<220> 




<221> 


misc_ 


<222> 


(146) 


<223> 


Any n 


<400> 


370 


Met Met Thr 


1 





10 15 



. „ Thr Thr ser Arq Met Tyr Phe Leu Cys Phe 
Ser Gly Asn Pro His Ser Thr Thr Ser Arg ^ 

20 ^ 

t t Glv Phe Lys Val His Trp Val Ser Arg Leu He 
Cys Thr Ser Leu Leu Gly fne 45 

35 40 

^ M( =r Ala Ser Pro Asn Asn Asp Ser Thr Ala Pro Val 
Xaa Lys Leu Tyr Met Ala ser ^ 

50 55 

Ti- r-v«s Phe Pro Asn Phe Gin Ser Trp Gin His 
Ser Glu Phe Leu Leu He Cys Phe fro g0 

70 

65 /U 

Trp M » s.r ^ Pro ^ «r «. »» *• ~ - « 

8 5 

r tip Thr He Gin Leu Glu Ala Ser Leu His Gin 
Asn Thr Thr Leu Leu He Thr lie wn llQ 

100 lu:> 
Pro Leu Tyr Tyr Leu Leu Ser Leu Leu Ser Leu Leu Asp He Val Leu 



115 120 
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Cys Leu Thr Val lie Pro Lys Val Leu Ala lie Phe Trp Phe Asp Leu 
130 135 140 



Arg Ser lie Ser Phe Pro Ala Cys Phe Leu Gin Met Phe lie Met Asn 
145 150 155 160 



Ser Phe Leu Thr Met Glu Ser Cys Thr Phe Met Val Met Ala Tyr Asp 
165 170 175 



Arg Tyr Val Ala lie Cys His Pro Leu Arg Tyr Pro Ser lie lie Thr 
180 185 190 



Asp Gin Phe Val Ala Arg Ala Val Val Phe Val lie Ala Arg Asn Ala 
195 200 205 



Phe Val Ser Leu Pro Val Pro Met Leu Ser Ala Arg Leu Arg Tyr Cys 
210 215 220 



Ala Gly Asn lie lie Lys Asn Cys lie Cys Ser Asn Leu Ser Val Ser 
225 230 235 240 



Lys Leu Ser Cys Asp Asp lie Thr Phe Asn Gin Leu Tyr Gin Phe Val 
245 250 255 



Ala Gly Trp Thr Leu Leu Gly Ser Asp Leu lie Leu lie Val lie Ser 
260 265 270 



Tyr Ser Phe lie Leu Lys Val Val Leu Arg lie Lys Ala Glu Gly Ala 
275 280 285 



Val Ala Lys Ala Leu Ser Thr Cys Gly Ser His Phe lie Leu lie Leu 
290 295 300 



Phe Phe Ser Thr Val Leu Leu Val Leu Val lie Thr Asn Leu Ala Arg 
305 310 315 320 



Lys Arg lie Pro Pro Asp Val Pro He Leu Leu Asn He Leu His His 
325 330 335 



Leu He Pro Pro Ala Leu Asn Pro He Val Tyr Gly Val Arg Thr Lys 
340 345 350 



Glu He Lys Gin Gly He Gin Asn Leu Leu Lys Arg Leu 
355 360 365 
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<210> 371 

<211> 957 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - - < 954 > 

<223> 



<400> 371 aqc tec act gtc cca gtc 

atg att cag act atg gcg tea ccc age aac ag^ ^ Val 

Met He Gin Pro Met Ala Ser ^ro ^ 15 
1 5 

, rtr ttc ccc aac ttc cag agt tgg cag cac 

tct gaa ttc etc etc acc tgc ttc ccc a ^ ^ ^ ^ ^ 
Ser Glu Phe Leu Leu Thr Cys ^ 30 
20 " 

^i-i- rtr ttc etc ctg gec atg gga get 

s» r« s » - - r ll: lhl w « Met Gly A1 * 

_ « l etc ct 9 .« acc «. ^ «9 £9 K - «™ 

Asn Thr Thr Leu Leu He Thr He oj. ^ 
50 55 

- rn trc ctq ctg gac ate gtg etc 
ccc ctg tac tac ctg etc age etc etc tec ctg g g ^ ^ ^ 
Pro Leu Tyr Tyr Leu Leu Ser Leu Leu Ser Le * go 

70 

li m s ^ s i" s ss s s s is s; s £ - 

5 S S S S £ E 3 i S 3 = - i » - 

100 1U!3 

agt tto w ccc ^ « - tjc « J« «. £ £ - £ Sp 

Ser Phe Leu Pro Met Glu Ser uys ^ 
115 12U 

* - 1 1 s s s ^ - s s £ s s ;s s: s 

Arg Tyr Val Ala lie oys 14Q 

aat Ta ttt gtg gec aaa get agt gtc ttc att gtg gtg egg aat jej 
Asn Gin Phe Val Ala Lys Ala Ser Val Phe ii ^ Q 
145 150 

^~+- trr ctQ etc cat tac tgt 

e s sr. s ;n s s s e - - - - - - 

- E s s s H = 5 1 S K S 2 S « 2 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 
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agg etc tec tgt gat aat ttc acc ctt aac aga ate tac caa ttt gtg 624 

Arg Leu Ser Cys Asp Asn Phe Thr Leu Asn Arg lie Tyr Gin Phe Val 

195 200 205 

get ggt tgg acc ttg ctg ggc tea gat tta ttc etc ate ttc etc tct 672 

Ala Gly Trp Thr Leu Leu Gly Ser Asp Leu Phe Leu lie Phe Leu Ser 

210 215 220 

tac acc ttc att eta aga get gtg ctt aga ttc aaa gca gag ggg gcg 720 

Tyr Thr Phe lie Leu Arg Ala Val Leu Arg Phe Lys Ala Glu Gly Ala 

225 230 235 240 

gca gtg aag gee ctg age aca tgt ggc tec cac ttc ate etc att ctt 768 

Ala Val Lys Ala Leu Ser Thr Cys Gly Ser His Phe lie Leu lie Leu 

245 250 255 

ttc ttc age acc ata ctg ctg gtt gtg gtg ttg aca aac gtg gee aga 816 

Phe Phe Ser Thr lie Leu Leu Val Val Val Leu Thr Asn Val Ala Arg 

260 265 270 

aag aag gtc ccc atg gac ate ctg ate ctg ctg aac gtc ctt cat cac 864 

Lys Lys Val Pro Met Asp lie Leu lie Leu Leu Asn Val Leu His His 

275 280 285 

ctt att cct cct gcg ttg aac cct att gtg tat ggg gtt egg acc aaa 912 

Leu lie Pro Pro Ala Leu Asn Pro He Val Tyr Gly Val Arg Thr Lys 

290 295 300 

gag ata aaa cag gga att cag aag tta ctg cag aga ggg agg tga 957 

Glu He Lys Gin Gly He Gin Lys Leu Leu Gin Arg Gly Arg 

305 310 315 



<210> 372 

<211> 318 

<212> PRT 

<213> Homo Sapiens 

<400> 372 

Met He Gin Pro Met Ala Ser Pro Ser Asn Ser Ser Thr Val Pro Val 
15 10 15 



Ser Glu Phe Leu Leu Thr Cys Phe Pro Asn Phe Gin Ser Trp Gin His 
20 25 30 



Trp Leu Ser Leu Pro Leu Ser Leu Leu Phe Leu Leu Ala Met Gly Ala 
35 40 45 



Asn Thr Thr Leu Leu He Thr He Gin Leu Glu Ala Ser Leu His Gin 
50 55 60 



Pro Leu Tyr Tyr Leu Leu Ser Leu Leu Ser Leu Leu Asp He Val Leu 
65 70 75 80 



Cys Leu Thr Val He Pro Lys Val Leu Ala He Phe Trp Tyr Asp Leu 



555 
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85 

M ... S« «- Pro 1. Cys ». «» 01= »« Phe XI. Met ,=n 

100 ±UD 

„ i^h riu Ser Cys Thr Phe Met Val Met Ala Tyr Asp 
Ser Phe Leu Pro Met Glu Ser cys ^ 

115 1ZU 

t v i Ala lie Cys His Pro Leu Arg Tyr Pro Ser He He Thr 
Arg Tyr Val Ala lie cys n ^ 

130 13b 

Val Ala Lys Ala Ser Val Phe lie Val Val Arg Asn Ala 



Asn Gin Phe Val Ala Lys ^ — 

145 150 



Le u Leu Thr Ala Pro He Pro Xle Leu Thr Ser Leu ,eu His Tyr C yS 

165 ±/U 

Gly Glu Asn val Xle Glu Asn Cys lie Cys Ala Asn Leu Ser Val Ser 

180 1 

«, n s. t cys «p *■» p- Z «. «. "» «• S| V>1 

195 

, _ Tml Qlv Ser asp Leu Phe Leu He Phe Leu Ser 
Ala Gly Trp Thr Leu Leu Gly Ser Asp ^ 

210 215 

ai= val Leu Arq Phe Lys Ala Glu Gly Ala 
Tyr Thr Phe He Leu Arg Ala Val Leu Arg * 24Q 

?30 

225 ^ U 

Ala V,! Lys «» — « ar cys «y «r His Ph. H. «-» II. — 

245 ZbU 



-. T T~ in v*1 Val Val Leu Thr Asn Val Ala Arg 
Phe Phe Ser Thr He Leu Leu Val Val val u ^ 

260 265 

Tla T .„ Ti e Leu Leu Asn Val Leu His His 
Lys Lys Val Pro Met Asp He Leu He Leu u ^ 

275 2HU 

Tvr Giy val Arg Thr Lys 
Leu lie Pro Pro Ala Leu Asn Pro He Val Tyr Gly 

290 295 
Glu He Lys Gin Gly He Gin Lys Leu Leu Gin Arg Gly Arg 



310 315 
305 JJ - U 



<210> 373 
<211> 99° 
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<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (987) 

<223> 



<400> 373 

atg act ttg gtt tct ttt ttc tct ttc etc tec aag cca ttg ata atg 

Met Thr Leu Val Ser Phe Phe Ser Phe Leu Ser Lys Pro Leu lie Met 
15 10 15 



48 



etc ctt age aat tea age tgg agg eta tec cag cct tct ttt etc ctg 96 

Leu Leu Ser Asn Ser Ser Trp Arg Leu Ser Gin Pro Ser Phe Leu Leu 
20 25 30 

gta ggg att cca ggt tta gag gaa age cag cac tgg att gca ctg ccc 144 

Val Gly lie Pro Gly Leu Glu Glu Ser Gin His Trp lie Ala Leu Pro 

35 40 45 



ctg ggc ate ctt tac etc ctt get tta gtg ggc aat gtt acc att etc 
Leu Gly lie Leu Tyr Leu Leu Ala Leu Val Gly Asn Val Thr lie Leu 
50 55 60 



192 



ttc ate ate tgg atg gac cca tec ttg cac caa tct atg tac etc ttc 240 

Phe lie lie Trp Met Asp Pro Ser Leu His Gin Ser Met Tyr Leu Phe 
65 70 75 80 

ctg tec atg eta get gee ate gac ctg gtt ctg gee tec tec act gca 288 

Leu Ser Met Leu Ala Ala lie Asp Leu Val Leu Ala Ser Ser Thr Ala 
85 90 95 

ccc aaa gee ctt gca gtg etc ctg gtt cat gee cac gag att ggg tac 336 

Pro Lys Ala Leu Ala Val Leu Leu Val His Ala His Glu lie Gly Tyr 
100 105 110 

ate gtc tgc ctg ate cag atg ttc ttc ate cat gca ttc tec tec atg 384 

lie Val Cys Leu lie Gin Met Phe Phe lie His Ala Phe Ser Ser Met 

115 120 125 

gag tea ggg gta ctt gtg gee atg get ctg gat cgc tat gta gee att 432 

Glu Ser Gly Val Leu Val Ala Met Ala Leu Asp Arg Tyr Val Ala lie 
130 135 140 

tgt cac ccc ttg cac cat tec aca ate ctg cat cca ggg gtc ata ggg 480 

Cys His Pro Leu His His Ser Thr lie Leu His Pro Gly Val lie Gly 
145 150 155 160 

cgc ate gga atg gtg gtg ctg gtg agg gga tta eta etc ctt ate ccc 528 

Arg lie Gly Met Val Val Leu Val Arg Gly Leu Leu Leu Leu lie Pro 
165 170 175 

ttc ccc att ttg ttg gga aca ctt ate ttc tgc caa gee acc ate ata 576 

Phe Pro lie Leu Leu Gly Thr Leu lie Phe Cys Gin Ala Thr lie lie 
180 185 190 

ggc cat gee tat tgt gaa cat atg get gtt gtg aaa ctt gec tgc tea 624 

Gly His Ala Tyr Cys Glu His Met Ala Val Val Lys Leu Ala Cys Ser 

195 200 205 
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gtg etc aga gtg ttt aca caa aag gat tga 
Val Leu Arg Val Phe Thr Gin Lys Asp 
325 



672 



720 



768 



816 



864 



912 



960 



990 



<210> 374 

<211> 329 

<212> PRT 

<213> Homo Sapiens 



<400> 374 

Thr Leu Val Ser Phe Phe Ser Phe Leu Ser Lys Pro Leu lie Met 



Met 

1 5 



L eu Leu Ser Asn Ser Ser Trp Arg Leu Ser Gin Pro Ser Phe Leu Leu 

20 25 

Val Gly He Pro Gly Leu Glu Olu Ser Gin His Trp lie Ala Leu Pro 
35 40 45 

L eu Gly He Leu Tyr Leu Leu Ala Leu Val Gly Asn Val Thr lie Leu 
50 55 60 

Phe lie lie Trp Met Asp Pro Ser Leu His Gin Ser Met Tyr Leu Phe 
65 70 75 
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Leu Ser Met Leu Ala Ala lie Asp Leu Val Leu Ala Ser Ser Thr Ala 
85 90 95 



Pro Lys Ala Leu Ala Val Leu Leu Val His Ala His Glu He Gly Tyr 
100 105 110 



He Val Cys Leu He Gin Met Phe Phe He His Ala Phe Ser Ser Met 
115 120 125 



Glu Ser Gly Val Leu Val Ala Met Ala Leu Asp Arg Tyr Val Ala He 
130 135 140 



Cys His Pro Leu His His Ser Thr He Leu His Pro Gly Val He Gly 
145 150 155 160 



Arg lie Gly Met Val Val Leu Val Arg Gly Leu Leu Leu Leu He Pro 
165 170 175 



Phe Pro He Leu Leu Gly Thr Leu He Phe Cys Gin Ala Thr He He 
180 185 190 



Gly His Ala Tyr Cys Glu His Met Ala Val Val Lys Leu Ala Cys Ser 
195 200 205 



Glu Thr Thr Val Asn Arg Ala Tyr Gly Leu Thr Met Ala Leu Leu Val 
210 215 220 



He Gly Leu Asp Val Leu Ala He Gly Val Ser Tyr Ala His He Leu 
225 230 235 240 



Gin Ala Val Leu Lys Val Pro Gly Ser Glu Ala Arg Leu Lys Ala Phe 
245 250 255 



Ser Thr Cys Gly Ser His He Cys Val He Leu Val Phe Tyr Val Pro 
260 265 270 



Gly He Phe Ser Phe Leu Thr His Arg Phe Gly His His Val Pro His 
275 280 285 



His Val His Val Leu Leu Ala Thr Arg Tyr Leu Leu Met Pro Pro Ala 
290 295 300 



Leu Asn Pro Leu Val Tyr Gly Val Lys Thr Gin Gin He Arg Gin Arg 
305 310 315 320 



Val Leu Arg Val Phe Thr Gin Lys Asp 
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325 



<210> 375 

<211> 960 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) • - (^57) 

<223> 



aha s a s a a - fr 21 - 2 s £ 2 

a a a a - a a a I* a a « - ~ 111 ~ 

a s a a s a s a s a a s £ a a a 

s ss a a a a a a a a a a a a a a 

50 bb 
ttc ate ate tgg atg gac cca tec ttg cac caa tct atg tac etc ttc 
Phe lie lie Trp Met Asp Pro Ser Leu His Gin Ser Met ly ^ 
65 70 75 

etg tee atg eta get gee ate gac ctg gtt gtg gee tec tec act gca 
Leu Ser Met Leu Ala Ala lie Asp Leu Val Val Ala Ser Ser ^ 
85 90 

a it. m a a a a a a a a a a a a a 
s a a a a a a a a s a a a a a a 

120 

a a S a a a a a a a a a a a a a 

130 13b 

tgt c,c ccc t tg =,c cjt tec ». .« ct 3 jjt cc» „ Jt= «. « 

Cys His Pro Leu His His Ser inr j-j-c 16q 

150 lbo 

a a a a a a a a s a a a a a a a 

165 170 

z a a a a s a a a a a a a s a a 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 
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180 185 190 

ggc cat gcc tat tgt gaa cat atg get gtt gtg aaa ctt gec tgc tea 624 

Gly His Ala Tyr Cys Glu His Met Ala Val Val Lys Leu Ala Cys Ser 

195 200 205 

gaa acc aca gtc aat cga get tat ggg ctg act gtg gcc ttg ctt gtg 672 

Glu Thr Thr Val Asn Arg Ala Tyr Gly Leu Thr Val Ala Leu Leu Val 

210 215 220 

gtt ggg ctg gat gtc ctg gcc att ggt gtt tec tat gcc cac att etc 720 

Val Gly Leu Asp Val Leu Ala lie Gly Val Ser Tyr Ala His lie Leu 
225 230 235 240 

cag gca gtg ctg aag gta cca gga aat gag gcc cga ctt aag gcc ttt 768 

Gin Ala Val Leu Lys Val Pro Gly Asn Glu Ala Arg Leu Lys Ala Phe 
245 250 255 

age aca tgt ggc tct cat gtt tgt gtc ate ctg gtc ttc tat ate ccg 816 

Ser Thr Cys Gly Ser His Val Cys Val He Leu Val Phe Tyr He Pro 

260 265 270 

gga atg ttc tec ttc etc act cac cgc ttt ggt cat cat gta ccc cat 864 

Gly Met Phe Ser Phe Leu Thr His Arg Phe Gly His His Val Pro His 

275 280 285 

cac gtc cat gtt ctt ctg gcc ata ctg tat cgc ctt gtg cca cct gca 912 

His Val His Val Leu Leu Ala lie Leu Tyr Arg Leu Val Pro Pro Ala 

290 295 300 

etc aat cct ctt gtc tat agg gtg aag acc cag aag ate cac cag tga 960 

Leu Asn Pro Leu Val Tyr Arg Val Lys Thr Gin Lys He His Gin 
305 310 315 



<210> 376 

<211> 319 

<212> PRT 

<213> Homo Sapiens 

<400> 376 

Met Asn Leu Asp Ser Phe Phe Ser Phe Leu Leu Lys Ser Leu He Met 
15 10 15 



Ala Leu Ser Asn Ser Ser Trp Arg Leu Pro Gin Pro Ser Phe Phe Leu 
20 25 30 



Val Gly He Pro Gly Leu Glu Glu Ser Gin His Trp He Ala Leu Pro 
35 40 45 



Leu Gly He Leu Tyr Leu Leu Ala Leu Val Gly Asn Val Thr He Leu 
50 55 60 



Phe He He Trp Met Asp Pro Ser Leu His Gin Ser Met Tyr Leu Phe 
65 70 75 80 
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*i a Ala He Asp Leu Val Val Ala Ser Ser Thr Ala 
Leu Ser Met Leu Ala Ala lie Asp u« 95 

85 yu 

Pro Lys ». «« «. V,! L e» ,eu v.1 Kg «1» «u II. «1Y Xyr 

100 1U!D 

Thr Va! Cys L« He on « »- »r His £ « - «« 

115 " u 



u Ser Gly Val Leu Val Ala Met Ala Leu Asp Arg Tyr Val Ala He 

130 135 

His Pro Leu His His Ser Thr He Leu His Pro Gly Val He Gly 



Cys 

145 150 



His He Gly Met 



Val Val Leu Val Arg Gly Leu Leu Leu beu lie Pro 

-t nn ± f -> 



165 



170 



Ton tip Phe Cvs Gin Ala Thr He He 
Phe Leu lie Leu Leu Arg Lys Leu lie Phe cys 

180 185 

Sly His Ala Tyr Cys Glu His Met A la Val Val Lys Leu Ala Cys Ser 

195 200 

Olu Thr Thr Val Asn Arg Ala Tyr Gly Leu Thr Val Ala Leu Leu Val 

210 215 

val Gly Leu Asp Val Leu Ala He Gly Val Ser Tyr Ala His He Leu 

225 <^ U 

t« val Pro Gly Asn Glu Ala Arg Leu Lys Ala Phe 
Gin Ala Val Leu Lys Val Pro ^xy 255 

245 250 

ro c^r- wis Val Cys Val He Leu Val Phe Tyr He Pro 
Ser Thr Cys Gly Ser His val <~ys 

260 265 

G i y Met Phe Ser Phe Leu Thr His Arg Phe Gly His His Val Pro His 

275 280 

His val His Val Leu Leu Ala He Leu Tyr Arg Leu Val Pro Pro Ala 

995 ^ 

290 

Le u Asn Pro Leu Val Tyr Arg Val Lyc Thr Gin Lys lie His Gin 

305 ■ 31U 
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<210> 377 

<211> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (942) 

<223> 



<400> 377 
atg tea gec 
Met Ser Ala 
1 

gtg ggg att 
Val Gly lie 



ttc tgc tta 
Phe Cys Leu 
35 

etc ate ate 
Leu lie lie 
50 

ctg gee atg 
Leu Ala Met 
65 

ccc aaa atg 
Pro Lys Met 



ttt gee tgt 
Phe Ala Cys 



gag tea gca 
Glu Ser Ala 

115 

tgc aag cca 
Cys Lys Pro 
130 

aag att ggc 
Lys lie Gly 
145 

etc ccc ttc 
Leu Pro Phe 



get cac tgc 
Ala His Cys 



gac act age 



tec aat ate 
Ser Asn lie 
5 

cca ggc ctg 
Pro Gly Leu 
20 

gca tat aca 
Ala Tyr Thr 



cag get gat 
Gin Ala Asp 



ttg gca gec 
Leu Ala Ala 
70 

ctt gec ata 
Leu Ala lie 
85 

ctg gee cag 
Leu Ala Gin 
100 

gtg ctg ctg 
Val Leu Leu 



ctg cac tac 
Leu His Tyr 



atg get get 
Met Ala Ala 
150 

ctg ctg aga 
Leu Leu Arg 
165 

tac tgt gaa 
Tyr Cys Glu 
180 

ttc aac aat 



acc tta aca 
Thr Leu Thr 



gaa cac ctg 
Glu His Leu 
25 

ctg gec ctg 
Leu Ala Leu 
40 

gca gec etc 
Ala Ala Leu 
55 

ate gac ctg 
lie Asp Leu 



ttc tgg ttc 
Phe Trp Phe 



atg ttc ttc 
Met Phe Phe 
105 

gec atg gec 
Ala Met Ala 
120 

acc aag gtc 
Thr Lys Val 
135 

gtg gee egg 
Val Ala Arg 



tgt ttc cac 
Cys Phe His 



cac atg get 
His Met Ala 
185 

ate tat ggc 



cat cca act 
His Pro Thr 
10 

cac ate tgg 
His lie Trp 



ctt gga aac 
Leu Gly Asn 



cat gaa ccc 
His Glu Pro 
60 

gtc ctt tec 
Val Leu Ser 
75 

agg gat egg 
Arg Asp Arg 
90 

ctt cac tec 
Leu His Ser 



ttt gac cgc 
Phe Asp Arg 



ctg act ggg 
Leu Thr Gly 
140 

get gtg aca 
Ala Val Thr 
155 

tac tgc cga 
Tyr Cys Arg 
170 

gtg gtg agg 
Val Val Arg 



ate get gtg 



gec ttc ttg 
Ala Phe Leu 
15 

ate tec ate 
lie Ser lie 
30 

tgc act etc 
Cys Thr Leu 
45 

atg tac etc 
Met Tyr Leu 



tec tea gca 
Ser Ser Ala 



gag ata aac 
Glu lie Asn 
95 

ttc tec ate 
Phe Ser lie 
110 

tat gtg get 
Tyr Val Ala 
125 

tec etc ate 
Ser Leu lie 



eta atg act 
Leu Met Thr 



ggc cca gtg 
Gly Pro Val 
175 

ctg gcg tgt 
Leu Ala Cys 
190 

gec atg ttt 



ttg 48 
Leu 



cct 96 
Pro 



ctt 144 
Leu 



ttt 192 
Phe 



ctg 240 

Leu 

80 

ttc 288 
Phe 



atg 336 
Met 



ate 384 
He 



acc 432 
Thr 



cca 480 

Pro 

160 

ate 528 
He 



ggg 576 

Gly 



att 624 
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> sp Thr -r Phe »» ». «• Tyr «y .1- »■ ™1 «» »»' «- »' 

a « 2 2 2 2 £ !S £ 2 £ £ £ s s £ 
2 E S £ 2 £ £ £ = = S K ~ - E Hi 

9 3 0 ^ J 

225 

9g9 «. ft «« £ »« 15 £ £ E £ Tyr Thr £ 

Gly Thr Cys Val Ser His He Gly Ala 11 255 
245 ^ b 

^ rRc cat qta gcc cgc cat get gec cct 

!3 f*° £ £ £ »° - 2 « ^ L - a - HiB " a pr ° 

260 265 

£ SS 2 £ 2 £ K £ 2 £ 2 £ i 2 2 2 
£ 2 2 £ £ £ 35 ?S 2 2 2 2 £ S K 2 

290 295 

ate ttq gga gta ttc cca aga aag gat atg tag 
fie Leu Gly Val Phe Pro Arg Lys Asp Met 



305 310 



<210> 378 

<211> 314 

<212> PRT 

<213> Homo Sapiens 



<400> 378 

r Asn He Thr Leu Thr His Pro Thr Ala Phe Leu Leu 



Met Ser Ala Se_ ^ 



Val Gly He Pro Gly Leu olu His Leu His lie Trp He Ser Xle Pro 
20 25 



Phe Cys Leu Ala Tyr Thr Leu Ala Leu Leu Gly Asn Cys Thr Leu Leu 



35 

le » il. He Sin »P ». ». «» Hi- 31» »° ~* ^' — 

50 55 



L eu Ala Met Leu Ala Ala Xle Asp Leu Val Leu Ser Ser Ser Ala Leu 
65 70 75 

Pro Lys Met Leu Ala He Phe Trp Phe Arg Asp Arg Olu He Asn Phe 



85 90 



672 



720 



768 



816 



864 



912 



945 
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Phe Ala Cys Leu Ala Gin Met Phe Phe Leu His Ser Phe Ser lie Met 
100 105 110 



Glu Ser Ala Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala lie 
115 120 125 



Cys Lys Pro Leu His Tyr Thr Lys Val Leu Thr Gly Ser Leu lie Thr 
130 135 140 



Lys lie Gly Met Ala Ala Val Ala Arg Ala Val Thr Leu Met Thr Pro 
145 150 155 160 



Leu Pro Phe Leu Leu Arg Cys Phe His Tyr Cys Arg Gly Pro Val lie 
165 170 175 



Ala His Cys Tyr Cys Glu His Met Ala Val Val Arg Leu Ala Cys Gly 
180 185 190 



Asp Thr Ser Phe Asn Asn lie Tyr Gly lie Ala Val Ala Met Phe lie 
195 200 205 



Val Val Leu Asp Leu Leu Leu Val lie Leu Ser Tyr lie Phe lie Leu 
210 215 220 



Gin Ala Val Leu Leu Leu Ala Ser Gin Glu Ala His Tyr Lys Ala Phe 
225 230 235 240 



Gly Thr Cys Val Ser His lie Gly Ala lie Leu Ala Phe Tyr Thr Thr 
245 250 255 



Val Val lie Ser Ser Val Met His Arg Val Ala Arg His Ala Ala Pro 
260 265 270 



His Val His lie Leu Leu Ala Asn Phe Tyr Leu Leu Phe Pro Pro Met 

275 280 285 



Val Asn Pro lie lie Tyr Gly Val Lys Thr Lys Gin lie Arg Glu Ser 
290 295 300 



lie Leu Gly Val Phe Pro Arg Lys Asp Met 
305 310 



<210> 379 
<211> 945 
<212> DNA 
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<213> Homo Sapiens 
<220> 

<221> CDS 

<222> (1)..(942) 

<223> 



<400> 379 cca fc gtc ttt tt g ttg 

S Pro Bar Asn S Xnr Ser Tfcr His Pro Ala Val Pne Iju X-» 

s s s pf 0 ss S K s s s: K s s s s - 

20 25 

£ S £ Si S - £ £ £ £ 15 £ S - - £ 

£ is £ £ £ £ £ £ - - e £ si £ - £ 

55 ^ 

2 e a £ s e s e £ £ £ £ £ £ £ r 

7 0 

i - £ ^ £ £ £ s - £ £ £ £ - £ 52 

8 5 ^ ^ 

£ S ^ 2 £ S £ E £ £ £ £ - £ £ ~ 
S E S « £ S S E S £ E 5 £ S K £ 

S S £ 2 sr. - £ £ £ 2 £ s £ £ £ £ 

130 135 
aag att ggc atg get get gtg gec tgg get gtg aca eta atg act cca 
Lys He Gly Met Ala Ala Val Ala Trp Ala Val Thr Leu H ^ 
145 I 50 155 

£ £ £ £ £ 5 S £ £ £ £ S 5 £ £ £ 
S £ £ £ £ £ E £ £ £ £ 5 £ £ £ 5 

180 185 

ga c act age ttc aac aat ate tat ggc att get gtg gec atg ttt att 
Lp Thr Ser Phe Asn Asn He Tyr Gly He Ala Val Ala 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



195 
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gtg gtg ttg gac ctg etc ttt gtt ate ctg tct tat gtc ttc ate ctt 672 

Val Val Leu Asp Leu Leu Phe Val lie Leu Ser Tyr Val Phe lie Leu 
210 215 220 

cag gca gtt etc cag ctt gec tct cag gag gec cgc tac aag gca ttt 720 

Gin Ala Val Leu Gin Leu Ala Ser Gin Glu Ala Arg Tyr Lys Ala Phe 

225 230 235 240 

999 aca tgt gtg tct cac ata ggt gec ate ctg tec ace tac act cca 768 

Gly Thr Cys Val Ser His He Gly Ala He Leu Ser Thr Tyr Thr Pro 
245 250 255 

gta gtc ate tct tea gtc atg cac cgt gta gec cgc cat get gec cct 816 

Val Val He Ser Ser Val Met His Arg Val Ala Arg His Ala Ala Pro 

260 265 270 

cgt gtc cac ata etc ctt get att ttc tat etc ctt ttc cca ccc atg 864 

Arg Val His lie Leu Leu Ala He Phe Tyr Leu Leu Phe Pro Pro Met 
275 280 285 

gtc aat cct ate ata tat gga gtc aag acc aag cag att cgt gag tat 912 

Val Asn Pro He lie Tyr Gly Val Lys Thr Lys Gin He Arg Glu Tyr 
290 295 300 

gtg etc agt eta ttc cag aga aag aac atg tag 945 

Val Leu Ser Leu Phe Gin Arg Lys Asn Met 

305 310 



<210> 380 

<211> 314 

<212> PRT 

<2 13 > Homo Sapiens 

<400> 380 

Met Leu Pro Ser Asn He Thr Ser Thr His Pro Ala Val Phe Leu Leu 
15 10 15 



Val Gly He Pro Gly Leu Glu His Leu His Ala Trp He Ser He Pro 
20 25 30 



Phe Cys Phe Ala Tyr Thr Leu Ala Leu Leu Gly Asn Cys Thr Leu Leu 
35 40 45 



Phe He He Arg Ala Asp Ala Ala Leu His Glu Pro Met Tyr Leu Phe 
50 55 60 



Leu Ala Met Leu Ala Thr He Asp Leu Val Leu Ser Ser Thr Thr Leu 
65 70 75 80 



Pro Lys Met Leu Ala He Phe Trp Phe Arg Asp Gin Glu He Asn Phe 
85 90 95 



Phe Ala Cys Leu Val Gin Met Phe Phe Leu His Ser Phe Ser He Met 
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105 110 

100 



31U Ser Ala Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He 

115 120 

cys .ys Pro Leu His Tyr Thr Thr Val Leu Thr Gly Ser Leu Xle Thr 



130 135 



Lys He Gly Met Ala Ala Val Ala Xrp Ala Val Thr Leu Met Thr Pro 

145 lbU 

Leu Pro Phe Leu Leu Arg Arg Phe His Tyr Cys Arg Oly Pro Val lie 

165 1/U 

». Hi. Cys Tyr Cy. «1U Hi. »-t £. V,! V.! «, «u *J «y 

180 185 

W Thr ser Phe », ». II. Tyr «, II. «• «• »« 

195 20U 

Val Val Leu Asp Leu Leu Phe Val He L eu Ser Tyr Val Phe He Leu 

915 

210 Z±D 
Oln Ala Val Leu Gin Leu Ala Ser Gin Glu Ala Arg Tyr Lys Ala Phe 

O -5 0 

225 

i e u-ctIpGIv Ala He Leu Ser Thr Tyr Thr Pro 

Gly Thr Cys Val Ser His He Gly Aia ±± ^ 

245 2bU 

V,! V,! II. « Ser V.! Met Hi, «g «1 "» — ^ "° 

260 265 

, r , „ , la Tie Phe Tyr Leu Leu Phe Pro Pro Met 
Arg Val His lie Leu Leu Ala lie Phe iy ^ 

275 280 

val Asn Pro Xle Xle Tyr Gly Val Lys Thr Lys Gin Xle Arg Glu Tyr 

290 295 

Val Leu Ser Leu Phe Gin Arg Lys Asn Net 
305 310 



c210> 381 

<211> 957 

<212> DNA 

<213> Homo Sapiens 

<220> 
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<221> CDS 

<222> (1) . . (954) 

<223> 



<400> 381 

atg cct act gta aac cac agt ggc act age cac aca gtc ttc cac ttg 48 

Met Pro Thr Val Asn His Ser Gly Thr Ser His Thr Val Phe His Leu 

15 10 15 

ct 9 99 c atc cct 99 c eta cag gac cag cac atg tgg att tct ate cca 96 

Leu Gly lie Pro Gly Leu Gin Asp Gin His Met Trp lie Ser lie Pro 

20 25 30 

ttc ttc att tec tat gtc acc gec ctt ctt ggg aac age ctg etc atc 144 

Phe Phe lie Ser Tyr Val Thr Ala Leu Leu Gly Asn Ser Leu Leu lie 
35 40 45 

ttc att atc etc aca aag cgc age etc cat gaa ccc atg tac etc ttc 192 

Phe lie lie Leu Thr Lys Arg Ser Leu His Glu Pro Met Tyr Leu Phe 

50 55 60 

etc tgc atg ctg get gga gca gac att gtc etc tec acg tgc acc att 240 

Leu Cys Met Leu Ala Gly Ala Asp He Val Leu Ser Thr Cys Thr He 

65 70 75 80 

cct cag gec tta get atc ttc tgg ttc cgt get ggg gac atc tec ctg 288 

Pro Gin Ala Leu Ala He Phe Trp Phe Arg Ala Gly Asp He Ser Leu 

85 90 95 

gat cgt tgc atc act cag etc ttc ttc atc cat tec acc ttc atc tct 336 

Asp Arg Cys He Thr Gin Leu Phe Phe lie His Ser Thr Phe He Ser 

100 105 110 

gag tea ggg atc ttg ctg gtg atg gee ttt gac cac tat att gec ata 384 

Glu Ser Gly He Leu Leu Val Met Ala Phe Asp His Tyr He Ala He 
115 120 125 

tgc tac cca ctg agg tac acc acc att ctt aca aat get ctg atc aag 432 

Cys Tyr Pro Leu Arg Tyr Thr Thr He Leu Thr Asn Ala Leu He Lys 

130 135 140 

aaa att tgt gtg act gtc tct ctg aga agt tat ggt aca att ttc cct 480 

Lys He Cys Val Thr Val Ser Leu Arg Ser Tyr Gly Thr He Phe Pro 

145 150 155 160 

atc ata ttt ctt tta aaa aga ttg act ttc tgc cag aat aat att att 528 

He He Phe Leu Leu Lys Arg Leu Thr Phe Cys Gin Asn Asn He He 

165 170 175 

cca cac acc ttt tgt gaa cac att ggc eta gec aaa tat gca tgt aat 576 

Pro His Thr Phe Cys Glu His He Gly Leu Ala Lys Tyr Ala Cys Asn 

180 185 190 

gac att cga ata aac att tgg tat ggg ttt tec att eta atg teg acg 624 

Asp He Arg He Asn He Trp Tyr Gly Phe Ser He Leu Met Ser Thr 
195 200 205 

gtg gtc tta gat gtt gta eta att ttt att tec tat atg ctg att etc 672 

Val Val Leu Asp Val Val Leu He Phe He Ser Tyr Met Leu He Leu 

210 215 220 
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225 ^ 

aac aca ttt ggc tec cat gtc tgc ate ate ate etc ttt tat ggg tot 
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245 250 



an r raa aqq ttt gga cgc cac att cca cct 
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, > a ft eta act cca cct atg 

tgt ate cac ate ccg ttg get aat gtc tgc att ctg g^ ^ ^ ^ 
Cys He His He Pro Leu Ala Asn Val Lys ^ 



275 280 
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290 295 

tt-a ttt ata aaa cag aaa ata act ttg gtt taa 
fa! tl III Se III HI ^ Lys Gin I*. XI. - Val 
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<210=> 382 
<211> 31B 
<212> PRT 
<213> Homo Sapiens 

r^Pro Thr val Asn His Ser Sly Thr Ser His Thr Val Phe His Leu 



L eu Gly He Pro Gly Leu Gin Asp Gin His Het Trp He Ser He Pro 
20 25 

Phe Phe He Ser Tyr Val Thr Ala Leu Leu Gly Asn Ser Leu Leu He 

35 40 

Phe lie Xle Leu Thr Lys Arg Ser Leu His Glu Pro Met Tyr Leu Phe 
50 55 

ni, r m a Asd He Val Leu Ser Thr Cys Thr He 
Leu Cys Met Leu Ala Gly Ala Asp lie v*x &q 

65 70 

Gin Ala Leu Ala He Phe Trp Phe Arg Ala Gly Asp He Ser Leu 



Pro ~- 90 

85 yu 



r* tip Thr Gin Leu Phe Phe He His Ser Thr Phe lie Ser 
Asp Arg Cys He Thr Gin i,eu * ^ Q 

100 1Ui 
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720 



768 



816 



864 



912 



957 
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Glu Ser Gly lie Leu Leu Val Met Ala Phe Asp His Tyr lie Ala lie 
115 120 125 



Cys Tyr Pro Leu Arg Tyr Thr Thr lie Leu Thr Asn Ala Leu lie Lys 
130 135 140 



Lys lie Cys Val Thr Val Ser Leu Arg Ser Tyr Gly Thr lie Phe Pro 
145 150 155 160 



lie He Phe Leu Leu Lys Arg Leu Thr Phe Cys Gin Asn Asn He He 
165 170 175 



Pro His Thr Phe Cys Glu His He Gly Leu Ala Lys Tyr Ala Cys Asn 
180 185 190 



Asp He Arg He Asn He Trp Tyr Gly Phe Ser He Leu Met Ser Thr 
195 200 205 



Val Val Leu Asp Val Val Leu He Phe He Ser Tyr Met Leu He Leu 
210 215 220 



His Ala Val Phe His Met Pro Ser Pro Asp Ala Cys His Lys Ala Leu 
225 230 235 240 



Asn Thr Phe Gly Ser His Val Cys He He He Leu Phe Tyr Gly Ser 
245 250 255 



Gly He Phe Thr He Leu Thr Gin Arg Phe Gly Arg His He Pro Pro 
260 265 270 



Cys He His He Pro Leu Ala Asn Val Cys He Leu Ala Pro Pro Met 
275 280 285 



Leu Asn Pro He He Tyr Gly He Lys Thr Lys Gin He Gin Glu Gin 
290 295 300 



Val Val Gin Phe Leu Phe He Lys Gin Lys He Thr Leu Val 
305 310 315 



<210> 383 

<211> 966 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . - (963) 

<223> 
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<400> 383 tec aqc ctg acc cca gga ttc ttt ate ttg 

atg tct ggg gac aac age tec age ctg phe Ile Leu 

Met Ser Gly Asp Asn Ser Ser Ser Leu Thr Pro y ^ 
1 5 

r*^n ai-r tap ate tec ctg cca 

E % ss m is 2 r. k £ s. - £ »« - - pro 

20 25 

- * s a s s s k s s ss 2 s 5 - " 

- 2 li s s: ss ss s s sr. s s s £ s 2 

50 55 

~=>»- ok- acc ttq tgc acc acc atg gta 

III S S E £ E S SS !S - J! - - « r 

65 70 

. ^n, at-a ttc tqg ttc aac etc aag gag att gac ttt 
cct aat atg ctg tgc ata ttc tgg ^ ^ ^ Jle Asp phe 

Pro Asn Met Leu Cys He Ptie irp 95 

85 yu 

ate cat atg ctg aca ggg atg 
aac gec tgc ctg gec cag atg ttt tt g ^ ^ ^ ^ Q±y Met 
Asn Ala Cys Leu Ala Gin Met Fne *^ 11Q 

S ill HI £ £ 2 2 2 S 2 5 S i 52 E £ 

115 120 

- s ss 2 s - s s s 2 s 2 s s s s 
s s s s S 2 2 2 5 ss a s s s s 2 

150 J- 3 -3 

145 1:>U 

ttc act etc etc acc aag egc ctg ccc tat tgc egg ggg «c ttc ate 
Phe Thr Leu Leu Thr Lys Arg Leu Pro Tyr Cys Arg y ^ 

165 

eee eac acc tae tgt gac eat atg tct gtg gec aag gta tec tgt ggc 
Pro His Thr Tyr Cys Asp His Met Ser Val Ala Ly ^ 

180 185 
»t ttc a. 9 fl J« ect .tt «t gt «J ? « jet etc «, att 

Asn Phe Lys Val Asn Ala lie iyx y ^ 
195 ^ UU 

' = t-r tct qta tct tac act atg att ttg 

ggt gtg ttt gat ate tge tgt ate tct g ^ ^ ^ ^ Leu 

Gly Val Phe Asp He Cys cys ±xv ^ 

S S £ 2 2 2 2 2 S S £ S = 2 E 2 
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96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 
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225 230 235 240 

age acc tgc aca tct cac atg tgt tec att gtg ate acc tat gtt get 768 
Ser Thr Cys Thr Ser His Met Cys Ser lie Val lie Thr Tyr Val Ala 
245 250 255 

get ttt ttc act ttt ttc act cat cgt ttt gta gga cac aat ate cca 816 
Ala Phe Phe Thr Phe Phe Thr His Arg Phe Val Gly His Asn lie Pro 
260 265 270 

aac cac ata cac ate ate gtg gee aac ctt tat ctg eta ctg cct cct 864 
Asn His lie His lie lie Val Ala Asn Leu Tyr Leu Leu Leu Pro Pro 
275 280 285 

acc atg aac cca att gtt tat gga gtc aag acc aag cag att cag gaa 912 
Thr Met Asn Pro lie Val Tyr Gly Val Lys Thr Lys Gin lie Gin Glu 
290 295 300 

ggt gta att aaa ttt tta ctt gga gac aag gtt agt ttt acc tat gac 960 
Gly Val He Lys Phe Leu Leu Gly Asp Lys Val Ser Phe Thr Tyr Asp 
305 310 315 320 

aaa tga 966 
Lys 



<210> 384 

<211> 321 

<212> PRT 

<213> Homo Sapiens 

<400> 384 

Met Ser Gly Asp Asn Ser Ser Ser Leu Thr Pro Gly Phe Phe He Leu 
15 10 15 



Asn Gly Val Pro Gly Leu Glu Ala Thr His He Trp He Ser Leu Pro 
20 25 30 



Phe Cys Phe Met Tyr He He Ala Val Val Gly Asn Cys Gly Leu He 
35 40 45 



Cys Leu He Ser His Glu Glu Ala Leu His Arg Pro Met Tyr Tyr Phe 
50 55 60 



Leu Ala Leu Leu Ser Phe Thr Asp Val Thr Leu Cys Thr Thr Met Val 
65 70 75 80 



Pro Asn Met Leu Cys He Phe Trp Phe Asn Leu Lys Glu He Asp Phe 
85 90 95 



Asn Ala Cys Leu Ala Gin Met Phe Phe Val His Met Leu Thr Gly Met 
100 105 HO 
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se r GXy W «. «« - »« »» - "» " 9 S "* " e 

115 1ZKJ 

Le u Arg Tyr Ala Thr lie .an Thr Asn Pro Val He Ala 

135 ^ V 

,ys Ma Cly «. «r Ph. «» "3 «» val « «. 11. ™ 

lis 150 

Phe T „ r l.u M u Thr uys «, «u Tyr cys Ar g Oly As* Ph. He 

165 ■ L/u 

P ro His Thr Tyr eye » His «« sjr val »!. «. »1 ser cy. «y 

180 X ° 

, * Tie Tvr Gly Leu Met Val Ala Leu Leu He 

Asn Phe Lys Val Asn Ala He Tyr ^ 

195 

t 1p rvs Cvs He Ser Val Ser Tyr Thr Met He Leu 
Gly Val Phe Asp He Cys Cys lie * ^ 

210 21 
31 „ >la V,! „.t s.r «. .« ser Ma »P «> «, Hi. ,ys .la Ph. 

230 

225 ZJL 

ser Thr cys Thr s.r His Hat cys s.r 11= val 11a Thr Tyr v.l M. 

245 ZDU 



Cys Tyr Pro 

130 iJ 



M . P.. Ph. Thr Ph. Ph. Thr His Phe v,l oly Hi, « .1. «. 

260 265 

AS n His He His Xle He Val Ala Asn Leu Tyr Leu Leu Leu Pro Pro 



275 280 



He val Tyr Gly Val Lys Thr Lys Gin He Gin Glu 



Thr Met Asn Pro He vaj. — - 3Q0 

290 295 



Val Ser Phe Thr Tyr Asp 
315 

305 



Gly Val He Lys Phe Leu Leu Gly Asp Lys 32Q 



310 



Lys 



<2 10> 385 

<211> 984 

<212> DNA 

<213> Homo Sapiens 
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<220> 

<221> CDS 

<222> (1) . . (981) 

<223> 



<400> 385 
atg ctt cat 
Met Leu His 
1 

gtg ggg gtc 
Val Gly Val 



ttc ttt gcg 
Phe Phe Ala 
35 

ttt gtg ata 
Phe Val He 
50 

eta gec atg 
Leu Ala Met 
65 

ccc aag atg 
Pro Lys Met 



ggt gec tgc 
Gly Ala Cys 



gag tct gtg 
Glu Ser Val 
115 

tgc aac ccc 
Cys Asn Pro 
130 

att ctg ggc 
He Leu Gly 
145 

ttc aca ttt 
Phe Thr Phe 



cct cat acc 
Pro His Thr 



agt att aat 
Ser He Asn 
195 

gac att tct 



acc aac aat 
Thr Asn Asn 
5 

cca ggg ctg 
Pro Gly Leu 
20 

gtg tat eta 
Val Tyr Leu 



cag act gaa 
Gin Thr Glu 



ttg gec ggc 
Leu Ala Gly 
70 

ctg gga att 
Leu Gly He 
85 

ate aca cag 
He Thr Gin 
100 

gta ctg aca 
Val Leu Thr 



ctg aga tat 
Leu Arg Tyr 



ata gtc ate 
He Val He 
150 

etc acc ctg 
Leu Thr Leu 
165 

tat tgt gaa 
Tyr Cys Glu 
180 

gtt ata tat 
Val He Tyr 



gtg att gga 



aca cag ttt 
Thr Gin Phe 



gaa gat gtg 
Glu Asp Val 

25 

aca gec ctt 
Thr Ala Leu 
40 

cag age etc 
Gin Ser Leu 
55 

act gat ctg 
Thr Asp Leu 



ttc tgg ttt 
Phe Trp Phe 



atg tat acc 

Met Tyr Thr 
105 

gtc acg ggc 

Val Thr Gly 
120 

age atg ate 

Ser Met He 
135 

att gtc agg 

He Val Arg 



aga ttg cct 
Arg Leu Pro 



cac atg ggc 
His Met Gly 
185 

gga ttg att 
Gly Leu He 

200 

ttt tec tat 



cac cct tec 
His Pro Ser 
10 

cat gta tgg 
His Val Trp 



eta ggg aac 
Leu Gly Asn 



cac caa ccc 
His Gin Pro 
60 

ggc ttg tct 
Gly Leu Ser 
75 

aat ctt gga 
Asn Leu Gly 
90 

att cat ata 
He His He 



ata gat cgc 
He Asp Arg 



ctt acc aac 
Leu Thr Asn 
140 

act ttg gta 
Thr Leu Val 

155 

ttc tgt ggt 
Phe Cys Gly 
170 

ttg gca aag 
Leu Ala Lys 



gee ttc tea 
Ala Phe Ser 



gtc cag ate 



acc ttc etc 
Thr Phe Leu 
15 

att ggc ttc 
He Gly Phe 
30 

ate att ate 
He He He 
45 

atg ttt tac 
Met Phe Tyr 



aca gca acc 
Thr Ala Thr 



gag att gca 
Glu He Ala 
95 

tgc act ggc 
Cys Thr Gly 
110 

tat att gec 
Tyr He Al a 
125 

aag gta ata 
Lys Val He 



ttt gtg act 
Phe Val Thr 



gtc egg att 
Val Arg He 
175 

tta get tgt 
Leu Ala Cys 
190 

gtg gga tac 
Val Gly Tyr 
205 

etc cga get 



gta 48 
Val 



ccc 96 
Pro 



ctg 144 
Leu 



ttc 192 
Phe 



ate 240 

He 

80 

ttt 288 
Phe 



ctg 336 
Leu 



ate 384 
He 



gec 432 
Ala 



cca 480 

Pro 

160 

ate 528 
He 



gec 576 
Ala 



att 624 
He 



gtc 672 



575 
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Ser Phe Met Thr His Arg Phe Gly His Asn ^ 
260 ~ bb 
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290 295 

.-t-.- t-nn rat- ttt qac ccc aag agg ate ttc 
ata etc aac cct aaa age ttt tgg cat ttt g ^ phg 

He Leu Asn Pro Lys Ser Phe Trp His Phe Asp f ^ 

Tin o 



305 310 

cac aac aat tea gtt aga caa taa 
His Asn Asn Ser Val Arg Gin 
325 



<210> 386 

<211> 327 

<212> PRT 

<213> Homo Sapiens 



iTSL Thr — A» Thr sin Ph. Hi, Pro - T„r Ph. ,.» val 



V,! ox, v,l Pro Gly L«u OX. »P V.1 Hi. »1 «P II. Gly Ph. Pro 

20 25 

Ph. Ph. 1. v.1 Tyr ,au Thr ,1, I*. Leu GXy *sn IX. IX. He «. 

35 40 

Ph. v,x IX. .1= Thr GX» B1D S.r «. Hi. OX. Pro M.t Ph. Tyr Phe 

50 55 

„. „. „.t »!. Gly Thr »sp x.u Oly L« Bar Thr ,1a Thr JX. 

65 70 

Pro „y, M.t »» Gly II. Pn. Trp Ph. «» x.u Gly GX» XX. B. ». 
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768 



816 



864 



912 
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Gly Ala Cys He Thr Gin Met Tyr Thr He His He Cys Thr Gly Leu 
100 105 110 



Glu Ser Val Val Leu Thr Val Thr Gly He Asp Arg Tyr He Ala He 
115 120 125 



Cys Asn Pro Leu Arg Tyr Ser Met He Leu Thr Asn Lys Val He Ala 
130 135 140 



He Leu Gly lie Val He He Val Arg Thr Leu Val Phe Val Thr Pro 
145 150 155 160 



Phe Thr Phe Leu Thr Leu Arg Leu Pro Phe Cys Gly Val Arg He He 
165 170 175 



Pro His Thr Tyr Cys Glu His Met Gly Leu Ala Lys Leu Ala Cys Ala 
180 185 190 



Ser lie Asn Val He Tyr Gly Leu He Ala Phe Ser Val Gly Tyr He 
195 200 205 



Asp He Ser Val He Gly Phe Ser Tyr Val Gin He Leu Arg Ala Val 
210 215 220 



Phe His Leu Pro Ala Trp Asp Ala Arg Leu Lys Ala Leu Ser Thr Cys 
225 230 235 240 



Gly Ser His Val Cys Val Met Leu Ala Phe Tyr Leu Pro Ala Leu Phe 
245 250 255 



Ser Phe Met Thr His Arg Phe Gly His Asn He Pro His Tyr He His 
260 265 270 



He Leu Leu Ala Asn Leu Tyr Val Val Phe Pro Pro Ala Leu Asn Ser 
275 280 285 



Val He Tyr Gly Val Lys Thr Lys Gin He Arg Glu Gin Val Leu Arg 
290 295 300 



He Leu Asn Pro Lys Ser Phe Trp His Phe Asp Pro Lys Arg He Phe 
305 310 315 320 



His Asn Asn Ser Val Arg Gin 
325 
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<210> 387 

<211> 963 

<212> MA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - * O 60 > 

<223> 



<400> 387 t cca gc t tea ttc ate eta 

s £ £ £ £ s s £ r « .» ~ - - 

L gg = .« cct gf «, £ w s « £ S ;r. S £ - 

Asn Gly He Pro Gly Leu Glu Asp va 30 
20 ZS 

s- £ £ s £ £ £ - " £ £ ss - £ 

Leu Cys Thr Met Tyr ber ±x 45 
35 

^ 4- *- rac aqa cct atg tat gtc ttc 
tac -c f c tac tgt gat gag gec tta ^ ^ ^ Tyr Val phe 

Tyr Leu He Tyr Cys Asp ox 6Q 

£ 5 £ £ £ £ S S ~ S ^ ? S S S ^ 
£ £ £ £ £ £ £ S £ £ £ £ S S £ £ 

85 

ata cac acc ttc aca ggg atg 
aaa gec tgc etc gec cag atg ttc ttt g g ^ ^ ^ Qly Met 

Lys Ala Cys Leu Ala Gin Met Phe *n 11Q 
100 ±UD 

.. n^c eta aac cac tgt gtg gec ate 

ss £ =S ?2 £ £ £ I s ~ - His S", ^ Ile 

115 120 
tgc ttc cct ctg egt tat gec acc ate etc act aat tea gtc att get 
Cys Phe Pro Leu Arg Tyr Ala Thr lie n 

130 135 
aaa get ggg ttc etc act ttt ctt agg ggt gtg atg ctt gtt ate cct 
Lys Ala Gly Phe Leu Thr Phe Leu Arg Giy 160 
145 150 

r-na tac tqc aag ggc aac gtc ata 

tec act ttc etc aee aag cgc ctt cca tac tg 9 ^ ^ Jle 

Ser Thr Phe Leu Thr Lys Arg Leu Pro Tyr ^ 
165 X 

a wi trt Qtq gec aag ata tct tgt ggt 
ccc cac ace tac tgt gac cac atg tct gtg ne Ser Cys Gly 

Pro His Thr Tyr Cys Asp His Met Ser va ^ 
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144 



192 



240 
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384 
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aat gtc agg gtt aac gcc ate tat ggt ttg ata gtt gec ctg ctg att 624 

Asn Val Arg Val Asn Ala lie Tyr Gly Leu lie Val Ala Leu Leu lie 
195 200 205 

999 99 c ttt gat ate ctg tgc att aca ate tec tac act atg att ctt 672 

Gly Gly Phe Asp lie Leu Cys lie Thr lie Ser Tyr Thr Met lie Leu 

210 215 220 

caa gca gtt gtg agt eta tea tea gca gat get cga cag aag gcc ttc 720 

Gin Ala Val Val Ser Leu Ser Ser Ala Asp Ala Arg Gin Lys Ala Phe 

225 230 235 240 

age acc tgc act gcc cac ttc tgt gcc ata gtc etc acc tat gtt cca 768 

Ser Thr Cys Thr Ala His Phe Cys Ala He Val Leu Thr Tyr Val Pro 

245 250 255 

gcc ttc ttt acc ttc ttt aca cac cat ttt ggg gga cac acc att cct 816 

Ala Phe Phe Thr Phe Phe Thr His His Phe Gly Gly His Thr He Pro 
260 265 270 

eta cac ata cat att att atg get aat etc tac eta eta atg cct ccc 864 

Leu His He His lie He Met Ala Asn Leu Tyr Leu Leu Met Pro Pro 
275 280 285 

aca atg aac cct att gtg tat ggg gtg aaa acc agg cag gta cga gaa 912 

Thr Met Asn Pro He Val Tyr Gly Val Lys Thr Arg Gin Val Arg Glu 

290 295 300 

agt gtc att agg ttc ttt ctt aag gga aag gac aat tct cat aac ttt 960 

Ser Val He Arg Phe Phe Leu Lys Gly Lys Asp Asn Ser His Asn Phe 

305 310 315 320 

taa 963 



<210> 388 

<211> 320 

<212> PRT 

<213> Homo Sapiens 

<400> 388 

Met Ser Phe Leu Asn Gly Thr Ser Leu Thr Pro Ala Ser Phe He Leu 
15 10 15 



Asn Gly He Pro Gly Leu Glu Asp Val His Leu Trp He Ser Phe Pro 
20 25 30 



Leu Cys Thr Met Tyr Ser He Ala He Thr Gly Asn Phe Gly Leu Met 
35 40 45 



Tyr Leu He Tyr Cys Asp Glu Ala Leu His Arg Pro Met Tyr Val Phe 
50 55 60 



Leu Ala Leu Leu Ser Phe Thr Asp Val Leu Met Cys Thr Ser Thr Leu 
65 70 75 80 
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« Ran * «. - x» - ™ - - ~ Glu 118 » Phe 

85 

u . c «. ». - ~ - - - »" ~ - IE 

100 

OX. « „, V* - »« ■« - « - SI V " Ui 

115 

Ala Thr ne Leu Thr Asn Ser Val He Ala 
Cys Phe Pro Leu Arg Tyr Ala Thr ^ 

130 135 
ws »X, OX, - - - « » 9 »» Si V " S 



145 



Ser Thr Phe Leu Thr Lys Arg i*u — ^ 



Ar g Leu Pro Tyr Cys Lys Gly Asn Val He 



165 



m ^ cv. ^ Bi5 « - « «. W - xi. - - «y 



180 

n * Ala lie Tyr Gly Leu He Val Ala Leu Leu lie 
Asn Val Arg Val Asn Ala He Tyr 2Q5 
195 



Tl«> Leu Cys He Thr He Ser Tyr Thr Met lie Leu 
Gly Gly Phe Asp He Leu cys x± 22Q 



210 

Gln ,X, V.! V. S« -J S« S., ». »P £ «- - ^ »• - 

225 230 

E « Ttt Cy= «. His ». c yS - XX. V.1 - *r * V.X P~ 

245 

A X, Ph . P*, «r ». P.. * Hi. Hi. ». »V Hi. *r XX. «. 

260 



• Tie Met Ala Asn Leu Tyr Leu Leu Met Pro Pro 

lis He His He He Met aw 2g5 

275 280 

Tl v»i Tvr Gly val Lys Thr Arg Gin Val Arg Glu 
Me t Asn Pro He Val Tyr oiy 3Q0 

2 95 

290 

T o riv Lvs Asp Asn Ser His Asn Phe 
Val He Arg Phe Phe Leu Lys Gly Lys A^p 32Q 
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<210> 389 

<211> 948 

<212> DNA 

<2 13 > Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (945) 

<223> 



<400> 389 
atg aca aca 
Met Thr Thr 
1 

etc ttg aat 
Leu Leu Asn 



ctg ccc etc 
Leu Pro Leu 
35 

etc ctg atg 
Leu Leu Met 

50 

tac ctg etc 
Tyr Leu Leu 
65 

gtc ate ccc 
Val lie Pro 



age ttc cct 
Ser Phe Pro 



gee atg gag 
Ala Met Glu 
115 

gee ate tgc 
Ala lie Cys 
130 

gta gtc aag 
Val Val Lys 
145 

ctg ccc ate 
Leu Pro lie 



gtc att gag 
Val He Glu 



tgc gat gat 



cac cga aat 
His Arg Asn 
5 

tgt ttt gtc 
Cys Phe Val 
20 

age etc ctt 
Ser Leu Leu 



ace ate tgg 
Thr He Trp 



age etc etc 
Ser Leu Leu 
70 

aag gtc ctg 
Lys Val Leu 
85 

gee tgc ttc 
Ala Cys Phe 
100 

tct tgc aca 
Ser Cys Thr 



cac cca ctg 
His Pro Leu 



get gee atg 
Ala Ala Met 
150 

ccc ate ctt 
Pro He Leu 
165 

aac tgc ate 
Asn Cys He 
180 

gtc ace ate 



gac ace etc 
Asp Thr Leu 



aga tec ccc 
Arg Ser Pro 
25 

ttc etc ttg 
Phe Leu Leu 
40 

ctg gag gee 
Leu Glu Ala 
55 

tec ctg ctg 
Ser Leu Leu 



ace ate ttc 
Thr He Phe 



etc cag atg 
Leu Gin Met 
105 

ttc atg gtc 
Phe Met Val 
120 

aga tat cca 
Arg Tyr Pro 
135 

ttt att ttg 
Phe lie Leu 



tea gca caa 
Ser Ala Gin 



tgt gee aat 
Cys Ala Asn 
185 

aat cac ctt 



tec act gaa 
Ser Thr Glu 
10 

age tgg cag 
Ser Trp Gin 



gee gta ggg 
Ala Val Gly 



tct ctg cac 
Ser Leu His 
60 

gac ate gtg 
Asp He Val 
75 

tgg ttt gac 
Trp Phe Asp 
90 

tac ate atg 
Tyr He Met 



atg gee tat 
Met Ala Tyr 



tea ate ate 
Ser lie He 
140 

ace aga aat 
Thr Arg Asn 
155 

etc cgt tat 
Leu Arg Tyr 
170 

atg tct gtt 
Met Ser Val 



tac caa ttt 



get tea gac 
Ala Ser Asp 
15 

cac tgg ctg 
His Trp Leu 
30 

gee aac ace 
Ala Asn Thr 
45 

cag ccc ctg 
Gin Pro Leu 



etc tgc etc 
Leu Cys Leu 



etc agg ccc 
Leu Arg Pro 
95 

aat tgt ttc 
Asn Cys Phe 
110 

gat cgt tat 
Asp Arg Tyr 
125 

act gat cac 
Thr Asp His 



gtg ctt atg 
Val Leu Met 



tgt gga aga 
Cys Gly Arg 
175 

tec aga etc 
Ser Arg Leu 
190 

get gga ggc 



ttc 48 
Phe 



tec 96 
Ser 



ace 144 
Thr 



tac 192 
Tyr 



act 240 

Thr 

80 

ate 288 
He 



eta 336 
Leu 



gta 384 
Val 



ttt 432 
Phe 



act 480 

Thr 
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aat 528 
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tgg 624 



581 



BNSDOC;D <WC 0224726A2 



PCT/BE01/00162 

WO 02/24726 

MP -p v., ~ - - - - - - & G1Y Gly Trp 

e s s s; r.i s £ - £ £ - £ s £ - ^ 
s a s s s = s s S K i| s s « s i 
s s e s ss - sr. e £ - - ~ ™ i ~ 

245 

r^t- atq qct aag aag aaa gtc 

S K c ~ X & E S - i «• ™ ! "» - ST. w> ml 

260 

^ aar att etc cac cat gtc att cct 

tn - £ ss s £ ss i » - - - ™ pr ° 
g „ 9C c I r .« - - « - s s £ r. "= "! 

„„ l a*9 ca 9 j» «. t« aa 9 ... | f «. «• 

Gin Gly Met Gin Arg Leu Leu Lys y n5 



ei: 



816 



864 



310 
305 



<210> 390 

<211> 315 

<212> PRT 

<213> Homo Sapiens 

<400> 390 



got- Thr Glu Ala Ser Asp Phe 
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Pro Ser Trp Gin His Trp Leu Ser 
L eu Leu Asn Cys Phe Val Arg Ser Pro 30 

20 



Ala Val Gly Ala Asn Thr Thr 

t Ser Leu Leu — 

35 



Leu pro Leu Ser Leu Leu Phe Leu Leu Ma va, ^ ~ 
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Ser Phe Pro Ala Cys Phe Leu Gin Met Tyr lie Met Asn Cys Phe Leu 
100 105 110 



Ala Met Glu Ser Cys Thr Phe Met Val Met Ala Tyr Asp Arg Tyr Val 
115 120 125 



Ala lie Cys His Pro Leu Arg Tyr Pro Ser lie lie Thr Asp His Phe 
130 135 140 



Val Val Lys Ala Ala Met Phe lie Leu Thr Arg Asn Val Leu Met Thr 
145 150 155 160 



Leu Pro lie Pro lie Leu Ser Ala Gin Leu Arg Tyr Cys Gly Arg Asn 
165 170 175 



Val lie Glu Asn Cys He Cys Ala Asn Met Ser Val Ser Arg Leu Ser 
180 185 190 



Cys Asp Asp Val Thr He Asn His Leu Tyr Gin Phe Ala Gly Gly Trp 
195 200 205 



Thr Leu Leu Gly Ser Asp Leu lie Leu He Phe Leu Ser Tyr Thr Phe 
210 215 220 



He Leu Arg Ala Val Leu Arg Leu Lys Ala Glu Gly Ala Val Ala Lys 
225 230 235 240 



Ala Leu Ser Thr Cys Gly Ser His Phe Met Leu He Leu Phe Phe Ser 
245 250 255 



Thr He Leu Leu Val Phe Val Leu Thr His Val Ala Lys Lys Lys Val 
260 265 270 



Ser Pro Asp Val Pro Val Leu Leu Asn Val Leu His His Val He Pro 
275 280 285 



Ala Ala Leu Asn Pro He He Tyr Gly Val Arg Thr Gin Glu He Lys 
290 295 300 



Gin Gly Met Gin Arg Leu Leu Lys Lys Gly Cys 
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tta ttg gat gtg etc ctt att att etc tec cat ate agg ate etc tat 672 

Leu Leu Asp Val Leu Leu lie lie Leu Ser His lie Arg lie Leu Tyr 
210 215 220 

get gtc ttc tgc ctg ccc tec tgg gaa get cga etc aaa get etc aac 720 

Ala Val Phe Cys Leu Pro Ser Trp Glu Ala Arg Leu Lys Ala Leu Asn 
225 230 235 240 

ace tgt ggc tct cac att ggt gtt ate tta gee ttt tct aca cca gca 768 

Thr Cys Gly Ser His lie Gly Val lie Leu Ala Phe Ser Thr Pro Ala 
245 250 255 

ttt ttc tct ttc ttt aca cac tgc ttt ggc cat gat att ccc caa tat 816 

Phe Phe Ser Phe Phe Thr His Cys Phe Gly His Asp lie Pro Gin Tyr 

260 265 270 

ate cac att ttc ttg get aat eta tat gtg gtt gtt cct ccc acc etc 864 

lie His lie Phe Leu Ala Asn Leu Tyr Val Val Val Pro Pro Thr Leu 

275 280 285 

aat cct gta ate tat ggg gtc aga acc aaa cat att agg gag aca gtg 912 

Asn Pro Val lie Tyr Gly Val Arg Thr Lys His lie Arg Glu Thr Val 
290 295 300 

ctg agg att ttc ttc aag aca gat cac taa 94 2 

Leu Arg lie Phe Phe Lys Thr Asp His 
305 310 



<210> 392 

<211> 313 

<212> PRT 

<213> Homo Sapiens 

<400> 392 

Met Pro lie Ala Asn Asp Thr Gin Phe His Thr Ser Ser Phe Leu Leu 
15 10 15 



Leu Gly lie Pro Gly Leu Glu Asp Val His lie Trp lie Gly Phe Pro 
20 25 30 



Phe Phe Ser Val Tyr Leu lie Ala Leu Leu Gly Asn Ala Ala lie Phe 
35 40 45 



Phe Val lie Gin Thr Glu Gin Ser Leu His Glu Pro Met Tyr Tyr Cys 
50 55 60 



Leu Ala Met Leu Asp Ser lie Asp Leu Ser Leu Ser Thr Ala Thr lie 
65 70 75 80 



Pro Lys Met Leu Gly lie Phe Trp Phe Asn lie Lys Glu lie Ser Phe 
85 90 95 



Gly Gly Tyr Leu Ser Gin Met Phe Phe lie His Phe Phe Thr Val Met 
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180 
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245 



Phe Phe Ser Phe Phe Thr Hils cys 



n , nlTr xr-ic. asp He Pro Gin Tyr 
Phe Thr His Cys Phe Gly His Asp i ^ 

260 

Val Val Val Pro Pro Thr Leu 
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is lie Phe Leu Ala Asn Leu Tyr Val vax v.* ^ 



^ c 280 
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<400> 393 
atg cct tct 
Met Pro Ser 
1 

eta gga ata 
Leu Gly lie 



ttc tgt att 
Phe Cys lie 
35 

ttt gtg ate 
Phe Val lie 
50 

ctg gee atg 
Leu Ala Met 
65 

ccc aaa atg 
Pro Lys Met 



ggg gga tgc 
Gly Gly Cys 



gag act gtt 
Glu Thr Val 
115 

tgc aac cct 
Cys Asn Pro 
130 

ate eta get 
lie Leu Ala 
145 

ttt gtg ttt 
Phe Val Phe 



cct cac aca 
Pro His Thr 



ccc att aag 
Pro lie Lys 
195 

att gtg gat 
lie Val Asp 
210 



ate aat gac 
lie Asn Asp 
5 

cca gga ctg 
Pro Gly Leu 
20 

gtg tac ctg 
Val Tyr Leu 



aaa act gaa 
Lys Thr Glu 



ttg tct atg 
Leu Ser Met 
70 

eta gga ate 
Leu Gly lie 
85 

ctt ctt cag 
Leu Leu Gin 
100 

ctg ttg gtg 
Leu Leu Val 



etc cag tac 
Leu Gin Tyr 



tct gtg gtt 

Ser Val Val 
150 

etc att ctg 
Leu lie Leu 
165 

tac tgt gag 
Tyr Cys Glu 
180 

ate aac ata 
lie Asn lie 



gtg ate tta 
Val lie Leu 



ace cac ttc 
Thr His Phe 



gac act tta 
Asp Thr Leu 
25 

att gee att 
lie Ala lie 
40 

cat agt eta 
His Ser Leu 
55 

att gat ctg 
lie Asp Leu 



ttc tgg ttc 
Phe Trp Phe 



atg ttc ttt 
Met Phe Phe 
105 

gtc atg get 
Val Met Ala 
120 

ace atg ate 
Thr Met lie 
135 

gtt gga aga 
Val Gly Arg 



cgt ctg cca 
Arg Leu Pro 



cac agg ggt 
His Arg Gly 
185 

ate tat ggg 
lie Tyr Gly 
200 

att gee tct 
lie Ala Ser 
215 



tat ccc ccc 
Tyr Pro Pro 
10 

cat ate tgg 
His lie Trp 



gtg ggg aat 
Val Gly Asn 



cac cag ccc 
His Gin Pro 
60 

ggt ctg tec 
Gly Leu Ser 
75 

aac etc caa 
Asn Leu Gin 
90 

att cac atg 
lie His Met 



tat gac cgc 
Tyr Asp Arg 



etc acc aat 
Leu Thr Asn 
140 

aat tta gtt 
Asn Leu Val 
155 

ttc tgt ggg 
Phe Cys Gly 
170 

ctg gee ggg 
Leu Ala Gly 



etc atg gtg 
Leu Met Val 



tec tat gtg 
Ser Tyr Val 
220 



ttc ttc etc 
Phe Phe Leu 
15 

att tct ttc 
lie Ser Phe 
30 

atg acc att 
Met Thr He 
45 

atg ttc tac 
Met Phe Tyr 



aca tec act 
Thr Ser Thr 



gag ate age 
Glu He Ser 
95 

ttt aca ggc 
Phe Thr Gly 
110 

ttt gtt gee 
Phe Val Ala 
125 

aaa acc ate 
Lys Thr He 



ctt gta acc 
Leu Val Thr 



cat aac ate 
His Asn He 
175 

ttg gec tgt 
Leu Ala Cys 
190 

att tct tat 
He Ser Tyr 
205 

ctt ate ctt 
Leu He Leu 



ctg 48 
Leu 



cca 96 
Pro 



etc 144 
Leu 



ttc 192 
Phe 



ate 240 

He 

80 

ttt 288 
Phe 



atg 336 
Met 



ate 384 

He 



agt 432 
Ser 



cca 480 

Pro 

160 

gta 528 
Val 



gca 576 
Ala 



att 624 
He 



aga 672 
Arg 
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Glu Thr Val Leu Leu Val Val Met Ala Tyr Asp Arg Phe Val Ala lie 
115 120 125 



Cys Asn Pro Leu Gin Tyr Thr Met He Leu Thr Asn Lys Thr He Ser 
130 135 140 



He Leu Ala Ser Val Val Val Gly Arg Asn Leu Val Leu Val Thr Pro 
145 150 155 160 



Phe Val Phe Leu He Leu Arg Leu Pro Phe Cys Gly His Asn lie Val 
165 170 175 



Pro His Thr Tyr Cys Glu His Arg Gly Leu Ala Gly Leu Ala Cys Ala 
180 185 190 



Pro He Lys He Asn He He Tyr Gly Leu Met Val He Ser Tyr He 
195 200 205 



He Val Asp Val He Leu He Ala Ser Ser Tyr Val Leu He Leu Arg 
210 215 220 



Ala Val Phe Arg Leu Pro Ser Gin Asp Val Arg Leu Lys Ala Phe Asn 
225 230 235 240 



Thr Cys Gly Ser His Val Cys Val Met Leu Cys Phe Tyr Thr Pro Ala 
245 250 255 



Phe Phe Ser Phe Met Thr His Arg Phe Gly Gin Asn He Pro His Tyr 
260 265 270 



He His He Leu Leu Ala Asn Leu Tyr Val Val Val Pro Pro Ala Leu 
275 280 285 



Asn Pro Val He Tyr Gly Val Arg Thr Lys Gin He Arg Glu Gin He 
290 295 300 



Val Lys He Phe Val Gin Lys Glu 
305 310 
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225 230 235 240 

aaa get etc aac acc tgt ggt tct cat att ggt gtt ate tta gec ttt 768 

Lys Ala Leu Asn Thr Cys Gly Ser His lie Gly Val lie Leu Ala Phe 
245 250 255 

ttt aca cca gca ttt ttt tea ttc ttg aca cat cgt ttt ggc cat aat 816 

Phe Thr Pro Ala Phe Phe Ser Phe Leu Thr His Arg Phe Gly His Asn 

260 265 270 

ate cca cag tat ata cat att ata tta gec aac ctg tat gtg gtt gtc 864 

lie Pro Gin Tyr lie His lie He Leu Ala Asn Leu Tyr Val Val Val 

275 280 285 

cca cca gec etc aat cct gta ate tat gga gtc agg aca aag cag att 912 

Pro Pro Ala Leu Asn Pro Val He Tyr Gly Val Arg Thr Lys Gin He 
290 295 300 

cga gag aga gtg ctg agg att ttt etc aag acc aat cac taa 954 

Arg Glu Arg Val Leu Arg He Phe Leu Lys Thr Asn His 
305 310 315 
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<212> PRT 

<213> Homo Sapiens 

<400> 396 

Met Ala Gly Arg Met Ser Thr Ser Asn His Thr Gin Phe His Pro Ser 
15 10 15 



Ser Phe Leu Leu Leu Gly He Pro Gly Leu Glu Asp Val His He Trp 
20 25 30 



He Gly Val Pro Phe Phe Phe Val Tyr Leu Val Ala Leu Leu Gly Asn 
35 40 45 



Thr Ala Leu Leu Phe Val He Gin Thr Glu Gin Ser Leu His Glu Pro 
50 55 60 



Met Tyr Tyr Phe Leu Ala Met Leu Asp Ser He Asp Leu Gly Leu Ser 
65 70 75 80 



Thr Ala Thr He Pro Lys Met Leu Gly He Phe Trp Phe Asn Thr Lys 
85 90 95 



Glu He Ser Phe Gly Gly Cys Leu Ser His Met Phe Phe He His Phe 
100 105 110 



Phe Thr Ala Met Glu Ser He Val Leu Val Ala Met Ala Phe Asp Arg 
115 120 125 
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atg cct eta 
Met Pro Leu 
1 

cct cca tct 
Pro Pro Ser 



gta tgg ate 
Val Trp lie 
35 

ggg aat ctt 
Gly Asn Leu 
50 

cat ccg atg 
His Pro Met 
65 

ctt acc tgc 
Leu Thr Cys 



agt etc aaa 
Ser Leu Lys 



gtt cat ggg 
Val His Gly 
115 

eta gac cgc 
Leu Asp Arg 
130 

etc acc aac 
Leu Thr Asn 
145 

ggt gta ttg 
Gly Val Leu 



ttc tgc caa 
Phe Cys Gin 



gta gta aag 
Val Val Lys 
195 

eta atg gtt 
Leu Met Val 
210 

ttg tct tac 
Leu Ser Tyr 
225 

gat get egg 



ttt aat tea 
Phe Asn Ser 
5 

ttt att ctt 
Phe lie Leu 
20 

tec etc cca 
Ser Leu Pro 



ggt ctt gtg 
Gly Leu Val 



tat ttt ttt 

Tyr Phe Phe 
70 

acc acc act 
Thr Thr Thr 
85 

gaa att aac 
Glu lie Asn 
100 

ttc aca ggt 
Phe Thr Gly 



tat gta gee 
Tyr Val Ala 



cct ate att 
Pro lie lie 
150 

ctg atg att 
Leu Met lie 
165 

age aat att 
Ser Asn lie 
180 

eta tct tgt 
Leu Ser Cys 



get etc ctg 
Ala Leu Leu 



act ttg ate 
Thr Leu lie 
230 

cag aag get 



tta tgc tgg 
Leu Cys Trp 



aat gga ata 
Asn Gly lie 
25 

etc tgc aca 
Leu Cys Thr 
40 

tac etc att 
Tyr Leu lie 
55 

ttt ggc cat 
Phe Gly His 



eta ccc aat 
Leu Pro Asn 



ttc aat get 
Phe Asn Ala 
105 

gtg gag tct 
Val Glu Ser 
120 

att tgc tac 
lie Cys Tyr 
135 

gee aag get 
Ala Lys Ala 



cct ttc cca 
Pro Phe Pro 



ate tec cat 
lie Ser His 
185 

gec age ate 
Ala Ser lie 
200 

att gga gtg 
lie Gly Val 
215 

etc aag gca 
Leu Lys Ala 



ttc age acc 



ttt cca aca 
Phe Pro Thr 
10 

cct ggt ctg 
Pro Gly Leu 



atg tac ate 
Met Tyr lie 



tat tat gag 
Tyr Tyr Glu 
60 

get etc tec 
Ala Leu Ser 
75 

gca etc tgc 
Ala Leu Cys 
90 

tgc ttg gec 
Cys Leu Ala 



ggg gtg etc 

Gly Val Leu 



cct ttg cgt 
Pro Leu Arg 
140 

gag ctt gee 
Glu Leu Ala 
155 

ttc ttg gtt 
Phe Leu Val 
170 

acg tac tgc 
Thr Tyr Cys 



aag gtc aat 
Lys Val Asn 



ttt gac att 
Phe Asp lie 
220 

gcg ate age 
Ala lie Ser 

235 

tgc act gee 



att cat gtg 
lie His Val 

15 

gaa aga gta 
Glu Arg Val 
30 

ate ttc ctt 
lie Phe Leu 
45 

gag tec tta 
Glu Ser Leu 



etc att gac 
Leu lie Asp 



ate ttc tgg 
lie Phe Trp 
95 

cag atg ttc 
Gin Met Phe 
110 

atg etc atg 
Met Leu Met 
125 

tat get acc 
Tyr Ala Thr 



acc ttc ctg 
Thr Phe Leu 



aag cgt ttg 
Lys Arg Leu 
175 

gac cac atg 
Asp His Met 
190 

gta ate tat 
Val lie Tyr 
205 

tgt tgt ata 
Cys Cys lie 



etc tct tea 
Leu Ser Ser 



cat ata tct 



act 48 
Thr 



cat 96 
His 



gtg 144 
Val 



cat 192 
His 



etc 240 

Leu 

80 

ttc 288 
Phe 



ttt 336 
Phe 



get 384 
Ala 



aca 432 
Thr 



agg 4 80 

Arg 

160 

cct 528 
Pro 



tct 576 
Ser 



ggt 624 
Gly 



tct 672 
Ser 



tea 720 

Ser 

240 

gec 768 
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275 280 

^ ri- 3 aac cct att gtt tat gga gta 
ctt tat ctt ctt ctt ccc oca act eta aac ^ ^ ^ flly yal 

Leu Tyr Leu Leu Leu Pro Pro mr ^ 

290 295 
aag aca aaa cag ata cgc aag agt gtc ata aag ttc ttc cag ggt gat 
Lys Thr Lys Gin He Arg Lys Ser Vai ±x ^ 32Q 



305 310 



aag ggt gca ggt tga 
Lys Gly Ala Gly 



<210> 398 

<211> 324 

<212> PRT 

<213> Homo Sapiens 



"pjLu Phe Asn Ser Leu Cys Trp Phe Pro Thr He His Val Thr 



Met irxw -^q 



-, t A^r, nv Tie Pro Gly Leu Glu Arg Val His 
Pro Pro Ser Phe He Leu Asn Gly lie Pro ^xy ^ 



20 



Val Trp He Ser ,eu Pro Leu Cys Thr Met Tyr Xle lie Phe Leu Val 



35 40 



Cly Asn Leu Oly «u Val Tyr Leu Xle Tyr Tyr Olu Olu Ser Leu His 



50 55 



His Pro Met Tyr Phe Phe Phe Gly His Ala Leu Ser Leu He Asp Leu 

70 

65 /U 
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85 yu 
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Leu Asp Arg Tyr Val Ala lie Cys Tyr Pro Leu Arg Tyr Ala Thr Thr 
130 135 140 



Leu Thr Asn Pro lie lie Ala Lys Ala Glu Leu Ala Thr Phe Leu Arg 
145 150 155 160 



Gly Val Leu Leu Met lie Pro Phe Pro Phe Leu Val Lys Arg Leu Pro 
165 170 175 



Phe Cys Gin Ser Asn lie lie Ser His Thr Tyr Cys Asp His Met Ser 
180 185 190 



Val Val Lys Leu Ser Cys Ala Ser lie Lys Val Asn Val lie Tyr Gly 
195 200 205 



Leu Met Val Ala Leu Leu lie Gly Val Phe Asp lie Cys Cys lie Ser 
210 215 220 



Leu Ser Tyr Thr Leu lie Leu Lys Ala Ala lie Ser Leu Ser Ser Ser 
225 230 235 240 



Asp Ala Arg Gin Lys Ala Phe Ser Thr Cys Thr Ala His lie Ser Ala 
245 250 255 



lie lie lie Thr Tyr Val Pro Ala Phe Phe Thr Phe Phe Ala His Arg 
260 265 270 



Phe Gly Gly His Thr lie Pro Pro Ser Leu His lie lie Val Ala Asn 
275 280 285 



Leu Tyr Leu Leu Leu Pro Pro Thr Leu Asn Pro lie Val Tyr Gly Val 
290 295 300 



Lys Thr Lys Gin lie Arg Lys Ser Val lie Lys Phe Phe Gin Gly Asp 
305 310 315 320 



Lys Gly Ala Gly 



<210> 399 

<211> 972 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 
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<222> (1)..(969) 
<223> 



« s s =s ss s ss ss £ s s ss ss ss s " 



Met Ser His Tiir Asn vcix ^i. -^v- 

1 5 10 

cct ggc ate cct ggg ttg gag get tat cac att tgg ctg tea ata cct 

Pro Gly He Pro Gly Leu Glu Ala Tyr His He Trp Leu Ser He Pro 



20 



25 



ctt tgc etc att tac ate act gca gtc ctg gga aac age ate ctg ata 
leu Cys Leu lie Tyr He Thr Ala Val Leu Gly Asn Ser He Leu He 



35 



40 
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50 " 60 
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70 



75 
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100 105 

aaq tea get ate etg tta gee atg gee ttt gat cgc ttt gtg gee att 
Su Ser Ala He Leu Leu Ala Met Ala Phe Asp Arg Phe Val Ala He 



115 



120 125 



tgt gee eea etg aga tat aea aea gtg eta aea tgg cct gtt gtg ggg 
gs £• Pro Leu Arg Tyr Thr Thr Val Leu Thr Trp Pro Val Val Gly 



130 



135 



xaa att act ctg gee gtc ate ace cga age ttc tgc ate ate ttc cca 
Arg He IS Leu La Val He Thr Arg Ser Phe Cys He He Phe Pro 



145 



150 155 



gtc ata ttc ttg etg aag egg etg eec ttc tgc eta ace aac att gtt 
Val He Phe Leu Leu Lys Arg Leu Pro Phe Cys Leu Thr Asn He Val 
165 170 175 

cet cac tec tac tgt gag cat att gga gtg get cgt tta gee tgt get 
Pro Us Ser Tyr Cys 111 His He Gly Val Ala Arg Leu Ala Cys Ala 

180 185 

s Si £ ss ~ s ss £ s - £ ?2 » si £ s 

195 200 

ate ate ttg gat gtt ate etc ate get gtg tct tac tea ctg ate etc 

gtc ciuu tuy ^ ^ a1a ,t^-i q er Tvr Ser Leu lie Leu 

Val He Leu Asp Val He Leu He Ala Val ser lyr 

210 215 220 
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cga gca gtg ttt cgt ttg ccc tec cag gat get egg cac aag gec etc 720 
Arg Ala Val Phe Arg Leu Pro Ser Gin Asp Ala Arg His Lys Ala Leu 
225 230 235 240 

age act tgt ggc tec cac etc tgt gtc ate ctt atg ttt tat gtt cca 768 

Ser Thr Cys Gly Ser His Leu Cys Val He Leu Met Phe Tyr Val Pro 
245 250 255 

tec ttc ttt acc tta ttg acc cat cat ttt ggg cgt aat att cct caa 816 

Ser Phe Phe Thr Leu Leu Thr His His Phe Gly Arg Asn He Pro Gin 
260 265 270 

cat gtc cat ate ttg ctg gee aat ctt tat gtg gca gtg cca cca atg 864 

His Val His He Leu Leu Ala Asn Leu Tyr Val Ala Val Pro Pro Met 
275 280 285 

ctg aac ccc att gtc tat ggt gtg aag act aag cag ata cgt gag ggt 912 

Leu Asn Pro He Val Tyr Gly Val Lys Thr Lys Gin He Arg Glu Gly 

290 295 300 

gta gee cac egg ttc ttt gac ate aag act tgg tgc tgt acc tec cct 960 

Val Ala His Arg Phe Phe Asp lie Lys Thr Trp Cys Cys Thr Ser Pro 
305 310 315 320 

ctg ggc tea tga 972 
Leu Gly Ser 



<210> 400 

<211> 323 

<212> PRT 

<213> Homo Sapiens 

<400> 400 

Met Ser His Thr Asn Val Thr He Phe His Pro Ala Val Phe Val Leu 
15 10 15 



Pro Gly He Pro Gly Leu Glu Ala Tyr His He Trp Leu Ser He Pro 
20 25 30 



Leu Cys Leu He Tyr He Thr Ala Val Leu Gly Asn Ser He Leu He 
35 40 45 



Val Val He Val Met Glu Arg Asn Leu His Val Pro Met Tyr Phe Phe 
50 55 60 



Leu Ser Met Leu Ala Val Met Asp He Leu Leu Ser Thr Thr Thr Val 
65 70 75 80 



Pro Lys Ala Leu Ala He Phe Trp Leu Gin Ala His Asn He Ala Phe 
85 90 95 



Asp Ala Cys Val Thr Gin Gly Phe Phe Val His Met Met Phe Val Gly 
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Glu Ser Ala He Leu Leu Ala Met Ala Phe Asp Arg Phe Val Ala He 
115 120 125 

CVS Ala Pro Leu Arg Tyr Thr Thr Val Leu Thr Trp Pro Val Val Gly 
130 135 140 

Arg lie Ala Leu Ala Val He Thr Arg Ser Phe Cys He He Phe Pro 
145 150 I 55 

Val He Phe Leu Leu Lys Arg Leu Pro Phe Cys Leu Thr Asn He Val 
165 170 17!5 

Pro Hie Ser Tyr Cys Glu His He Gly Val Ala Arg Leu Ala Cys Ala 



180 



185 



Asp He Thr Val Asn He Trp Tyr Gly Phe Ser Val Pro He Val Met 

^ onn 



195 200 



Val He Leu Asp Val He Leu I 



le Ala Val Ser Tyr Ser Leu He Leu 



210 



215 



220 



Arg Ala Val Phe Arg Leu Pro Ser Gin Asp Ala Arg His Lys Ala Leu 
225 230 235 

Ser Thr Cys Gly Ser His Leu Cys Val He Leu Met Phe Tyr Val Pro 
245 250 

Ser Phe Phe Thr Leu Leu Thr His His Phe Gly Arg Asn He Pro Gin 
260 265 270 

His Val His He Leu Leu Ala Asn Leu Tyr Val Ala Val Pro Pro Met 
275 280 285 



Leu Asn Pro 
290 



He Val Tyr Gly Val Lys Thr Lys Gin He Arg Glu Gly 



295 



300 



Val Ala His Arg Phe Phe Asp He Lys Thr Trp Cys Cys Thr Ser Pro 
305 31° 315 



Leu Gly Ser 



<210> 401 
<2H> 963 
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<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (963) 

<223> 



<400> 401 

atg gca gaa act eta caa etc aat tec ace ttc eta cac cca aac ttc 48 

Met Ala Glu Thr Leu Gin Leu Asn Ser Thr Phe Leu His Pro Asn Phe 

15 10 15 

ttc ata ctg act ggc ttt cca ggg eta gga agt gec cag act tgg ctg 96 

Phe lie Leu Thr Gly Phe Pro Gly Leu Gly Ser Ala Gin Thr Trp Leu 
20 25 30 

aca ctg gtc ttt ggg ccc att tat ctg ctg gec ctg ctg ggc aat gga 144 

Thr Leu Val Phe Gly Pro lie Tyr Leu Leu Ala Leu Leu Gly Asn Gly 
35 40 45 

gca ctg ccg gca gtg gtg tgg ata gac tec aca ctg cac cag ccc atg 192 

Ala Leu Pro Ala Val Val Trp Tie Asp Ser Thr Leu His Gin Pro Met 
50 55 60 

ttt eta ctg ttg gec ate ctg gca gec aca gac ctg ggc tta gee aca 240 

Phe Leu Leu Leu Ala lie Leu Ala Ala Thr Asp Leu Gly Leu Ala Thr 
65 70 75 80 

tct ata gec cca ggg ttg ctg get gtg ctg tgg ctt ggg ccc cga tct 288 

Ser lie Ala Pro Gly Leu Leu Ala Val Leu Trp Leu Gly Pro Arg Ser 

85 90 95 

gtg cca tat get gtg tgc ctg gtc cag atg ttc ttt gta cat gca ctg 336 

Val Pro Tyr Ala Val Cys Leu Val Gin Met Phe Phe Val His Ala Leu 
100 105 110 

act gee atg gaa tea ggt gtg ctt ttg gee atg gee tgt gat cgt get 384 

Thr Ala Met Glu Ser Gly Val Leu Leu Ala Met Ala Cys Asp Arg Ala 
115 120 125 

9 C 9 9 ca ata 999 c 9t cca ct 9 cac tac cct 9 tc ct 9 9 tc acc aaa 9 CC 432 

Ala Ala lie Gly Arg Pro Leu His Tyr Pro Val Leu Val Thr Lys Ala 
130 135 140 

tgt gtg ggt tat gca gee ttg gec ctg gca ctg aaa get gtg get att 480 

Cys Val Gly Tyr Ala Ala Leu Ala Leu Ala Leu Lys Ala Val Ala lie 
145 150 155 160 

gtt gta cct ttc cca ctg ctg gtg gca aag ttt gag cac ttc caa gec 528 

Val Val Pro Phe Pro Leu Leu Val Ala Lys Phe Glu His Phe Gin Ala 

165 170 175 

aag acc ata ggc cat acc tat tgt gca cac atg gca gtg gta gaa ctg 576 

Lys Thr lie Gly His Thr Tyr Cys Ala His Met Ala Val Val Glu Leu 
180 185 190 

gtg gtg ggt aac aca cag gec acc aac tta tat ggt ctg gca ctt tea 624 

Val Val Gly Asn Thr Gin Ala Thr Asn Leu Tyr Gly Leu Ala Leu Ser 
195 200 205 
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- ^ ^t etc ttc tec tac etc aca cac cgc ttt ggt cat cac 

tac ata cct ggt etc tec eco uc*v_ 

ayr He Pro Gly Leu Phe Ser Tyr Leu Thr His Arg Phe Giy 
260 265 

^ rn-a cac ate ctt etc tec aac ate tac ttg ctg 
act gtc cca aag cct gtg cac ate ctt u 

Thr Val Pro Lys Pro Val His lie Leu Leu Ser Asn lie Tyr 
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lie Arg Asp Arg Leu Leu Glu Thr Phe Ttir Fne a y y ^ 
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<210> 402 

<211> 320 

<212> PRT 

<213> Homo Sapiens 



<400> 402 

Met Ala Glu Thr Leu Gin Leu Asn Ser Thr Phe Leu His Pro Asn Phe 
1 c 10 



Phe 13 



le Leu Thr Gly Phe Pro Gly Leu Gly Ser Ala Gin Thr Trp Leu 

20 25 

Thr Leu val Phe Gly Pro He Tyr Leu Leu Ala Leu Leu Gly Asn Gly 
35 40 4 

Ma Leu Pro Ala Val Val Trp lie Asp Ser Thr Leu His Gin Pro Met 
50 55 60 

Phe Leu Leu Leu Ala He Leu Ala Ala Thr Asp Leu Gly Leu Ala Thr 
65 70 5 

S er He Ala Pro Gly Leu Leu Ala Val Leu Trp Leu Gly Pro Arg Ser 
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Val Pro Tyr Ala Val Cys Leu Val Gin Met Phe Phe Val His Ala Leu 
100 105 110 



Thr Ala Met Glu Ser Gly Val Leu Leu Ala Met Ala Cys Asp Arg Ala 
115 120 125 



Ala Ala lie Gly Arg Pro Leu His Tyr Pro Val Leu Val Thr Lys Ala 
130 135 140 



Cys Val Gly Tyr Ala Ala Leu Ala Leu Ala Leu Lys Ala Val Ala lie 
145 150 155 160 



Val Val Pro Phe Pro Leu Leu Val Ala Lys Phe Glu His Phe Gin Ala 
165 170 175 



Lys Thr lie Gly His Thr Tyr Cys Ala His Met Ala Val Val Glu Leu 
180 185 190 



Val Val Gly Asn Thr Gin Ala Thr Asn Leu Tyr Gly Leu Ala Leu Ser 
195 200 205 



Leu Ala lie Ser Gly Met Asp lie Leu Gly lie Thr Gly Ser Tyr Gly 
210 215 220 



Leu lie Ala His Ala Val Leu Gin Leu Pro Thr Arg Glu Ala His Ala 
225 230 235 240 



Lys Ala Phe Gly Thr Cys Ser Ser His lie Cys Val lie Leu Ala Phe 
245 250 255 



Tyr lie Pro Gly Leu Phe Ser Tyr Leu Thr His Arg Phe Gly His His 
260 265 270 



Thr Val Pro Lys Pro Val His lie Leu Leu Ser Asn lie Tyr Leu Leu 
275 280 285 



Leu Pro Pro Ala Leu Asn Pro Leu lie Tyr Gly Ala Arg Thr Lys Gin 
290 295 300 



lie Arg Asp Arg Leu Leu Glu Thr Phe Thr Phe Arg Lys Ser Pro Leu 
305 310 315 320 



<210> 403 
<211> 960 
<212> DNA 
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<213> Homo Sapiens 
<220> 

<221> CDS 

<222> (1) • . (957) 

<223> 



^gatTec tec acc agt gtt acc tat g ac tec ago etc cag att tec 
Me? Asp Thr Ser Thr Ser Val Thr Tyr Asp Ser Ser Leu Gin lie Ser 

10 ±s 



1 



5 



caa ttc ate ctg atg gga tta cca ggc att cat gag tgg cag cac tgg 
Gin He He lei Met lly Leu Pro Gly He His Glu Trp Gin His Trp 
20 25 3° 

rtc- tec ctq ccc ctg act ctg etc tac etc tta get ctt ggt gee aac 
S Ser Leu Pro Leu Thr Leu Leu Tyr Leu Leu Ala Leu Gly Ala Asn 



35 



40 45 



etc etc ate ata ate acc att eaa cat gag acc gtg eta cat gaa ccc 
Leu Leu fie He He Thr He Gin His Glu Thr Val Leu Hxs Glu Pro 

6 0 



50 



55 



ata tac cat ttg ctg ggc ata tta gca gtg gtg gac att ggc ctg gee 
Me? Tyr nil Leu lly He Leu Ala Val Val Asp lie Gly Leu Ala 



65 



70 



ace acc ate atg ccc aag ate ctg gee ate ttc tgg ttt gat gec aag 
Thr Thr He Me? Pro Lyl He Leu Ala lie Phe Trp Phe Asp Ala Lys 



85 



90 



^ a ff aa r etc ccc atq tgt ttt get cag ate tat gec ate cac tgc 
III He 2r Leu Pro Me? Cys Phe Ala Gin He Tyr Ala lie His Cys 



100 



105 



ttc ttc tac ata gag tea ggc ate ttt etc tgc atg gca gta gac aga 
Pne Pne Cys He Glu Ser lly lie Phe Leu Cys Met Ala Val Asp Arg 



115 



120 



tac ata gee ate tgt ege cct ctt cag tac ccc tec ata gte act aaa 
Tyr lie Ala He Cys Arg Pro Leu Gin Tyr Pro Ser He Val Thr Lys 

135 140 



130 



nnt ttt ate ttc aaa gec aca ggg ttc ate atg etc agg aat ggc ctg 
III HI val P^e lys Ala Thr oly Phe He Met Leu Arg Asn Gly Leu 



145 



150 



tta acc ate cca gtg cct ata ctg get gec cag aga cac tac tgt tec 
lei Thr He Pro U Pro He Leu Ala Ala Gin Arg His Tyr Cys Ser 



165 



170 



agg aat gaa ate gag cac tgc etc tgc tet aac ttg ggg gtt ate age 
Arg Asn Glu He Glu His Cys Leu Cys Ser Asn Leu Gly Val He Ser 

180 185 
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240 
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384 
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480 
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gca tgg gtc ttg gtt ggg agt gat atg get ctg gta ttt tct tec tat 672 

Ala Trp Val Leu Val Gly Ser Asp Met Ala Leu Val Phe Ser Ser Tyr 

210 215 220 

get gta ate ctt cac tct gtg ctg agg ctg aac tea gca gaa gca atg 720 

Ala Val lie Leu His Ser Val Leu Arg Leu Asn Ser Ala Glu Ala Met 

225 230 235 240 

tec aag get ctg age act tgt age tec cac etc ate etc ate etc ttc 768 

Ser Lys Ala Leu Ser Thr Cys Ser Ser His Leu lie Leu lie Leu Phe 

245 250 255 

cac aca ggt ate att gtg ctg tct gtc aca cac ctt gca gag aaa aag 816 

His Thr Gly lie lie Val Leu Ser Val Thr His Leu Ala Glu Lys Lys 

260 265 270 

att ccc ctt att cct gtg ttc ctt aat gtg ctg cac aat gtc ate ccc 864 

lie Pro Leu lie Pro Val Phe Leu Asn Val Leu His Asn Val lie Pro 

275 280 285 

cct gca etc aac ccc ctg gee tgt gca etc agg atg cac aaa etc aga 912 

Pro Ala Leu Asn Pro Leu Ala Cys Ala Leu Arg Met His Lys Leu Arg 

290 295 300 

ctg 99 c ttt ca 9 a 9 a ct g ctt gga ctg ggt cag gac gtg tec aag taa 960 

Leu Gly Phe Gin Arg Leu Leu Gly Leu Gly Gin Asp Val Ser Lys 

305 310 315 



<210> 404 

<211> 319 

<212> PRT 

<213 > Homo Sapiens 

<400> 404 

Met Asp Thr Ser Thr Ser Val Thr Tyr Asp Ser Ser Leu Gin lie Ser 
15 10 15 



Gin Phe lie Leu Met Gly Leu Pro Gly lie His Glu Trp Gin His Trp 
20 25 30 



Leu Ser Leu Pro Leu Thr Leu Leu Tyr Leu Leu Ala Leu Gly Ala Asn 
35 40 45 



Leu Leu lie lie lie Thr lie Gin His Glu Thr Val Leu His Glu Pro 
50 55 60 



Met Tyr His Leu Leu Gly lie Leu Ala Val Val Asp lie Gly Leu Ala 
65 70 75 80 



Thr Thr lie Met Pro Lys He Leu Ala He Phe Trp Phe Asp Ala Lys 
85 90 95 



Ala He Ser Leu Pro Met Cys Phe Ala Gin He Tyr Ala He His Cys 
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Phe Phe Cys lie 
115 



Tyr lie Ala lie 
130 



Ala Phe Val Phe 
145 



Leu Thr He Pro 



Arg Asn Glu He 
180 



Leu Ala Cys Asp 
195 



Ala Trp Val Leu 
210 



Ala Val He Leu 
225 



Ser Lys Ala Leu 



Glu Ser Gly He 
120 



Cys Arg Pro Leu 
135 



Lys Ala Thr Gly 
150 



Val Pro He Leu 
165 



Glu His Cys Leu 



Asp He Thr Val 
200 



Val Gly Ser Asp 
215 



His Ser Val Leu 
230 



Ser Thr Cys Ser 
245 



Phe Leu Cys Met 



Gin Tyr Pro Ser 
140 



Phe He Met Leu 
155 



Ala Ala Gin Arg 
170 



Cys Ser Asn Leu 
185 



Asn Lys Phe Tyr 



Met Ala Leu Val 
220 



Arg Leu Asn Ser 
235 



Ser His Leu He 
250 



Ala Val Asp Arg 
125 



He Val Thr Lys 



Arg Asn Gly Leu 
160 



His Tyr Cys Ser 
175 



Gly Val He Ser 
190 



Gin Leu Met Leu 
205 



Phe Ser Ser Tyr 



Ala Glu Ala Met 
240 



Leu He Leu Phe 
255 



His Thr Gly He He Val Leu Ser Val Thr His Leu Ala Glu Lys Lys 
260 265 270 

He Pro Leu He Pro Val Phe Leu Asn Val Leu His Asn Val He Pro 
275 280 285 

Pro Ala Leu Asn Pro Leu Ala Cys Ala Leu Arg Met His Lys Leu Arg 



290 



295 300 



Leu Gly Phe Gin Arg Leu Leu Gly Leu Gly Gin Asp Val Ser LyE 

310 31 5 
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<211> 963 
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<221> CDS 

<222> (1) . . (963) 

<223> 



<400> 405 
atg gca gaa 
Met Ala Glu 
1 

ttc ata ctg 
Phe lie Leu 



aca ctg gtc 
Thr Leu Val 
35 

gca ctg ccg 
Ala Leu Pro 
50 

ttt eta ctg 
Phe Leu Leu 
65 

tct ata gec 
Ser He Ala 



gtg cca tat 
Val Pro Tyr 



act gec atg 
Thr Ala Met 
115 

gcg gca ata 
Ala Ala He 
130 

tgt gtg ggt 
Cys Val Gly 
145 

gtt gta cct 
Val Val Pro 



aag acc ata 
Lys Thr He 



gtg gtg ggt 
Val Val Gly 
195 

ctg gec ate 
Leu Ala He 
210 



act eta caa 
Thr Leu Gin 
5 

act ggc ttt 
Thr Gly Phe 
20 

ttt ggg ccc 
Phe Gly Pro 



gca gtg gtg 
Ala Val Val 



ttg gec ate 
Leu Ala He 

70 

cca ggg ttg 
Pro Gly Leu 
85 

get gtg tgc 
Ala Val Cys 
100 

gaa tea ggt 
Glu Ser Gly 



ggg cgt cca 
Gly Arg Pro 



tat gca gee 
Tyr Ala Ala 
150 

ttc cca ctg 
Phe Pro Leu 
165 

ggc cat acc 
Gly His Thr 
180 

aac aca cag 
Asn Thr Gin 



tea ggt atg 
Ser Gly Met 



etc aat tec 
Leu Asn Ser 



cca ggg eta 
Pro Gly Leu 
25 

att tat ctg 
He Tyr Leu 
40 

tgg ata gac 
Trp He Asp 
55 

ctg gca gec 
Leu Ala Ala 



ctg get gtg 
Leu Ala Val 



ctg gtc cag 
Leu Val Gin 
105 

gtg ctt ttg 
Val Leu Leu 
120 

ctg cac tac 
Leu His Tyr 
135 

ttg gec ctg 
Leu Ala Leu 



ctg gtg gca 
Leu Val Ala 



tat tgt gca 
Tyr Cys Ala 
185 

gee acc aac 
Ala Thr Asn 
200 

gat att ctg 
Asp He Leu 
215 



acc ttc eta 
Thr Phe Leu 
10 

gga agt gec 
Gly Ser Ala 



ctg gee ctg 
Leu Ala Leu 



tec aca ctg 
Ser Thr Leu 
60 

aca gac ctg 
Thr Asp Leu 

75 

ctg tgg ctt 
Leu Trp Leu 
90 

atg ttc ttt 
Met Phe Phe 



gee atg gee 
Ala Met Ala 



cct gtc ctg 
Pro Val Leu 
140 

gca ctg aaa 
Ala Leu Lys 
155 

aag ttt gag 
Lys Phe Glu 
170 

cac atg gca 
His Met Ala 



tta tat ggt 
Leu Tyr Gly 



ggt ate act 
Gly He Thr 
220 



cac cca aac 
His Pro Asn 
15 

cag act tgg 
Gin Thr Trp 
30 

ctg ggc aat 
Leu Gly Asn 
45 

cac cag ccc 
His Gin Pro 



ggc tta gee 
Gly Leu Ala 



ggg ccc cga 
Gly Pro Arg 
95 

gta cat gca 
Val His Ala 
110 

tgt gat cgt 
Cys Asp Arg 
125 

gtc acc aaa 
Val Thr Lys 



get gtg get 
Ala Val Ala 



cac ttc caa 
His Phe Gin 
175 

gtg gta gaa 
Val Val Glu 
190 

ctg gca ctt 
Leu Ala Leu 

205 

ggc tec tat 
Gly Ser Tyr 



ttc 48 
Phe 



ctg 96 
Leu 



gga 144 
Gly 



atg 192 
Met 



aca 240 

Thr 

80 

tct 288 
Ser 



ctg 336 
Leu 



get 384 
Ala 



gec 432 
Ala 



att 480 

He 

160 

gec 528 
Ala 



ctg 576 
Leu 



tea 624 
Ser 



gga 672 
Gly 
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s ;s s s s s a a = s s s s s £ s 

, g scc t« 9 ,t .„ T £ t« c,= .« * £= .« cte g== «= 

Lys Ala Phe Gly Thr Cys Ser Ser His 255 
245 

tM .« «l 9 3 t etc «= «c tac etc J- cac jg= «* «£ £ ~ 

T yr He Pro Gly Leu Phe Ser Tyr 2JQ 
260 ~ 

afr _ tt c tc tec aac ate tac ttg ctg 
act gtc cca aag cct gtg cac ate ctt et ^ ^ ^ ^ ^ ^ n 
Thr Val Pro Lys Pro Val His lie u 2£)5 

ctg cca cct gee etc aac ccc etc ate tat ggg £ c cgc ace aag cjg 
L eu Pro Pro Ala Leu Asn Pro Leu He ay 3 00 

290 

„~ n-r- aca ttc aga aaa age ccg ttg 
ate aga gac cga etc ctg gaa acc ttc aca ^ ^ ^ prQ 
He Arg Asp Arg Leu Leu Glu mr v ^ 320 



305 310 



taa 

<210> 406 

<2H> 320 

<212> PRT 

<213> Homo Sapiens 



720 



768 



816 



864 



912 



960 



<400> 406 

cor- Thr Phe Leu His Pro Asn Phe 
Met Ala Glu Thr Leu Gin Leu Asn Ser Thr Phe 

1 5 

^ Toin riv Ser Ala Gin Thr Trp Leu 

Phe He Leu Thr Gly Phe Pro Gly Leu Gly 

20 2b 

n n tip Tvr Leu Leu Ala Leu Leu Gly Asn Gly 
Thr Leu Val Phe Gly Pro He Tyr Leu u ^ 

35 

. Ala Val val Trp He Asp Ser Thr Leu His Gin Pro Met 
Ala Leu Pro Ala Val vax u-y 6Q 

50 55 

Phe Leu Leu Leu Ala Xle Leu Ala Ala Thr Asp Leu Gly Leu Ala Thr 
65 70 

*i= val Leu Trp Leu Gly Pro Arg Ser 
Ser He Ala Pro Gly Leu Leu Ala Val Leu Trp ^ 

85 

, n t«i Val Gin Met Phe Phe Val His Ala Leu 
Val Pro Tyr Ala Val Cys Leu Val Gin ^ 
100 
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Thr Ala Met Glu Ser Gly Val Leu Leu Ala Met Ala Cys Asp Arg Ala 
115 120 125 



Ala Ala lie Gly Arg Pro Leu His Tyr Pro Val Leu Val Thr Lys Ala 
130 135 140 



Cys Val Gly Tyr Ala Ala Leu Ala Leu Ala Leu Lys Ala Val Ala lie 
145 150 155 160 



Val Val Pro Phe Pro Leu Leu Val Ala Lys Phe Glu His Phe Gin Ala 
165 170 175 



Lys Thr lie Gly His Thr Tyr Cys Ala His Met Ala Val Val Glu Leu 
180 185 190 



Val Val Gly Asn Thr Gin Ala Thr Asn Leu Tyr Gly Leu Ala Leu Ser 
195 200 205 



Leu Ala lie Ser Gly Met Asp lie Leu Gly lie Thr Gly Ser Tyr Gly 
210 215 220 



Leu lie Ala His Ala Val Leu Gin Leu Pro Thr Arg Glu Ala His Ala 
225 230 235 240 



Lys Ala Phe Gly Thr Cys Ser Ser His lie Cys Val lie Leu Ala Phe 
245 250 255 



Tyr lie Pro Gly Leu Phe Ser Tyr Leu Ala His Arg Phe Gly His His 
260 265 270 



Thr Val Pro Lys Pro Val His lie Leu Leu Ser Asn lie Tyr Leu Leu 
275 280 285 



Leu Pro Pro Ala Leu Asn Pro Leu lie Tyr Gly Ala Arg Thr Lys Gin 
290 295 300 



lie Arg Asp Arg Leu Leu Glu Thr Phe Thr Phe Arg Lys Ser Pro Leu 
305 310 315 320 



<210> 407 

<211> 1008 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 



607 



PCT/BE01/00162 



WO 02/24726 

<222> (1) • * (1005) 
<223> 



< 400> 407 - ate atq gec ctt ttt tct get 

2 m 2 2 s s 2 s 2 2 - l. «. - - - 

1 5 

^ frt- rtar act cqc ata gca ggc tgc 

2 s x & £ - 2 2 « s Thr ir3 Ile « Gly " B 

20 25 

£ 2 2 SJ 2 2 S? 2 - 2 - ~ - ~ « 
S 2 2 £ £ = 2 S E K 2 K 5 £ 5 2 

- S 35 2 s 2 2 = s £ 2 s S5 2 2 2 

65 70 

S 2 2 2 2 2 K 2 S S 2 2 2 2 2 £ 
S 2 2 2 K 2 S 2 2 S 2 % 2 £ = £ 

100 105 

2 2 2 S 2 2 £ 2 2 - 2 2 2 2 2 2 
S S 2 K 2 2 2 S 2 K 2 2 5 2 2 K 

130 135 

ato tg c tee eo. ctg ^ «t £= ac. .£ «. ». •£ £ £ >« 

He Cys Ser Pro Leu Arg Tyr Val Thr lie i>eu ^ 

tak 150 ■ LSD 

145 

nr* aac cqc age ttc ate att atg ttt 

X 2 2 2 2 K 2 2 2 £ 2 - xx* -x- « - 

165 - 1 

^f-^ r^ar tat tac cag ate aac ate 
cca tc c ate ttt etc ctt gag cac ctg cac tat tgc g ^ ^ ^ 
Pro Ser He Phe Leu Leu Olu His Leu Has Tyr y ^ 

180 - 1 - 03 
att gc a eac aca ttt tgt gag cac atg ggc att gee eat ctg tec tgt 
Ile Ma His Thr Phe Cys Glu His Met Gly ^ 
195 " 200 

tct „« .« t=c «. r « « s SK 2 E 2 2 

Ser ASP He Ser lie Asn Val Trp Tyr y ^ 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 
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tec aca ggc ctg gac ate atg ctt att act gtt tec tac ate cac ate 720 

Ser Thr Gly Leu Asp lie Met Leu lie Thr Val Ser Tyr lie His lie 

225 230 235 240 

etc caa gca gtc ttc cgc etc ctt tct caa gat gee cgc tec aag gee 768 

Leu Gin Ala Val Phe Arg Leu Leu Ser Gin Asp Ala Arg Ser Lys Ala 

245 250 255 

ctg agt acc tgt gga tec cat ate tgt gtc ate eta etc ttc tat gtc 816 

Leu Ser Thr Cys Gly Ser His He Cys Val lie Leu Leu Phe Tyr Val 
260 265 270 

cct gec ctt ttt tct gtc ttt gee tac agg ttt ggt ggg aga age ate 864 

Pro Ala Leu Phe Ser Val Phe Ala Tyr Arg Phe Gly Gly Arg Ser He 

275 280 285 

cca tgc tat gtc cat att etc ctg gee age etc tac gtt gtc att cct 912 

Pro Cys Tyr Val His He Leu Leu Ala Ser Leu Tyr Val Val He Pro 

290 295 300 

cct atg etc aat ccc gtt att tat gga gtg agg act aag cca ata ctg 960 

Pro Met Leu Asn Pro Val lie Tyr Gly Val Arg Thr Lys Pro He Leu 

305 310 315 320 

gaa ggg get aag cag atg ttt tea aat ctt gee aaa gga tct aaa taa 1008 

Glu Gly Ala Lys Gin Met Phe Ser Asn Leu Ala Lys Gly Ser Lys 

325 330 335 



<210> 408 

<211> 335 

<212> PRT 

<213> Homo Sapiens 

<400> 408 

Met Ala Gin Val Arg Ala Leu His Lys He Met Ala Leu Phe Ser Ala 
15 10 15 



Asn Ser He Gly Ala Met Asn Asn Ser Asp Thr Arg He Ala Gly Cys 
20 25 30 



Phe Leu Thr Gly He Pro Gly Leu Glu Gin Leu His He Trp Leu Ser 
35 40 45 



He Pro Phe Cys He Met Tyr He Ala Ala Leu Glu Gly Asn Gly He 
50 55 60 



Leu He Cys Val He Leu Ser Gin Ala He Leu His Glu Pro Met Tyr 
65 70 75 80 



He Phe Leu Ser Met Leu Ala Ser Ala Asp Val Leu Leu Ser Thr Thr 
85 90 95 



Thr Met Pro Lys Ala Leu Ala Asn Leu Trp Leu Gly Tyr Ser His He 
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iOO 

Ser P„e u, 01, cys Leu TKr ol= Lys Ph. Phe „. His Phe Leu Ph. 

115 1ZU 

,1. His ser Ala v,i Leu Leu 1. « »- »P M1 

130 135 

lie Cys Ser Pro Leu Arg Tyr val Thr He Leu Thr Ser Lys Val lie 
145 150 

Gly L ys He Val Ma Thr Leu Ser Ar ? Ser Phe He He Met Phe 

165 

^ xj^c= T^n Mi*; Tvr Cys Gin He Asn He 
Pro Ser He Phe Leu Leu Glu Hxs Leu His Tyr y ^ 

180 185 
!1. Al, His «r Phe cv» 01. His H.t 01, II. «. BJJ «■ S « <»' 

195 200 



* tip q.r lie Asn Val Trp Tyr Gly Leu Ala Ala Ala Leu Leu 
Ser Asp He Ser lie Asn vax * jr ^ 

210 21b 

Ser Thr Gly Leu Asp He Met Leu He Thr Val Ser Tyr He His He 

225 Z3U 

L e» 31„ ,1, Val Phe Ar g Leu Leu ser Gin «p «. «, S« Lys «. 

245 



^ ^ m v q e r His He Cys Val He Leu Leu Phe Tyr Val 
Leu Ser Thr Cys Gly Ser His ^ 
260 265 

Pro M. Leu Phe S.r v,i Phe «. Tyr Ar g Ph. 01, Sly «, ser He 

275 280 

Pro cys Tyr V,! His XI. Leu Leu ,1a s.r Leu Tyr val val ,1. Pre 

290 295 

Pro Met Leu Asn Pro Val He Tyr Gly Val Arg Thr Lys Pro He Leu 
305 310 

Glu Gly Ala Lys Gin Met Phe Ser Asn Leu Ala L ys Gly Ser Lys 

325 ^ U 



<210> 409 
<211> 957 
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<212> DNA 

<213 > Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (954) 

<223> 



<400> 409 

atg tea gat tec aac etc agt gat aac cat ctt cca gac acc ttc ttc 48 

Met Ser Asp Ser Asn Leu Ser Asp Asn His Leu Pro Asp Thr Phe Phe 

15 10 15 

tta aca ggg ate cca ggg ctg gag get gec cac ttc tgg att gec ate 96 

Leu Thr Gly lie Pro Gly Leu Glu Ala Ala His Phe Trp He Ala He 
20 25 30 

cct ttc tgt gee atg tat ctt gta gca ctg gtt gga aat get gec etc 144 
Pro Phe Cys Ala Met Tyr Leu Val Ala Leu Val Gly Asn Ala Ala Leu 
35 40 45 

ate ctg gtc att gee atg gac aat get ctt cat gca cct atg tac etc 192 
He Leu Val He Ala Met Asp Asn Ala Leu His Ala Pro Met Tyr Leu 
50 55 60 

ttc etc tgc ctt etc tea etc aca gac ctg get etc agt tct acc act 240 
Phe Leu Cys Leu Leu Ser Leu Thr Asp Leu Ala Leu Ser Ser Thr Thr 
65 70 75 80 

gtg ccc aag atg ctg gee att ttg tgg etc cat get ggt gag att tec 288 
Val Pro Lys Met Leu Ala He Leu Trp Leu His Ala Gly Glu He Ser 
85 90 95 

ttt ggt gga tgc ctg gec cag atg ttt tgt gtc cat tct ate tat get 336 
Phe Gly Gly Cys Leu Ala Gin Met Phe Cys Val His Ser He Tyr Ala 
100 105 110 

ctg gag tec teg att eta ctt gee atg gee ttt gat agg tat gtg get 384 
Leu Glu Ser Ser He Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala 
115 120 125 

ate tgt aac cca tta agg tat aca acc att etc aac cat get gtc ata 432 
He Cys Asn Pro Leu Arg Tyr Thr Thr He Leu Asn His Ala Val lie 
130 135 140 

ggc aga att ggc ttt gtt ggg eta ttc cgt agt gtg get att gtc tec 480 
Gly Arg He Gly Phe Val Gly Leu Phe Arg Ser Val Ala He Val Ser 
145 150 155 160 

ccc ttc ate ttc ttg ctg agg cga etc ccc tac tgt ggt cac cgt gtc 528 
Pro Phe He Phe Leu Leu Arg Arg Leu Pro Tyr Cys Gly His Arg Val 
165 170 175 

atg aca cac aca tac tgt gag cat atg ggc ate gec cga ctg gee tgt 576 
Met Thr His Thr Tyr Cys Glu His Met Gly He Ala Arg Leu Ala Cys 
180 185 190 

gec aac ate act gtc aat att gtc tat ggg eta act gtg get ctg ctg 624 
Ala Asn He Thr Val Asn He Val Tyr Gly Leu Thr Val Ala Leu Leu 
195 200 205 
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Leu Ser Thr Cys Gly Ser His lie ^ y 255 
245 

c« 9 c= «c «= «c «c etc ae= c.= =■= «J gt - - £. £ 

Pro Ala Phe Phe Ser Phe Leu Thr His a g ^ 
260 

- rt-a act aat etc tat gtg ctg gtg cct 

ccc aag cat gtg eac ate ttt ctg get ^ ^ ^ ^ Leu Val pro 
Pro Lys His Val His He pne ue 285 
275 

ent- aaa qct aga ace aag gag att egg 
cet gta ete aat eet att etc tat gga gc g ^ ^ ^ ftrg 

Pro val Leu Asn Pro He Leu Tyr Gly a ^ 
290 29 

- -t-i- r^r eta qqg aag act tea ata tga 
agt C ga ctt eta aaa ctg ctt cac ctg ggg ^ ^ ^ ^ 

Ser Arg Leu Leu Lys Leu ^ 



310 

305 ■ 3J - 



<210> 410 

<211> 318 

<212> PHT 

<213> Homo Sapiens 



rrJi s« ,» ■« » f o . - -» *■» ~ 5- - 



i 5 

« * oy xx« «- - «« HiS ~ ^ « 

20 ^ b 

. ^ Ma Met Tyr Leu Val Ala Leu Val Gly Asa Ala Ala Leu 
Pro Phe Cys Ala Met lyr ^ 4 5 

35 

Ile t „ V,X XX. M. f P « «» - ^ S" ^ 

50 " 



Ph . c y , L« M. ~ X..U Thr *„P «. ». x.eu .„ .« »r «r 

65 70 

ala Ile Leu Trp Leu His Ala Gly Glu He Ser 
Val Pro Lys Met Leu Ala He Leu irp 95 



672 



720 



768 



816 



864 



912 



957 



85 90 
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Phe Gly Gly Cys Leu Ala Gin Met Phe Cys Val His Ser lie Tyr Ala 
100 105 110 



Leu Glu Ser Ser lie Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala 
115 120 125 



He Cys Asn Pro Leu Arg Tyr Thr Thr He Leu Asn His Ala Val He 
130 135 140 



Gly Arg He Gly Phe Val Gly Leu Phe Arg Ser Val Ala He Val Ser 
145 150 155 160 



Pro Phe He Phe Leu Leu Arg Arg Leu Pro Tyr Cys Gly His Arg Val 
165 170 175 



Met Thr His Thr Tyr Cys Glu His Met Gly He Ala Arg Leu Ala Cys 
180 185 190 



Ala Asn He Thr Val Asn He Val Tyr Gly Leu Thr Val Ala Leu Leu 
195 200 205 



Ala Met Gly Leu Asp Ser He Leu He Ala He Ser Tyr Gly Phe He 
210 215 220 



Leu His Ala Val Phe His Leu Pro Ser His Asp Ala Gin His Lys Ala 
225 230 235 240 



Leu Ser Thr Cys Gly Ser His He Gly He He Leu Val Phe Tyr He 
245 250 255 



Pro Ala Phe Phe Ser Phe Leu Thr His Arg Phe Gly His His Glu Val 
260 265 270 



Pro Lys His Val His He Phe Leu Ala Asn Leu Tyr Val Leu Val Pro 
275 280 285 



Pro Val Leu Asn Pro He Leu Tyr Gly Ala Arg Thr Lys Glu He Arg 
290 295 300 



Ser Arg Leu Leu Lys Leu Leu His Leu Gly Lys Thr Ser He 
305 310 315 



<210> 411 

<211> 945 

<212> DNA 

<213> Homo Sapiens 
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<220> 

<221> CDS 

<222> (1) * • (945) 

<223> 



<400> 411 t cca qga ccc ttc att ctg 

s s 2 - 2 2 s s 2 2 - - - s- ™ 

- S- 2 2 S 2 SS 2 2 2 2 S £ S E 2 
£ 2 £ E - E 2 E 2 2 S 2 2 2 2 £ 

35 40 

*- a «t- ctt cat gaa ccc atg ttc ttc ttt 

tac etc att gtg gtg gag cat agt ctt g^ ^ ^ ^ phe phe 

Tyr Leu He Val Val Glu His faer u ^ 
50 55 

- S S 2 E 2 £ 5 2 2 2 2 2 E S 2 
S 2 S 2 2 2 2 S 2 5 E S 2 2 2 2 

85 

*<-n t-tc ttc ctt cac tat aac ttt gtc ctg 
cca gga tgc ctt aca caa atg ttc ttc ^ ph£ yal Leu 

Pro Gly Cys Leu Thr Gin Met Phe «ie iiQ 

S 2 E £ 2 2 E 2 E 2 S 2 2 2 E 2 

115 120 

*-*-i-r art ccc aag acc ate ate 

- 2 £ 2 S 2 2 2 2 2 2 - - n. xx. 
5 S S 2 S 2 2 2 S 2 2 2 2 2 2 2 
S 2 2 2 2 2 2 2 2 2 2 5 2 5 2 2 

4- nrr caa etc gec tgt get 

£ 2 2 2 2 2 2 2 SS 2 E 2 ~ - =». - 
■«= - ir 2 2 2 2 2 2 2 2 2 2 2 S 

Asp He Ser He Asn Pne Trp iyx y 2Q5 
195 ^ UU 

x. i-nr tac qca cac ate etc 

2 2 2 2 2 2 £ 2 S 2 2 ^ «. n. « 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 
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720 



768 



816 



210 215 220 

tgt get gtc ttt ggc ctt ccc tec caa gat gec tgc cag aaa gee etc 

Cys Ala Val Phe Gly Leu Pro Ser Gin Asp Ala Cys Gin Lys Ala Leu 
225 230 235 240 

ggc act tgt ggt tct cat gtc tgt gtc ate etc atg ttt tat aca cct 

Gly Thr Cys Gly Ser His Val Cys Val He Leu Met Phe Tyr Thr Pro 

245 250 255 

gec ttt ttc tec ate etc gee cat cgc ttt gga cac aat gtc tct cgc 

Ala Phe Phe Ser He Leu Ala His Arg Phe Gly His Asn Val Ser Arg 

260 265 270 

acc ttc cac ate atg ttt gee aat etc tac att gtt ate cca cct gca 864 

Thr Phe His He Met Phe Ala Asn Leu Tyr He Val He Pro Pro Ala 

275 280 285 

etc aac ccc atg gtt tac gga gtg aag acc aag cag ate aga gat aag 912 

Leu Asn Pro Met Val Tyr Gly Val Lys Thr Lys Gin He Arg Asp Lys 
290 295 300 

gtt ata ctt ttg ttt tct aag ggt aca gga tga 945 

Val He Leu Leu Phe Ser Lys Gly Thr Gly 
305 310 



<210> 412 

<211> 314 

<212> PRT 

<213> Homo Sapiens 

<400> 412 

Met He He Phe Asn Leu Ser Ser Tyr Asn Pro Gly Pro Phe He Leu 
15 10 15 



Val Gly He Pro Gly Leu Glu Gin Phe His Val Trp He Gly He Pro 
20 25 30 



Phe Cys He He Tyr He Val Ala Val Val Gly Asn Cys He Leu Leu 
35 40 45 



Tyr Leu He Val Val Glu His Ser Leu His Glu Pro Met Phe Phe Phe 
50 55 60 



Leu Ser Met Leu Ala Met Thr Asp Leu He Leu Ser Thr Ala Gly Val 
65 70 75 80 



Pro Lys Ala Leu Ser He Phe Trp Leu Gly Ala Arg Glu He Thr Phe 
85 90 95 



Pro Gly Cys Leu Thr Gin Met Phe Phe Leu His Tyr Asn Phe Val Leu 
100 105 HO 
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« .« n. «. « - »■ - »p - HI Vil "* "* 

115 

m Thr He Leu Thr Pro Lys Thr He He 

Cys Ser Pro Leu Arg Tyr Thr Thi He ^ 

130 

r-i/es Tie He Leu Pro 
Ly5 ser Ala Met Oly He Ser Phe Arg Ser Phe Cys 

145 150 

asp ™x * «. - - <»■ - ™ ™ cys m ™ ftrs i» Ile 

165 



^ «< a Tie Glv Val Ala Gin Leu Ala Cys Ala 
Pro His Thr Tyr Cys Glu His He Gly va ^ 
180 

™ Tvr Gly Phe Cys Val Pro He Met Thr 
Asp He Ser He Asn Phe Trp Tyr Giy ^ 
195 

vsl n, « W v,, n. ^ - ™ HI " e 

210 2Xb 

^ „, v,x P„e Gly «. «o - »P «■ £ 
Gly Thr c y , «, « HI. V.1 c y = V,, XI. «. - - - £ ™ 

245 

_ His Arg Phe Gly His Asn Val Ser Arg 

Ala Phe Phe Ser He Leu Ala Has Arg 27Q 
260 



. „ Tml Tvr He Val He Pro Pro Ala 
Thr Phe His He Met Phe Ala Asn Leu Tyr 

275 

^ Va i tvs Thr Lys Gin He Arg Asp Lys 
Met Val Tyr Gly Val Lys inr 
295 

Val He Leu Leu Phe Ser Lys Gly Thr Gly 



Leu Asn Pro Met vax xyx. ^ * 300 

290 2yb 



305 



310 



<210> 413 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) •- <« 6 > 
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<223> 



<400> 413 

at 9 999 ttg ttc aat gtc act cac cct gca ttc ttc etc ctg act ggt 48 

Met Gly Leu Phe Asn Val Thr His Pro Ala Phe Phe Leu Leu Thr Gly 
15 10 15 

ate cct ggt ctg gag age tct cac tec tgg ctg tea ggg ccc etc tgc 96 

He Pro Gly Leu Glu Ser Ser His Ser Trp Leu Ser Gly Pro Leu Cys 
20 25 30 

gtg atg tat get gtg gec ctt ggg gga aat aca gtg ate ctg cag get 144 

Val Met Tyr Ala Val Ala Leu Gly Gly Asn Thr Val He Leu Gin Ala 

35 40 45 

gtg cga gtg gag ccc age etc cat gag ccc atg tac tac ttc ctg tec 192 

Val Arg Val Glu Pro Ser Leu His Glu Pro Met Tyr Tyr Phe Leu Ser 
50 55 60 

atg ttg tec ttc agt gat gtg gee ata tec atg gec aca ctg ccc act 240 

Met Leu Ser Phe Ser Asp Val Ala He Ser Met Ala Thr Leu Pro Thr 
65 70 75 80 

gta etc cga ace ttc tgc etc aat gee cgc aac ate act ttt gat gee 288 

Val Leu Arg Thr Phe Cys Leu Asn Ala Arg Asn He Thr Phe Asp Ala 
85 90 95 

tgt eta att cag atg ttt ctt att cac ttc ttc tec atg atg gaa tea 336 

Cys Leu He Gin Met Phe Leu He His Phe Phe Ser Met Met Glu Ser 
100 105 110 

ggt att ctg ctg gee atg agt ttt gac cgc tat gtg gee att tgt gac 3 84 

Gly He Leu Leu Ala Met Ser Phe Asp Arg Tyr Val Ala He Cys Asp 

115 120 125 

ccc ttg cgc tat gca act gtg etc ace act gaa gtc att get gca atg 432 

Pro Leu Arg Tyr Ala Thr Val Leu Thr Thr Glu Val He Ala Ala Met 
130 135 140 

ggt tta ggt gca get get cga age ttc ate ace ctt ttc cct ctt ccc 480 

Gly Leu Gly Ala Ala Ala Arg Ser Phe He Thr Leu Phe Pro Leu Pro 
145 150 155 160 

ttt ctt att aag agg ctg cct ate tgc aga tec aat gtt ctt tct cac 528 

Phe Leu He Lys Arg Leu Pro He Cys Arg Ser Asn Val Leu Ser His 
165 170 175 
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aac acc tgc atg tea cac ate tgt gca gtg ctg gec ttt tat gtg ccc 768 
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ata att get gtc tec atg att cac cgc ttc tgg aaa agt get cca cct 816 
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att act cag ttt age ccc ata ttc tat etc acc age ttt cct gga ttg 96 
lie Thr Gin Phe Ser Pro lie Phe Tyr Leu Thr Ser Phe Pro Gly Leu 
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gaa ggc ate aaa cac tgg att ttc ate ccc ttt ttc ttt atg tac atg 144 
Glu Gly lie Lys His Trp lie Phe lie Pro Phe Phe Phe Met Tyr Met 
35 40 45 

gtt gec ate tea ggc aat tgt ttc att ctg ate att att aag acc aac 192 
Val Ala lie Ser Gly Asn Cys Phe He Leu He He He Lys Thr Asn 
50 55 60 

cct cgt ctg cac aca ccc atg tac tat eta eta tec ttg ctg gec etc 240 
Pro Arg Leu His Thr Pro Met Tyr Tyr Leu Leu Ser Leu Leu Ala Leu 
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act gac ctg ggg ctg tgt gtg tec acg ttg ccc acc act atg ggg ate 288 
Thr Asp Leu Gly Leu Cys Val Ser Thr Leu Pro Thr Thr Met Gly He 
85 90 95 

ttc tgg ttt aac tec cag agt ate tac ttt gga gcg tgt caa ate cag 336 
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210 215 220 
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245 250 255 
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85 90 95 
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100 105 110 



Glu Ser Ser Val Leu Leu Ala Met Ser Val Asp Cys Tyr Val Ala lie 
115 120 125 
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Met Leu Thr Leu Asn Lys Thr Asp Leu lie Pro Ala Ser Phe lie Leu 
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aat gga gtc cca gga ctg gaa gac aca caa etc tgg att tec ttc cca 96 

Asn Gly Val Pro Gly Leu Glu Asp Thr Gin Leu Trp lie Ser Phe Pro 
20 25 30 

ttc tgc tct atg tat gtt gtg get atg gta ggg aat tgt gga etc etc 144 

Phe Cys Ser Met Tyr Val Val Ala Met Val Gly Asn Cys Gly Leu Leu 
35 40 45 

tac etc att cac tat gag gat gec ctg cac aaa ccc atg tac tac ttc 192 

Tyr Leu lie His Tyr Glu Asp Ala Leu His Lys Pro Met Tyr Tyr Phe 
50 55 60 

ttg gee atg ctt tec ttt act gac ctt gtt atg tgc tct agt aca ate 240 

Leu Ala Met Leu Ser Phe Thr Asp Leu Val Met Cys Ser Ser Thr lie 

65 70 75 80 

cct aaa gec etc tgc ate ttc tgg ttt cat etc aag gac att gga ttt 288 

Pro Lys Ala Leu Cys lie Phe Trp Phe His Leu Lys Asp lie Gly Phe 
85 90 95 

gat gaa tgc ctt gtc cag atg ttc ttc ate cac acc ttc aca ggg atg 336 
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ggg 99 c ttt gac ata ctg tgt ate acc ate tec tat acc atg att etc 672 
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Lys Val Gly Thr Ala Thr Phe Leu Arg Gly Val Leu Leu lie lie Pro 
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Pro His Thr Tyr Cys Asp His Met Ser Val Ala Lys Leu Ser Cys Gly 
180 185 190 



Asn Val Lys Val Asn Ala lie Tyr Gly Leu Met Val Ala Leu Leu lie 
195 200 205 



Gly Gly Phe Asp lie Leu Cys lie Thr lie Ser Tyr Thr Met lie Leu 
210 215 220 



Arg Ala Val Val Ser Leu Ser Ser Ala Asp Ala Arg Gin Lys Ala Phe 
225 230 235 240 



Asn Thr Cys Thr Ala His lie Cys Ala lie Val Phe Ser Tyr Thr Pro 
245 250 255 



Ala Phe Phe Ser Phe Phe Ser His Arg Phe Gly Glu His lie lie Pro 
260 265 270 



Pro Ser Cys His lie lie Val Ala Asn lie Tyr Leu Leu Leu Pro Pro 
275 280 285 



Thr Met Asn Pro lie Val Tyr Gly Val Lys Thr Lys Gin lie Arg Asp 
290 295 300 



Cys Val lie Arg lie Leu Ser Gly Ser Lys Asp Thr Lys Ser Tyr Ser 
305 310 315 320 



Met 



<210> 423 

<211> 966 
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<213> Homo Sapiens 

<220> 
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<400> 423 t tct g tc ttc ttc etc 

s s; E - £ s°. - - - Lp « ~ »i * - - 

i 5 

= oat ttq tgg etc tea etc cct 

s; ;s s % - «- s: - s. - - ~ Mu pro 

20 25 

^ a r- a att qtg ggc aat ata act att ctg 
gtg tgt ggc tta ggc aca gee att gg gg ^ lle Leu 

Val Cys Gly Leu Gly Thr Aia i^i 45 
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li s s s s s e s ss s s s e s £ s 

8 5 

i-tr ttc att cat gec ttc tgc atg atg 
tc t gec tgc ctg gca cag atg ttc ttc at ^ g^ ^ ^ ^ Mefc 
Ser Ala Cys Leu Ala Gin Met Pne f llQ 
100 X D 

^ a i-n arr ttt qat cgc tac gtg gec ate 
gag tee act gtg eta ctg gee atg gee ttt g^ ^ ^ ^ ^ ^ 

Glu Ser Thr Val Leu Leu Aia n« 125 

115 

tgc „c cc. etc «= t£ gec ,=» «= etc .« jac jo. .« .« «£ 

Cys His Pro Leu Arg lyr ^* 14Q 

„c T, 999 *. gca jot £. £. T «= t« «. etc «» «J 

His He Gly Val Ala Ala Val Val Arg aiy 16Q 
145 150 

t-ca aac ttc tgc caa age cat gtg ate 

£ So E - "e S5 S E *■ £ - s « Bis IS Ile 

165 1/U 
eta cae acg tac tgt gag eae atg get gg gtg -g ctg gec tgt gga 
Leu His Thr Tyr Cys Glu His Met Ala Val Val y ^ 
180 185 

g « «c , 33 c* s fi! »; r « S £ s£ S E E & 

Asp Thr Arg Pro Asn Arg Val 205 

195 ^ UU 
att ggg gtt gac ttg ttt tgc att ggt etc tec tat gec eta agt gca 
He Gly Val Asp Leu Phe Cys He Gly Leu 
210 215 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 
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624 



672 
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caa get gtc ctt cgc etc tea tec cat gaa get egg tec aag gec eta 720 

Gin Ala Val Leu Arg Leu Ser Ser His Glu Ala Arg Ser Lys Ala Leu 

225 230 235 240 

ggg ace tgt ggt tec cat gtc tgt gtc ate etc ate tct tat aca cca 768 

Gly Thr Cys Gly Ser His Val Cys Val lie Leu lie Ser Tyr Thr Pro 

245 250 255 

gee etc ttc tec ttt ttt aca cac cgc ttt ggc cat cac gtt cca gtc 816 

Ala Leu Phe Ser Phe Phe Thr His Arg Phe Gly His His Val Pro Val 

260 265 270 

cat att cac att ctt ttg gec aat gtt tat ctg ctt ttg cca cct get 864 

His lie His lie Leu Leu Ala Asn Val Tyr Leu Leu Leu Pro Pro Ala 

275 280 285 

ctt aat cct gtg gta tat gga gtt aag ace aaa cag ate cgt aaa aga 912 

Leu Asn Pro Val Val Tyr Gly Val Lys Thr Lys Gin lie Arg Lys Arg 
290 ■ 295 300 



gtt gtc agg gtg ttt caa agt ggg cag gga atg ggc ate aag gca tct 
Val Val Arg Val Phe Gin Ser Gly Gin Gly Met Gly lie Lys Ala Ser 
305 310 315 320 
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960 



gag tga 966 
Glu 



<210> 424 

<211> 321 

<212> PRT 

<213> Homo Sapiens 

<400> 424 

Met Glu Ser Pro Asn His Thr Asp Val Asp Pro Ser Val Phe Phe Leu 
15 10 15 



Leu Gly lie Pro Gly Leu Glu Gin Phe His Leu Trp Leu Ser Leu Pro 
20 25 30 



Val Cys Gly Leu Gly Thr Ala Thr lie Val Gly Asn lie Thr lie Leu 
35 40 45 



Val Val Val Ala Thr Glu Pro Val Leu His Lys Pro Val Tyr Leu Phe 
50 55 60 



Leu Cys Met Leu Ser Thr lie Asp Leu Ala Ala Ser Val Ser Thr Val 
65 70 75 80 



Pro Lys Leu Leu Ala lie Phe Trp Cys Gly Ala Gly His lie Ser Ala 
85 90 95 



Ser Ala Cys Leu Ala Gin Met Phe Phe He His Ala Phe Cys Met Met 
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115 1AU 

cy8 „i s Pro «» « Tyr Ala Thr « Thr »P *r XI. U. 

130 135 



Cys Pro PJie beu n C 
* 165 1/u 



His Ile G ly V,! «a Ala Val VaX Ar 3 01, -» «-» «« «-» ™ 

-i * rr 15 0 

145 

Phe Leu Xle Gly Arg Leu Asn Phe Cys Gin Ser His Val He 

Ala Val Val Lys Leu Ala Cys Gly 
185 190 

a ara Val Tyr Gly Leu Thr Ala Ala Leu Leu Val 
Asp Thr Arg Pro Asn Arg Val Tyr i= y ^ 

195 ^ UU 

Ile Gly val A»P L« P»= cys ,1. Gly - T£ Ala =«r 

210 215 

val Leu Arg Leu Ser Ser His Glu Ala Arg Ser Lys Ala Leu 



/-in wi«5 Met Ala Val vai i-ys 
His Thr Tyr Cys Glu His Met ft^ 19Q 

180 



Gin Ala Val Leu Arg — — 

225 230 



Gly Th r cys Gly Ser His Val Cys Val Xle Leu Xle Ser Tyr Thr Pro 

245 ZbU 



a. ,e» Ph. ser Phe Ph. Thr His « f Phe Oly His Hi, V.I Pro val 

260 

, 7al Tv7 - Leu Leu Leu Pro Pro Ala 
ais lie His lie Leu Leu Ala Asn Val Tyr Leu ^ 

275 280 

„i it*i tv=! Thr Lvs Gin He Arg Lys Arg 
Leu Asn Pro Val Val Tyr Gly Val Lys Thr Lys ^ 

290 295 
V.1 val A„ val Ph. 01. «r «Y «* «* »« ^ 3*0 
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<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (972) 

<223> 



<400> 425 
atg aat cat 
Met Asn His 
1 

cag gtc tct 
Gin Val Ser 



caa cac tgg 
Gin His Trp 
35 

get gca aac 
Ala Ala Asn 
50 

cag cag ccc 
Gin Gin Pro 
65 

ggt ctg gec 
Gly Leu Ala 



gat gec aag 
Asp Ala Lys 



att cac ttc 
lie His Phe 
115 

ttt gat aga 
Phe Asp Arg 
130 

gtc acc agt 
Val Thr Ser 
145 

aat ggc tta 
Asn Gly Leu 



tat tgc tec 
Tyr Cys Ser 



gtc aca age 
Val Thr Ser 
195 



atg tct gca 
Met Ser Ala 
5 

gag ttc ate 
Glu Phe lie 
20 

eta tct ctg 
Leu Ser Leu 



acc etc ate 
Thr Leu lie 



atg tat att 
Met Tyr lie 
70 

act act ate 
Thr Thr lie 
85 

gtt att age 
Val lie Ser 
100 

ttt gtg ggc 
Phe Val Gly 



tat gtg get 
Tyr Val Ala 



tec tta ate 
Ser Leu lie 
150 

ttt gtc act 
Phe Val Thr 
165 

aag aat gaa 
Lys Asn Glu 
180 

ctg get tgt 
Leu Ala Cys 



tct etc aaa 
Ser Leu Lys 



ctg ctg gga 
Leu Leu Gly 
25 

ccc ctg gca 
Pro Leu Ala 
40 

etc ate ate 
Leu lie lie 
55 

ttc ctt ggc 
Phe Leu Gly 



ate cct aag 
lie Pro Lys 



etc cct gag 
Leu Pro Glu 
105 

atg gag tct 
Met Glu Ser 
120 

att tgt cac 
lie Cys His 
135 

tta aaa get 
Leu Lys Ala 



cca gtg cct 
Pro Val Pro 



att gaa cac 
lie Glu His 
185 

gat gac agg 
Asp Asp Arg 
200 



ate tec aat 
lie Ser Asn 
10 

ttc ccg ggc 
Phe Pro Gly 



eta ctg tat 
Leu Leu Tyr 



ate tgg cag 
lie Trp Gin 
60 

ate etc tgt 
lie Leu Cys 
75 

ate ctg gee 
lie Leu Ala 
90 

tgc ttt get 
Cys Phe Ala 



ggt ate eta 
Gly lie Leu 



cct ctt cgc 
Pro Leu Arg 
140 

acc ctg ttc 
Thr Leu Phe 
155 

gtg ctt gca 
Val Leu Ala 
170 

tgc ctg tgc 
Cys Leu Cys 



agg cca aac 
Arg Pro Asn 



age tec aaa 
Ser Ser Lys 
15 

att cac age 
lie His Ser 
30 

etc tea gca 
Leu Ser Ala 
45 

aac cct tct 
Asn Pro Ser 



atg gta gac 
Met Val Asp 



ate ttc tgg 
lie Phe Trp 
95 

cag att tat 
Gin He Tyr 
110 

etc tgc atg 
Leu Cys Met 
125 

tat cca tea 
Tyr Pro Ser 



atg gtg ctg 
Met Val Leu 



gca cag cgt 
Ala Gin Arg 
175 

tct aac ctt 
Ser Asn Leu 
190 

age att tgc 
Ser He Cys 
205 



ttc 48 
Phe 



tgg 96 
Trp 



ctt 144 
Leu 



tta 192 
Leu 



atg 240 

Met 

80 

ttt 288 
Phe 



gec 336 
Ala 



get 384 
Ala 



att 432 
He 



aga 4 80 

Arg 

160 

gat 528 
Asp 



ggg 576 
Gly 



cag 624 
Gin 
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305 310 



gaa ata aga tct tag 
Glu He Arg Ser 



<210> 426 

<211> 324 

<212> PRT 

<213> Homo Sapiens 



<400> 426 

ser Ala Ser Leu Lys He Ser Asn Ser Ser Lys Phe 



Met Asn His Met Ser Axa -i- -- 

-1 5 



, T to,, Nv Phe Pro Gly He His Ser Trp 
Gin Val Ser Glu Phe He Leu Leu Gly Phe Pr ^ 

20 

«n Hi. Trp «» s« «u « - - - ^ r E " 

35 4U 

t hp t "i q tie Trp Gin Asn Pro Ser Leu 
Ala Ala Asn Thr Leu He Leu He He He T p ^ 

50 55 

^ T ni.r Tie Leu Cys Met Val Asp Met 
Gin Gin Pro Met Tyr He Phe Leu Gly He Leu y ^ 

65 70 
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816 
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912 



960 
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Gly Leu Ala Thr Thr lie lie Pro Lys lie Leu Ala lie Phe Trp Phe 
85 90 95 



Asp Ala Lys Val He Ser Leu Pro Glu Cys Phe Ala Gin He Tyr Ala 
100 105 110 



He His Phe Phe Val Gly Met Glu Ser Gly He Leu Leu Cys Met Ala 
115 120 125 



Phe Asp Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Pro Ser lie 
130 135 140 



Val Thr Ser Ser Leu He Leu Lys Ala Thr Leu Phe Met Val Leu Arg 
145 150 155 160 



Asn Gly Leu Phe Val Thr Pro Val Pro Val Leu Ala Ala Gin Arg Asp 
165 170 175 



Tyr Cys Ser Lys Asn Glu He Glu His Cys Leu Cys Ser Asn Leu Gly 
180 185 190 



Val Thr Ser Leu Ala Cys Asp Asp Arg Arg Pro Asn Ser He Cys Gin 
195 200 205 



Leu Val Leu Ala Trp Leu Gly Met Gly Ser Asp Leu Ser Leu He He 
210 215 220 



Leu Ser Tyr He Leu He Leu Tyr Ser Val Leu Arg Leu Asn Ser Ala 
225 230 235 240 



Glu Ala Ala Ala Lys Ala Leu Ser Thr Cys Ser Ser His Leu Thr Leu 
245 250 255 



He Leu Phe Phe Tyr Thr He Val Val Val He Ser Val Thr His Leu 
260 265 270 



Thr Glu Met Lys Ala Thr Leu He Pro Val Leu Leu Asn Val Leu His 
275 280 285 



Asn He He Pro Pro Ser Leu Asn Pro Thr Val Tyr Ala Leu Gin Thr 
290 295 300 



Lys Glu Leu Arg Ala Ala Phe Gin Lys Val Leu Phe Ala Leu Thr Lys 
305 310 315 320 



Glu He Arg Ser 
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<211> 900 
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<213> Homo Sapiens 
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427 _ ant , taq cag cac tgg etc tec ctg ccc 
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192 



240 



336 



384 



432 



480 



576 
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180 185 190 

atg gga agt gac ctg ggt ttg att att tta tea tat get eta ata ctt 624 

Met Gly Ser Asp Leu Gly Leu lie lie Leu Ser Tyr Ala Leu lie Leu 

195 200 205 

tac tct gtc ctg aag ctg aac tct cca gaa get gca tec aag gee tta 672 

Tyr Ser Val Leu Lys Leu Asn Ser Pro Glu Ala Ala Ser Lys Ala Leu 

210 215 220 

agt ace tgc ace tec cac etc ate tta ate ctt ttc ttc tac aca gtc 720 

Ser Thr Cys Thr Ser His Leu lie Leu lie Leu Phe Phe Tyr Thr Val 

225 230 235 240 

ate att gtg att tec att act cgt agt aca gga atg aga gtt ccc ctt 768 

lie lie Val lie Ser lie Thr Arg Ser Thr Gly Met Arg Val Pro Leu 

245 250 255 

att cca gtt eta ctt aat gtg eta cac aat gtc att ccc cct gee ctg 816 

He Pro Val Leu Leu Asn Val Leu His Asn Val He Pro Pro Ala Leu 

260 265 270 

aac ccc atg gta tat gca etc aag aac aag gaa etc agg caa ggc tta 864 

Asn Pro Met Val Tyr Ala Leu Lys Asn Lys Glu Leu Arg Gin Gly Leu 

275 280 285 

tac aag gta ctt aga ctg gga gtg aag ggc acc tga 900 

Tyr Lys Val Leu Arg Leu Gly Val Lys Gly Thr 

290 295 



<210> 428 

<211> 299 

<212> PRT 

<213> Homo Sapiens 

<400> 428 

Met Gly Phe Pro Gly He His Ser Trp Gin His Trp Leu Ser Leu Pro 
15 10 15 



Leu Ala Leu Leu Tyr Leu Leu Ala Leu Ser Ala Asn He Leu He Leu 
20 25 30 



He He He Asn Lys Glu Ala Ala Leu His Gin Pro Met Tyr Tyr Phe 
35 40 45 



Leu Gly He Leu Ala Met Ala Asp He Gly Leu Ala Thr Thr He Met 
50 55 60 



Pro Lys He Leu Ala He Leu Trp Phe Asn Ala Lys Thr He Ser Leu 
65 70 75 80 



Leu Glu Cys Phe Ala Gin Met Tyr Ala He His Cys Phe Val Ala Met 
85 90 95 
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100 



^ Tie He Thr Glu Ser Phe Val Phe 
cys Arg Pro Leu Arg Tyr Pro Ser lie 

115 



Leu He Ser 
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130 

Vil P „ wu ». Ma ». 0X» « «• *** 3« s ~ G1 ° M £ 

145 

t , nv Val Thr Ser Leu Ser Cys Asp 
Glu His Cys Leu Cys Ser Asn Leu Gly Val 

165 

„ «, «■ xx. — — - 1. ~P - - 

180 

„ et ely s« w -» «y - xi« xx. -» s« ^ - - »• "» 

195 

* eT1 c, er pro Glu Ala Ala Ser Lys Ala Leu 
Tyr Ser Val Leu Lys Leu Asn Ser Pro G ^ 

210 

S « Thr <*. * « Hi. - - - - - - *"* ^ £ 

225 

„. XX. Val XX. « XX. «. « ~ - " ™ ™ S "* 

245 

TV „ v^i Tie Pro Pro Ala Leu 
He Pro Val Leu Leu Asn Val Leu Hx. Asn Val 

260 

» « « v,x xv, - - » »■ - ». « ox, .xx - 

275 



Tyt x,y. val L« « Oly «X I*. 31, 
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<2H> 978 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (D * • < 975) 
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<223> 



<400> 429 

atg ttc ctt ccc aat gac acc cag ttt cac ccc tec tec ttc ctg ttg 48 

Met Phe Leu Pro Asn Asp Thr Gin Phe His Pro Ser Ser Phe Leu Leu 

15 10 15 

ctg ggg ate cca gga eta gaa aca ctt cac ate tgg ate ggc ttt ccc 96 

Leu Gly lie Pro Gly Leu Glu Thr Leu His lie Trp lie Gly Phe Pro 

20 25 30 

ttc tgt get gtg tac atg ate gca etc ata ggg aac ttc act att eta 144 

Phe Cys Ala Val Tyr Met lie Ala Leu lie Gly Asn Phe Thr lie Leu 

35 40 45 

ctt gtg ate aag act gac age age eta cac cag ccc atg ttc tac ttc 192 

Leu Val lie Lys Thr Asp Ser Ser Leu His Gin Pro Met Phe Tyr Phe 

50 55 60 

ctg gee atg ttg gec acc act gat gtg ggt etc tea aca get acc ate 240 

Leu Ala Met Leu Ala Thr Thr Asp Val Gly Leu Ser Thr Ala Thr lie 

65 70 75 80 

cct aag atg ctt gga ate ttc tgg ate aac etc aga ggg ate ate ttt 288 

Pro Lys Met Leu Gly lie Phe Trp lie Asn Leu Arg Gly lie lie Phe 

85 90 95 

gaa gee tgc etc acc cag atg ttt ttt ate cac aac ttc aca ctt atg 336 

Glu Ala Cys Leu Thr Gin Met Phe Phe He His Asn Phe Thr Leu Met 

100 105 110 

gag tea gca gtc ctt gtg gca atg get tat gac age tat gtg gec ate 384 

Glu Ser Ala Val Leu Val Ala Met Ala Tyr Asp Ser Tyr Val Ala He 

115 120 125 

tgc aat cca etc caa tat age gec ate etc acc aac aag gtt gtt tct 432 

Cys Asn Pro Leu Gin Tyr Ser Ala lie Leu Thr Asn Lys Val Val Ser 

130 135 140 

gtg att ggt ctt ggt gtg ttt gtg agg get tta att ttc gtc att ccc 480 

Val He Gly Leu Gly Val Phe Val Arg Ala Leu He Phe Val He Pro 

145 150 155 160 

tct ata ctt ctt ata ttg egg ttg ccc ttc tgt ggg aat cat gta att 528 

Ser He Leu Leu He Leu Arg Leu Pro Phe Cys Gly Asn His Val lie 

165 170 175 

ccc cac acc tac tgt gag cac atg ggt ctt get cat eta tct tgt gec 576 

Pro His Thr Tyr Cys Glu His Met Gly Leu Ala His Leu Ser Cys Ala 

180 185 190 

age ate aaa ate aat att att tat ggt tta tgt gee att tgt aat ctg 624 

Ser He Lys He Asn He He Tyr Gly Leu Cys Ala He Cys Asn Leu 

195 200 205 

gtg ttt gac ate aca gtc att gec etc tct tat gtg cat att ctt tgt 672 

Val Phe Asp He Thr Val He Ala Leu Ser Tyr Val His He Leu Cys 

210 215 220 

get gtt ttc cgt ctt cct act cat gag ccc cga etc aag tec etc age 720 
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4- ^ arc ttc tat aca cca gcc 
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, a tta ttg cag gaa caa gga atg gaa aag gaa gag tae eta 
£s fie Leu Leu Oil I- Oln Oly Met Glu Lys Glu 



i 5 



L eu Gly He Pro Gly Leu ^ — -~ 
20 



r*~+ tip Ala Leu He GJ.y ash 
Phe Cys Ala Val Tyr Met He Ala ^ 

35 



L eu val He W *** Asp Ser ser Leu Hxs 

50 



Ma Thr Thr Asp Val Gly Leu Ser Thr Ala Thr lie 
Leu Ala Met Leu Ala Thr mr p ^ 8 0 

65 70 



816 



864 



912 



310 

305 978 

ata cat acg agg ttc tga 
He His Thr Arg Phe 
325 



<210> 430 
<2H> 325 
<212> PRT 
<213> Homo Sapiens 

rrji «= - « - <- pro s - s " phe » wu 

5 

Gly L eu Glu Thr Leu His Xle Trp He Gly Phe Pro 

He Gly Asn Phe Thr He Leu 
45 

is Gin Pro Met Phe Tyr Phe 



Pro Lys Met Leu Gly 



B5 



90 



Tl(a asn Phe Thr Leu Met 

alu Ala Cys Leu Thr Gin Met Phe Phe He Hxs 
100 
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Glu Ser Ala Val Leu Val Ala Met Ala Tyr Asp Ser Tyr Val Ala lie 
115 120 125 



Cys Asn Pro Leu Gin Tyr Ser Ala lie Leu Thr Asn Lys Val Val Ser 
130 135 140 



Val lie Gly Leu Gly Val Phe Val Arg Ala Leu He Phe Val He Pro 
145 150 155 160 



Ser He Leu Leu He Leu Arg Leu Pro Phe Cys Gly Asn His Val He 
165 170 175 



Pro His Thr Tyr Cys Glu His Met Gly Leu Ala His Leu Ser Cys Ala 
180 185 190 



Ser He Lys He Asn He He Tyr Gly Leu Cys Ala He Cys Asn Leu 
195 200 205 



Val Phe Asp lie Thr Val lie Ala Leu Ser Tyr Val His He Leu Cys 
210 215 220 



Ala Val Phe Arg Leu Pro Thr His Glu Pro Arg Leu Lys Ser Leu Ser 
225 230 235 240 



Thr Cys Gly Ser His Val Cys Val He Leu Ala Phe Tyr Thr Pro Ala 
245 250 255 



Leu Phe Ser Phe Met Thr His Cys Phe Gly Arg Asn Val Pro Arg Tyr 
260 265 270 



He His He Leu Leu Ala Asn Leu Tyr Val Val Val Pro Pro Met Leu 
275 280 285 



Asn Pro Val He Tyr Gly Val Arg Thr Lys Gin He Tyr Lys Cys Val 
290 295 300 



Lys Lys He Leu Leu Gin Glu Gin Gly Met Glu Lys Glu Glu Tyr Leu 
305 310 315 320 



lie His Thr Arg Phe 
325 
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<213> Homo Sapiens 
<220> 

<221> CDS 

<222> (1) • • < 924) 

<223> 



<400> 431 . . , ac tct t tc ctt ctt ctg gga att 

s e s £ £ - - - - ?r ras M " u Leu » 

act ggg ctg gaa agt atg cat etc tgg gtt ggt ttt cct ttc ttt get 

Pro Gly Leu Qlu Ser Met Hxs Leu irp 30 
20 

ti in s s s & £ f e s s £ e S3 s 

cag act gac agt agt etc cat cat ccc atg ttc tac ttc ctg gec 
Gin Thr Asp Ser Ser Leu His His Pr gQ 

50 - f„f aca tec acc ate cct aaa atg 

s r« s s s fo ss s e s « ~ ~ w . r 

£ E S S 5 ~ S = S !" S S ~ E S S 

85 

ctt acc cag atg ttc ttc ate cac ctg tgc act «c atg ja. tea £ 

Leu Thr Gin Met Phe Phe He His Le y 11Q 
100 

.. ^ t-at- atq gec ate tgt gac cct 

r,! s s sr. £ s: - s - - ~ s: w MP p " 
- s £ s ts ss s s e % is £ "» ?s s? sr. 

130 ta 

s s s: e s s £ - - e 1 £ - - ~ ri 

^" 4 ^ t cat act 

s s e s s » £ s s s = s s s. * 

165 

i-rt tqt gec age ate agg 

tat ggt gag cac atg ggc att gec cgc ctg tct t^ g^ ^ ^ 
Tyr Gly Glu His Met Gly He Ala Arg ig{J 

180 

t-n tct ate ctg gtc ttt gac 

gtt aac ate ate tat ggc tta tgt gee ate ^ ^ ^ ^ phe Asp 
?al Asn He He Tyr Gly Leu Cys Ala ^ 
195 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 
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ate ata gca att gtc att tec tat gta cag ate ctt tgt get gta ttt 672 

He He Ala He Val He Ser Tyr Val Gin He Leu Cys Ala Val Phe 
210 215 220 

eta etc tct tea cat gat gca cga etc aag gca ttc age acc tgt ggc 720 

Leu Leu Ser Ser His Asp Ala Arg Leu Lys Ala Phe Ser Thr Cys Gly 
225 230 235 240 

tct cat gtg tgt gtc atg ttg act ttc tat atg cct gca ttt ttc tea 768 

Ser His Val Cys Val Met Leu Thr Phe Tyr Met Pro Ala Phe Phe Ser 
245 250 255 

ttc atg acc cat agg ttt ggt egg aat ata cct cac ttt ate cac att 816 

Phe Met Thr His Arg Phe Gly Arg Asn lie Pro His Phe He His He 
260 265 270 

ctt ctg get aat ttc tat gta gtc att cca cct get etc aac tct gta 864 

Leu Leu Ala Asn Phe Tyr Val Val He Pro Pro Ala Leu Asn Ser Val 

275 280 285 

att tat ggt gtc aga acc aaa cag att aga gca caa gtg ctg aaa atg 912 

He Tyr Gly Val Arg Thr Lys Gin He Arg Ala Gin Val Leu Lys Met 
290 295 300 

ttt ttc aat aaa taa 927 

Phe Phe Asn Lys 

305 



<210> 432 

<211> 308 

<212> PRT 

<213> Homo Sapiens 

<400> 432 

Met Asn Thr Thr Leu Phe His Pro Tyr Ser Phe Leu Leu Leu Gly He 
15 10 15 



Pro Gly Leu Glu Ser Met His Leu Trp Val Gly Phe Pro Phe Phe Ala 
20 25 30 



Val Phe Leu Thr Ala Val Leu Gly Asn He Thr He Leu Phe Val He 
35 40 45 



Gin Thr Asp Ser Ser Leu His His Pro Met Phe Tyr Phe Leu Ala He 
50 55 60 



Leu Ser Ser He Asp Pro Gly Leu Ser Thr Ser Thr He Pro Lys Met 
65 70 75 80 



Leu Gly Thr Phe Trp Phe Thr Leu Arg Glu He Ser Phe Glu Gly Cys 
85 90 95 



Leu Thr Gin Met Phe Phe He His Leu Cys Thr Gly Met Glu Ser Ala 
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105 

100 

^ i Ma He Cys Asp Pro 
, T u Val Ma Met Ala Tyr Asp Cys Tyr Val Ala I 
Val Leu val 120 



115 



Leu Cys Tyr Ti>r L«u «u ~« no 



130 



wu ii. «- - « ™ Val PM »» 

145 

t 1o Tie Pro His Thr 
Ipll Pro Phe Cys Qly His Gin He He 
phe ne Leu Arg Leu Pro wi jr ^ Q 

165 

, ... ser cys Ala ser lie »g 
^ Gly ox. His »«t «, H« »!• «J - « 1,0 

7 180 

n « Ala He Ser He Leu Val Phe Asp 
Tl0 Tle Tvr Gly Leu Cys Ala lie 
Val Asn He He iy* * 2Q0 
195 

He lie Ala He Val He Ser Tyr ^ 

210 

H's Asp Ala Arg Leu Lys Ala Phe Bar Thr Cys Gly 
Leu Leu Ser Ser His Asp Ala y 23& 



Val He Pro Phe Val Leu 



160 



s „ His Val cys ,.1 ~ - - - - - ~ ~ S " 

245 

t TM Hi. « 3 »- «y « »• Pt ° Hi ' »• 

Phe Met Thr His w.y 265 
260 

, ,1, » « Tyr vai V,X He « Pro ,1, £ »» S«r V,! 

Leu Leu Ala ash n j 
275 

rln Ile Arg Ala Gin Val Leu Lys Met 
Ile Tyr Gly Val Arg Thr Ly» Gin He 

290 



Phe Phe Asn Lys 
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<213> Homo Sapiens 
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<221> CDS 

<222> (1) . . (933) 

<223> 



<400> 433 
atg ttt tat 
Met Phe Tyr 
1 

att gga ate 
lie Gly lie 



ttc tgc tct 
Phe Cys Ser 
35 

eta gtc ate 
Leu Val lie 
50 

ctg gee att 
Leu Ala lie 
65 

cct cgc atg 
Pro Arg Met 



gga get tgt 
Gly Ala Cys 



gag get gag 
Glu Ala Glu 
115 

tgt get cca 
Cys Ala Pro 
130 

ggc att age 
Gly He Ser 
145 

atg gtc tat 
Met Val Tyr 



gec cat tec 
Ala His Ser 



aac att cgt 
Asn He Arg 
195 

gtt ctg aac 
Val Leu Asn 
210 



cac aac aag 
His Asn Lys 
5 

cca ggt ctg 
Pro Gly Leu 
20 

gtt tac ctt 
Val Tyr Leu 



aag gta gaa 
Lys Val Glu 



ctt tec act 
Leu Ser Thr 
70 

ctg ggt ate 
Leu Gly lie 
85 

gtg gee cag 
Val Ala Gin 
100 

gtc tta ctg 
Val Leu Leu 



eta cat tac 
Leu His Tyr 



atg tgc att 
Met Cys He 
150 

ctt ate tac 
Leu lie Tyr 
165 

tac tgt gag 
Tyr Cys Glu 
180 

ate aat ggt 
He Asn Gly 



ct 9 gtg etc 
Leu Val Leu 



age ata ttt 
Ser He Phe 



gaa gac ttc 
Glu Asp Phe 
25 

gtg get ttg 
Val Ala Leu 
40 

cag act etc 
Gin Thr Leu 
55 

att gat ttg 
He Asp Leu 



ttc tgg ttt 
Phe Trp Phe 



atg ttt ctg 
Met Phe Leu 
105 

get atg get 
Ala Met Ala 
120 

gca acc ate 
Ala Thr He 
135 

gta att cgt 
Val He Arg 



cgc eta ccc 
Arg Leu Pro 



cac atg ggc 
His Met Gly 
185 

ate tat ggg 
lie Tyr Gly 
200 

att ggc ate 
He Gly He 
215 



cac cca gtc 
His Pro Val 
10 

cac atg tgg 
His Met Trp 



ctg ggc aat 
Leu Gly Asn 



egg gag ccc 
Arg Glu Pro 
60 

gee ctt tct 
Ala Leu Ser 
75 

gat get cac 
Asp Ala His 
90 

ate cat gec 
He His Ala 



ttt gac cgt 
Phe Asp Arg 



ttg aca tec 
Leu Thr Ser 
140 

ccc gtt tta 
Pro Val Leu 
155 

ttt tgt cag 
Phe Cys Gin 
170 

att gca aaa 
He Ala Lys 



ctt ttt gta 
Leu Phe Val 



teg tat gtt 
Ser Tyr Val 
220 



aca ttt ttc 
Thr Phe Phe 
15 

ate tec ggg 
He Ser Gly 
30 

gee acc att 
Ala Thr He 
45 

atg ttc tac 
Met Phe Tyr 



gca acc tct 
Ala Thr Ser 



gag att aac 
Glu He Asn 
95 

ttc act ggc 
Phe Thr Gly 
110 

tat gtg gee 
Tyr Val Ala 
125 

eta gtg ttg 
Leu Val Leu 



ctt aca ctt 
Leu Thr Leu 



get cac ata 
Ala His He 
175 

ttg tec tgt 
Leu Ser Cys 
190 

gtt tct ttc 
Val Ser Phe 
205 

tac att etc 
Tyr He Leu 



etc 48 
Leu 



cct 96 
Pro 



ctg 144 
Leu 



ttc 192 
Phe 



gtg 240 

Val 

80 

tat 288 
Tyr 



atg 336 
Met 



ate 384 
He 



gtg 432 
Val 



ccc 480 

Pro 

160 

ata 528 
He 



gga 57 6 

Gly 



ttt 624 
Phe 



cgt 672 
Arg 
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Phe Cys Ser Val Tyr Leu 



35 



Val Ala Leu Leu Oly Asn Al- ^ 116 ^ 

40 



val Glu Gin Thr Leu Arg Glu Pro Met Phe Tyr Phe 
Le u Val He Lys Val Glu Gin in g() 



55 
50 



816 
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- act caq eta aaa gec eta age 
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245 

aaa ca c caa ata cca ggt tac 
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275 

att cqa gag cga gtg 

s s s s - s S s s " : s " 01u " 9 val 

290 936 
etc tat gtt ttt act aaa aaa taa 
III Tyr val Phe Thr Lys Lys 
305 

<210> 434 
<211> 3 11 
<212> PRT 
<213> Homo Sapiens 

<400> • D o val Thr Phe Phe Leu 

ft P,e Tyr His f n ^ Ser Xle Phe H» Pro Val 

L G l y lie Pro Oly - Olu UP - His M et Trp Xle Ser Oly P~ 



« .a Xle Leu Ser Thr Xle As P Leu ,1a Leu Ser Ala Thr Ser Val 

Pro A r 9 ,et Leu Oly XX. - Tr P Phe As P - Hi, Olu Xle As* Tyr 

85 

Tlo His Ala Phe Thr Gly Met 
Gly Ma Cys Val Ala Gin Met Phe Leu Xle Hxb 
100 
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Glu Ala Glu Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala lie 
115 120 125 



Cys Ala Pro Leu His Tyr Ala Thr He Leu Thr Ser Leu Val Leu Val 
130 135 140 



Gly He Ser Met Cys He Val He Arg Pro Val Leu Leu Thr Leu Pro 
145 150 155 160 



Met Val Tyr Leu lie Tyr Arg Leu Pro Phe Cys Gin Ala His He He 
165 170 175 



Ala His Ser Tyr Cys Glu His Met Gly He Ala Lys Leu Ser Cys Gly 
180 185 190 



Asn He Arg He Asn Gly lie Tyr Gly Leu Phe Val Val Ser Phe Phe 
195 200 205 



Val Leu Asn Leu Val Leu He Gly He Ser Tyr Val Tyr He Leu Arg 
210 215 220 



Ala Val Phe Arg Leu Pro Ser His Asp Ala Gin Leu Lys Ala Leu Ser 
225 230 235 240 



Thr Cys Gly Ala His Val Gly Val He Cys Val Phe Tyr He Pro Ser 
245 250 255 



Val Phe Ser Phe Leu Thr His Arg Phe Gly His Gin He Pro Gly Tyr 
260 265 270 



He His He Leu Val Ala Asn Leu Tyr Leu He He Pro Pro Ser Leu 
275 280 285 



Asn Pro He He Tyr Gly Val Arg Thr Lys Gin He Arg Glu Arg Val 
290 295 300 



Leu Tyr Val Phe Thr Lys Lys 
305 310 
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<213 > Homo Sapiens 
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165 

tcc cat tec tac tgt etc cae eag gat gtc atg aag ttg gec tgt tet 
Ser His Ser Tyr Cys Leu Hxs Gin Asp igQ 

180 

t-t-t aqa gca etc tgc ctt 
gac aac aga att gat gtt ate tat ggc ttt ttt gg^ ^ ^ ^ Leu 
Lp Asn Arg He Asp Val He Tyr y 2Q5 

195 

*. far- acc ctg ate etc aag 
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210 aat 
aot g „ f 9 g. .« J- t« -a, jj, M « £ £ |f, £ L. 
Thr Val Leu Gly U- e AXtx 



336 



384 



432 



576 



624 



650 



<WO 0224726A2 1 > 



WO 02/24726 



PCT/BE01/00162 



225 230 235 240 

act tgt gtt tea cac ate tgt gca gtg ate ate ttc tac ctg ccc ate 768 

Thr Cys Val Ser His lie Cys Ala Val lie lie Phe Tyr Leu Pro lie 
245 250 255 

ate aac ctg gec gtt gtc cac cgc ttt gec egg cat gtc tct ccc etc 816 

lie Asn Leu Ala Val Val His Arg Phe Ala Arg His Val Ser Pro Leu 

260 265 270 

att aat gtt etc atg gca aat gtt etc eta ctt gta cct cca ctg acg 864 

lie Asn Val Leu Met Ala Asn Val Leu Leu Leu Val Pro Pro Leu Thr 
275 280 285 

aac cca att gtt tat tgt gta aaa act aaa cag att aga gtg aga gtt 912 

Asn Pro lie Val Tyr Cys Val Lys Thr Lys Gin lie Arg Val Arg Val 
290 295 300 

gta gca aaa ttg tgt caa egg aag att taa 942 

Val Ala Lys Leu Cys Gin Arg Lys lie 
305 310 



<210> 436 

<211> 313 

<212> PRT 

<213> Homo Sapiens 

<400> 436 

Met Ser lie lie Asn Thr Ser Tyr Val Glu lie Thr Thr Phe Phe Leu 
15 10 15 



Val Gly Met Pro Gly Leu Glu Tyr Ala His lie Trp He Ser He Pro 
20 25 30 



He Cys Ser Met Tyr Leu He Ala He Leu Gly Asn Gly Thr He Leu 
35 40 45 



Phe He He Lys Thr Glu Pro Ser Leu His Glu Pro Met Tyr Tyr Phe 
50 55 60 



Leu Ser Met Leu Ala Met Ser Asp Leu Gly Leu Ser Leu Ser Ser Leu 
65 70 75 80 



Pro Thr Val Leu Ser He Phe Leu Phe Asn Ala Pro Glu He Ser Ser 
85 90 95 



Asn Ala Cys Phe Ala Gin Glu Phe Phe He His Gly Phe Ser Val Leu 
100 105 110 



Glu Ser Ser Val Leu Leu He Met Ser Phe Asp Arg Phe Leu Ala He 
115 120 125 
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165 

. ^1 Met Lys Leu Ala Cys Ser 
• , rTvr Cys Leu His Gin Asp Val Met Ly 
Ser His Ser Tyr cys> lQ5 
180 

i Tle Tvr Gly Phe Phe Gly Ala Leu Cys Leu 
Asp Asn Arg He Asp Val He Tyr Gly 
195 

v»l Ser Tyr Thr Leu He Leu Lys 
Met Val Asp Phe He Leu lie Ala Val 

210 

n Ile Al a Ser Lys Lys Olu Gin Leu Lys Ala Leu Asn 
Thr Val Leu Gly He Ala 235 

225 

ti. ti^ Phe Tyr Leu Pro He 
n ^ His He Cys Ala Val He He Pne ^ 
Thr Cys Val Ser His jt 25Q 

* 245 

Ala Arg His Val Ser Pro Leu 
ala val Val His Arg Phe Ala Arg 
He Asn Leu Ala Va± v* ^ 
260 

val Pro Pro Leu Thr 

^ » ^ «» ~ ^ - ~ Leu s» 

275 

v 1 Lvs Thr Lys Gin He Arg Val Arg val 
A sn Pro He Val Tyr Cys val Lys Thr 

290 



Val Ala Lys Leu Cys Gin Arg Lys He 
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atg gga gac 
Met Gly Asp 
1 

agg ggt ttt 
Arg Gly Phe 



ttc tgt ctt 
Phe Cys Leu 
35 

tct gtc att 
Ser Val lie 
50 

att tec ate 
lie Ser lie 
65 

ccc acc atg 
Pro Thr Met 



agt get tgc 
Ser Ala Cys 



gag tec tea 
Glu Ser Ser 
115 

tgc cat cca 
Cys His Pro 
130 

aaa att ggt 
Lys lie Gly 
145 

aca cct ttg 
Thr Pro Leu 



tct cac gec 
Ser His Ala 



gat gec agg 
Asp Ala Arg 
195 

eta ggt gtg 
Leu Gly Val 
210 

aat act gtg 
Asn Thr Val 
225 

aac aca tgt 



tgg aat aac 

Trp Asn Asn 
5 

cct gga ctg 

Pro Gly Leu 
20 

gca tat ttg 

Ala Tyr Leu 



tgg ata gaa 
Trp lie Glu 



tta gca gtg 

Leu Ala Val 
70 

ctt get gtg 

Leu Ala Val 
85 

tat get cag 

Tyr Ala Gin 
100 

gtg ttg ctg 

Val Leu Leu 



ctg cac tac 
Leu His Tyr 



ttg gec tgt 
Leu Ala Cys 
150 

eta ctg aga 
Leu Leu Arg 
165 

ttc tgt ttg 

Phe Cys Leu 
180 

acc aac agt 

Thr Asn Ser 



gat tea ate 
Asp Ser lie 



ctg gat att 
Leu Asp lie 
230 

gta tec cat 



agt gat get 
Ser Asp Ala 



gag tat gtt 
Glu Tyr Val 
25 

gta gca ttt 
Val Ala Phe 
40 

tec tct etc 
Ser Ser Leu 
55 

aat gac ctg 
Asn Asp Leu 



tta tgg ttg 
Leu Trp Leu 



ctg ttc ttc 
Leu Phe Phe 
105 

gee atg gec 
Ala Met Ala 
120 

ccc acc ate 
Pro Thr lie 
135 

ttg eta cga 
Leu Leu Arg 



cac tat cac 
His Tyr His 



cac cag gat 
His Gin Asp 
185 

att tat ggg 
lie Tyr Gly 
200 

ttc ata ctt 
Phe lie Leu 
215 

gca tct cgt 
Ala Ser Arg 



ate tgt gtg 



gtg gag ccc 
Val Glu Pro 
10 

cat tct tgg 
His Ser Trp 



atg ggt aat 
Met Gly Asn 



cat cag ccc 
His Gin Pro 
60 

ggg atg tec 
Gly Met Ser 
75 

gat get cca 
Asp Ala Pro 
90 

ate cac aca 
lie His Thr 



ttt gac cgt 
Phe Asp Arg 



etc acc aac 
Leu Thr Asn 
140 

age ttg gga 
Ser Leu Gly 
155 

tac tgc cat 
Tyr Cys His 
170 

gtt eta aga 
Val Leu Arg 



ctt tgt gta 
Leu Cys Val 



ctt tct tat 
Leu Ser Tyr 

220 

gaa gag cag 
Glu Glu Gin 
235 

gtg ctt ate 



ata ttt ate 
lie Phe lie 
15 

etc tec ate 
Leu Ser lie 
30 

gtt acc ate 
Val Thr lie 
45 

atg tat tac 
Met Tyr Tyr 



ctg tct aca 
Leu Ser Thr 



gag ate cag 
Glu lie Gin 
95 

ttc aca ttc 
Phe Thr Phe 
110 

ttt gtt get 
Phe Val Ala 

125 

agt gta att 
Ser Val lie 



gtt gta ctt 
Val Val Leu 



ggc aat gec 
Gly Asn Ala 
175 

tta tec tgt 
Leu Ser Cys 
190 

gtc att gee 
Val lie Ala 
205 

gtt ctg att 
Val Leu lie 



eta aag gca 
Leu Lys Ala 



ttc ttt gtg 



ctg 48 
Leu 



etc 96 
Leu 



ctg 144 
Leu 



ttt 192 
Phe 



ctt 240 

Leu 

80 

gca 288 
Ala 



ctg 336 
Leu 



ate 384 
lie 



ggc 432 
Gly 



ccc 480 

Pro 

160 

etc 528 
Leu 



aca 576 
Thr 



aca 624 
Thr 



ctt 672 
Leu 



etc 720 

Leu 

240 

cca 768 
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<210> 438 

<2H> 315 
<212> 

<213> Homo Sapiens 



„ r - - - - * - - ~ - - ~ 

l 9 Bly PM «. », -u «. - - *. ~ TO ~ ~ IX. ~ 

20 

v , Ala Phe Met Gly Asn Val Thr He Leu 

Tvr Leu Val Ala fne j 
Phe Cys Leu Ala Tyr ^ ^ 45 

35 

o 'tpu His Gin Pro Met Tyr Tyr Phe 

m-n qer Ser Leu Hit* VJ - LXA 
Ser Val He Trp He Glu Ser * g0 

65 

al a Val Leu Trp Leu Asp Ala Pro Glu He Gin Ala 
Pro Thr Met Leu Ala Val Leu irp ^ 95 

85 

-n*. His Thr Phe Thr Phe Leu 
«r «a cy. W A" «» «« P>« f 0 « «' »« 

100 

olu s « « v.x - - - - ~ ~ ^ " 9 S V " ^' 

115 

rr H ^ Asn Ser Val He Gly 

c,, Hi , m «. ^ « ^ "° 

130 



654 



WO 02/24726 



PCT/BE0I/00162 



Lys lie Gly Leu Ala Cys Leu Leu Arg Ser Leu Gly Val Val Leu Pro 
145 150 155 160 



Thr Pro Leu Leu Leu Arg His Tyr His Tyr Cys His Gly Asn Ala Leu 
165 170 175 



Ser His Ala Phe Cys Leu His Gin Asp Val Leu Arg Leu Ser Cys Thr 
180 185 190 



Asp Ala Arg Thr Asn Ser lie Tyr Gly Leu Cys Val Val lie Ala Thr 
195 200 205 



Leu Gly Val Asp Ser lie Phe lie Leu Leu Ser Tyr Val Leu lie Leu 
210 215 220 



Asn Thr Val Leu Asp lie Ala Ser Arg Glu Glu Gin Leu Lys Ala Leu 
225 230 235 240 



Asn Thr Cys Val Ser His lie Cys Val Val Leu lie Phe Phe Val Pro 
245 250 255 



Val lie Gly Val Ser Met Val His Arg Phe Gly Lys His Leu Ser Pro 
260 265 270 



lie Val His lie Leu Met Ala Asp lie Tyr Leu Leu Leu Pro Pro Val 
275 280 285 



Leu Asn Pro He Val Tyr Ser Val Arg Thr Lys Gin He Arg Leu Gly 
290 295 300 



He Leu His Lys Phe Val Leu Arg Arg Arg Phe 

310 315 
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<400> 


439 



atg tec att ate aac aca tea tat gtt gaa ate acc acc ttc ttc ttg 48 
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lie Val 


Tyr 


Cys Val 


290 






aag ttg 


ctt 


aat gta 


T ,\7 Q T if 1 ! 1 


Leu. 




305 






<210> 


456 




<211> 


312 




<212> 


PRT 




<213> 


Homo 


Sapiens 


<400> 


456 





Met Ser Val Leu Asn Asn Ser Glu Val Lys Leu Phe Leu Leu lie Gly 
15 10 15 



lie Pro Gly Leu Glu His Ala His lie Trp Phe Ser lie Pro lie Cys 
20 25 30 



Leu Met Tyr Leu Leu Ala lie Met Gly Asn Cys Thr lie Leu Phe lie 
35 40 45 



lie Lys Thr Glu Pro Ser Leu His Glu Pro Met Tyr Tyr Phe Leu Ala 
50 55 60 



Met Leu Ala Val Ser Asp Met Gly Leu Ser Leu Ser Ser Leu Pro Thr 
65 70 75 80 



Met Leu Arg Val Phe Leu Phe Asn Ala Met Gly lie Ser Pro Asn Ala 
85 90 95 



Cys Phe Ala Gin Glu Phe Phe lie His Gly Phe Thr Val Met Glu Ser 
100 105 110 



Ser Val Leu Leu lie Met Ser Leu Asp Arg Phe Leu Ala lie His Asn 
115 120 125 



Pro Leu Arg Tyr Ser Ser lie Leu Thr Ser Asn Arg Val Ala Lys Met 
130 135 140 



Gly Leu lie Leu Ala lie Arg Ser lie Leu Leu Val lie Pro Phe Pro 
145 150 155 160 



Phe Thr Leu Arg Arg Leu Lys Tyr Cys Gin Lys Asn Leu Leu Ser His 
165 170 175 



Ser Tyr Cys Leu His Gin Asp Thr Met Lys Leu Ala Cys Ser Asp Asn 
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Lys Ihr M »i .1. «y - - »• «» - S£ ™ ™ 

195 Z0U 

n t q*r Tvr Val Leu He Leu Lys Thr He 
Asp Leu Ala Leu lie Val Leu Ser Tyr Val ^ 

210 2 

n ^ t«i l vs Ala Leu Asn Thr Cys 
Leu Ser He Ala Ser Leu Ala Glu Arg Leu Lys 

225 

Pro He He Thr 

7vi a Val J-.eu J-iiJ- r*^- -J- 

Val Ser 



Tq „ Phe Tvr Val Pro lie 

His He Cys Ala Val Leu Thr Phe ly ^ 

245 

u. ».t Hi » ms ». w. ■« «° £J vsl val 

Val Pro Pro Leu Met Asn Pro 



Leu Ala Ala Met His n» — — ^ 
260 



I 



le Leu lie Ala Asp Met Phe Leu Leu Val ,ro ^ ~- 



275 



Tie Trp Glu Lys He Leu Gly 
T7^i t ire Thr Arq Gin lie up o-lu. j 
lie Val Tyr Cys val Lys Tnr *ig ^ 



295 
290 



Lys Leu Leu Asn Val Cys Gly Arg 



<210> 457 

<2H> 885 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) • - < 882 > 

<223> 



<400> 457 t g ttc cca ate ttc etc eta 4 

atg cca cac etc age aac acc aca tct g g ^ ^ ^ phe Leu 
Met Pro His Leu Ser Asn Thr Tnr * ^ 15 
1 ^ 

aca ggc ttc cct ggg ctg gag gec ttc cac ate tgg ate tea att ccc 
Thr Gly Phe Pro Gly Leu Glu Axa 30 
20 

n rt- etc tta ggg aac age atg ate eta 144 
ttc ttc ett ctg age aca gtt get etc tta ggg ^ ^ ^ Ue Leu 
Phe Phe Leu Leu Ser Thr Val Ala n 45 
35 

a ac etc cat gaa ccc atg tac tgt ttt 192 

S & £ ?s - ss - "» - H " Glu p " ^ 05,3 
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50 55 60 

etc ttc atg ctg tct gee get gac ctg ggg ctg acc etc tec aca atg 240 
Leu Phe Met Leu Ser Ala Ala Asp Leu Gly Leu Thr Leu Ser Thr Met 
65 70 75 80 

ccc acg acc etc agt gtc etc tgg ttc agt gca cgt gaa ate ate etc 288 
Pro Thr Thr Leu Ser Val Leu Trp Phe Ser Ala Arg Glu lie lie Leu 
85 90 95 

aat gca tgt ate ate cag etc ttt ttc etc cac age tct ggc ttt atg 336 
Asn Ala Cys lie lie Gin Leu Phe Phe Leu His Ser Ser Gly Phe Met 
100 105 110 

gaa tec tea gta ctg atg gee atg get ttt gac cgc ttt gtt gee att 384 
Glu Ser Ser Val Leu Met Ala Met Ala Phe Asp Arg Phe Val Ala lie 
115 120 125 

tgc aga ccc etc aga tat get acc ate ctg aca gac tec aga att eta 432 
Cys Arg Pro Leu Arg Tyr Ala Thr lie Leu Thr Asp Ser Arg lie Leu 
130 135 140 

aag att ggt gta gca ata gtc eta aga aca ttg ate age etc tct cca 480 
Lys lie Gly Val Ala He Val Leu Arg Thr Leu He Ser Leu Ser Pro 
145 150 155 160 

tec etc ttt etc att aag aga ctg tea ttt tgc aaa gtc aat gtc ctt 528 
Ser Leu Phe Leu He Lys Arg Leu Ser Phe Cys Lys Val Asn Val Leu 
165 170 175 

tec cat tct tac tgc ttc cac cct gat gcg ctt aaa gtt gca tgt tct 576 
Ser His Ser Tyr Cys Phe His Pro Asp Ala Leu Lys Val Ala Cys Ser 
180 185 190 

gat tea agg atg aac age tat gga ggc tta get gtt etc att ctg gtc 624 
Asp Ser Arg Met Asn Ser Tyr Gly Gly Leu Ala Val Leu lie Leu Val 
195 200 205 

acc ggg gtt ggt aca cca tgt gtt gcg ctt tec tac ate ctg ata ate 672 
Thr Gly Val Gly Thr Pro Cys Val Ala Leu Ser Tyr He Leu He He 
210 215 220 

cac tct gta eta aac ate ate tct tea gag gga egg agg aag gee ttc 720 
His Ser Val Leu Asn He He Ser Ser Glu Gly Arg Arg Lys Ala Phe 
225 230 235 240 

gac act tgt gga tct cac att ggg gca gtt gca gtc ttc tac att ccc 768 
Asp Thr Cys Gly Ser His He Gly Ala Val Ala Val Phe Tyr He Pro 
245 250 255 

tgg gtt gtt ctt tea gtt gtc cac aga ttt ttc cac aag get tea cca 816 
Trp Val Val Leu Ser Val Val His Arg Phe Phe His Lys Ala Ser Pro 
260 265 270 

ata tgt cca ccc act att gtc caa cat eta ttt cct tgg ccc etc teg 864 
He Cys Pro Pro Thr He Val Gin His Leu Phe Pro Trp Pro Leu Ser 
275 280 285 

get gaa ccc cat cat ata tag 885 
Ala Glu Pro His His He 
290 
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<210> 458 
<211> 294 
<212> 

<213> Homo Sapiens 
<400> 458 

mc m «. « ». »r * - OX. « - - - ™ 

1 5 

Tln Tie Ser He pro 

Thr «, Pfce Pro cly L» «• £■ IU ^ .0 

20 



Phe Phe Leu Leu 
35 



,« T ,r V,! L« «y «• *f »<= 

40 



.■ q Glu pro Met Tyr Cys Phe 
L eu Val Val He Leu Glu Pro Asn Leu His ^ 

50 

^ ». « ~ - - xx. «p - «y - - ™ s « ™ r 

65 7 

^ co-r Ala Arq Glu He He Leu 

85 

„„ xx. cy= ». n. - - - - - S " S " - "* 

100 

, r Met Ala Met Ala Phe Asp Arg Phe Val Ala He 
Glu Ser Ser Val Leu Met Ala Met ^ 
115 

ow al* Thr He Leu Thr Asp Ser Arg He Leu 
Cys Arg Pro Leu Arg Tyr Ala Thr ^ 
130 

, ys Ile „ y V., ». XI. «! - « - - «• "* ~ " IS 

145 15 

Tle Lvs Arg L eu Ser Phe Cys Lys Val Asn Val Leu 
Ser Leu Phe Leu He Lys Arg u ^ 175 

165 

Tieu lvs Val Ala Cys Ser 
ser His ser Tyr Cys Phe His Pro Asp Ala Ly 

180 

*i _ val Leu He Leu Val 
Mp s« «, »et «. «r xy, «, <"Y « XX. « 
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Thr Gly Val Gly Thr Pro Cys Val Ala Leu Ser Tyr lie Leu lie lie 
210 215 220 



His Ser Val Leu Asn lie lie Ser Ser Glu Gly Arg Arg Lys Ala Phe 
225 230 235 240 



Asp Thr Cys Gly Ser His lie Gly Ala Val Ala Val Phe Tyr lie Pro 
245 250 255 



Trp Val Val Leu Ser Val Val His Arg Phe Phe His Lys Ala Ser Pro 
260 265 270 



lie Cys Pro Pro Thr lie Val Gin His Leu Phe Pro Trp Pro Leu Ser 
275 280 285 



Ala Glu Pro His His lie 
290 



<210> 459 

<211> 984 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (981) 

<223> 



<400> 459 

atg gca ata ttc aat aac acc act teg tct tec tea aac ttc etc etc 48 

Met Ala lie Phe Asn Asn Thr Thr Ser Ser Ser Ser Asn Phe Leu Leu 

15 10 15 

act gca ttc cct ggg ctg gaa tgt get cat gtc tgg ate tec att cca 96 

Thr Ala Phe Pro Gly Leu Glu Cys Ala His Val Trp lie Ser lie Pro 

20 25 30 

gtc tgc tgt etc tac acc att gec etc ttg gga aac agt atg ate ttt 144 

Val Cys Cys Leu Tyr Thr lie Ala Leu Leu Gly Asn Ser Met lie Phe 

35 40 45 

ctt gtc ate att act aag egg aga etc cac aaa ccc atg tat tat ttc 192 

Leu Val lie lie Thr Lys Arg Arg Leu His Lys Pro Met Tyr Tyr Phe 
50 55 60 

etc tec atg ctg gca get gtt gat eta tgt ctg acc att acg acc ctt 240 

Leu Ser Met Leu Ala Ala Val Asp Leu Cys Leu Thr lie Thr Thr Leu 

65 70 75 80 

ccc act gtg ctt ggt gtt etc tgg ttt cat gee egg gag ate age ttt 288 

Pro Thr Val Leu Gly Val Leu Trp Phe His Ala Arg Glu lie Ser Phe 

85 90 95 

aaa get tgc ttc att caa atg ttc ttt gtg cat get ttc tec ttg ctg 336 
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Lys Ala Cys Phe He 
100 

gag tec teg gtg ctg 
Glu Ser Ser Val Leu 
115 

tgt aac cca ctg aac 
Cys Asn Pro Leu Asn 
130 



Gin Met 



gta gee 
Val Ala 



tat get 
Tyr Ala 
135 



Phe Phe Val 
105 

atg gec ttt 
Met Ala Phe 
120 

act ate etc 
Thr He Leu 



His Ala Phe Ser 
110 

gac cgc ttc gtg 
Asp Arg Phe Val 
125 

aca gac agg atg 
Thr Asp Arg Met 
140 



Leu Leu 



get ate 
Ala He 



gtc ctg 
Val Leu 



gtg ata ggg ctg gtc 
Val He Gly Leu Val 
145 

ctt ctt gta gec ata 
Leu Leu Val Ala lie 
165 

tec cat cca ttt tgc 
Ser His Pro Phe Cys 
180 



ate tgc 
He Cys 
150 

aac act 
Asn Thr 



a tt aga cca 
lie Arg Pro 



tac cac 
Tyr His 



gtg tct ttt 
Val Ser Phe 
170 

cca gaa gtg 
Pro Glu Val 
185 



gca gtt ttc tta 
A la Val Phe Leu 
155 

cat ggg gg fc caC 
His Gly Gly His 

ate aaa tac aca 
He Lys Tyr Thr 
190 



ctt ccc 
Leu Pro 
160 

gag ctt 
Glu Leu 
175 

tat tec 
Tyr Ser 



aaa cct tgg ate age 
Lys Pro Trp He Ser 
195 

aat ggc act gac gta 
Asn Gly Thr Asp Val 
210 

cgt act gtt ctg ggc 
Arg Thr Val Leu Gly 
225 

age act tgt gtc tgt 
ser Thr Cys Val Cys 
245 



agt ttt 
S er Phe 



ttg ttt 
Leu Phe 
215 

att gtg 
He Val 
230 



tgg gga ctg 
Trp Gly Leu 
200 

att ctt ttc 
He Leu Phe 



gec cga aag 
Ala Arg Lys 



ttt ctt cag etc 
Phe Leu Gin Leu 
205 

tec tat gtc ctg 
Ser Tyr Val Leu 
220 

aag caa caa aaa 
Lys Gin Gin Lys 
235 



tac ctg 
Tyr Leu 



ate etc 
He Leu 



get etc 
Ala Leu 
240 



cac ate 
His He 



ctg ate age etc tct 
Leu He Ser Leu Ser 
260 

gtg etc tgt age act 
val Leu Cys Ser Thr 
275 

ctg aac cct ate att 
Leu Asn Pro He He 
290 

atg ttc cag ctg etc 
Met Phe Gin Leu Leu 
305 

qqt ctt agg gga aga 
Gly Leu Arg Gly Arg 
y 325 



ttg gca 
Leu Ala 



ttg gec 
Leu Ala 



tgt gca gtc 
Cys Ala Val 
250 

cac cgc etc 
His Arg Leu 
265 

aat att tat 
Asn He Tyr 
280 



act att ttc tat 
Thr He Phe Tyr 

ttc cac tec acc 
Phe His Ser Thr 
270 

ctg etc tta cca 
Leu Leu Leu Pro 
285 



gtg cca 
Val Pro 
255 

cca agg 
pro Arg 



cct gtg 
p ro Val 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



tac age 
Tyr Ser 
295 

caa tec 
Gin Ser 
310 

tgg gat 
Trp Asp 



ttg aag acc 
Leu Lys Thr 

aag ggt tea 
Lys Gly Ser 



aag aca ate cgc 
Lys Thr He Arg 
300 

tg g ggt ttt aat 
Trp Gly Phe Asn 
315 



cag got 
Gin Ala 



gtg agg 
Val Arg 
320 



tga 



912 



960 



984 



<210> 460 
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<211> 327 
<212> PRT 
<213> Homo Sapiens 

<400> 460 

Met Ala lie Phe Asn Asn Thr Thr Ser Ser Ser Ser Asn Phe Leu Leu 
15 10 15 



Thr Ala Phe Pro Gly Leu Glu Cys Ala His Val Trp lie Ser lie Pro 
20 25 30 



Val Cys Cys Leu Tyr Thr lie Ala Leu Leu Gly Asn Ser Met lie Phe 
35 40 45 



Leu Val lie He Thr Lys Arg Arg Leu His Lys Pro Met Tyr Tyr Phe 
50 55 60 



Leu Ser Met Leu Ala Ala Val Asp Leu Cys Leu Thr He Thr Thr Leu 
65 70 75 80 



Pro Thr Val Leu Gly Val Leu Trp Phe His Ala Arg Glu He Ser Phe 
85 90 95 



Lys Ala Cys Phe lie Gin Met Phe Phe Val His Ala Phe Ser Leu Leu 
100 105 110 



Glu Ser Ser Val Leu Val Ala Met Ala Phe Asp Arg Phe Val Ala He 
115 120 125 



Cys Asn Pro Leu Asn Tyr Ala Thr lie Leu Thr Asp Arg Met Val Leu 
130 135 140 



Val He Gly Leu Val He Cys He Arg Pro Ala Val Phe Leu Leu Pro 
145 150 155 160 



Leu Leu Val Ala He Asn Thr Val Ser Phe His Gly Gly His Glu Leu 
165 170 175 



Ser His Pro Phe Cys Tyr His Pro Glu Val He Lys Tyr Thr Tyr Ser 
180 185 190 



Lys Pro Trp He Ser Ser Phe Trp Gly Leu Phe Leu Gin Leu Tyr Leu 
195 200 205 



Asn Gly Thr Asp Val Leu Phe He Leu Phe Ser Tyr Val Leu He Leu 
210 215 220 
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n . eu Gly He Val Ala Arg Lys Lys Gin Gin Lys Ala Leu 
Ar g Thr val Leu Gly ^e ^ 
225 

SeI Tht ^ V* C Hi. * - ». - ~ - - S ™ 

245 

Ala His Arg Leu Phe His Ser Thr Pro Arg 
Leu He ser Leu Ser Leu Ala H.s Arg 27Q 

260 

TloTvr L eu Leu Leu Pro Pro Val 
c^r Thr Leu Ala Asn He Tyr Leu 
Val Leu Cys Ser Thr l^u ^ 285 

275 

M » >,„ « - n. ^ ~ - - - - IS "* " 9 S1 " 

290 

m pi,, php Asn Val Arg 
„« P„. oin L« - f u; «• «*■ G « S " S " y 

305 

Gly Leu Arg Gly Arg Trp Asp 
325 



<210> 461 

<211> 975 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) • * < 972) 

<223> 

ass s s s = s s s « - s E r * 

= S S S S 2 5 = S = = = - ~ 2 S 

20 

« r,+-n fta qqa aac acc ate 
.tc tea ctg agt gec atg - ate ata gec ctg ^ „ y _ ^ ^ 
He Ser Leu Ser Ala Met Tyr lie ^ 
35 

hrv act egg cat gag ccc atg tat 
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48 



96 



144 



70 

65 
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gtg gta ccc 
Val Val Pro 



age ttt agt 
Ser Phe Ser 



get gtg gag 
Ala Val Glu 
115 

gec ate tgc 
Ala lie Cys 
130 

atg ctg gga 
Met Leu Gly 
145 

act cca ctg 
Thr Pro Leu 



gtg gtt gtc 
Val Val Val 



tgt get gac 
Cys Ala Asp 
195 

ctt atg gtg 
Leu Met Val 
210 

att etc aag 
lie Leu Lys 
225 

gca tta age 
Ala Leu Ser 



eta cct ggg 
Leu Pro Gly 



gtg ccc ttg 
Val Pro Leu 
275 

cca gec acc 
Pro Ala Thr 
290 

egg gag aga 
Arg Glu Arg 
305 

aac ctg ggt 



aag atg gtg 
Lys Met Val 
85 

get tgt ttc 
Ala Cys Phe 
100 

acg ggg ctg 
Thr Gly Leu 



aag cct eta 
Lys Pro Leu 



atg agt atg 
Met Ser Met 
150 

agt tgg atg 
Ser Trp Met 
165 

cac tec tac 
His Ser Tyr 
180 

ccc gtg ccc 
Pro Val Pro 



ggc tct gat 
Gly Ser Asp 



gca gta ttt 
Ala Val Phe 
230 

aca tgt ggc 
Thr Cys Gly 
245 

atg gca tec 
Met Ala Ser 
260 

cac acc caa 
His Thr Gin 



tta aat ccc 
Leu Asn Pro 



ata tgg agt 
lie Trp Ser 
310 

tea tga 



age ate ttc 
Ser lie Phe 



act cag atg 
Thr Gin Met 
105 

ctg ctg acc 
Leu Leu Thr 
120 

cac tac aag 
His Tyr Lys 
135 

gee ate acc 
Ala lie Thr 



gtg agt cat 
Val Ser His 



tgt gag cac 
Cys Glu His 
185 

age agt etc 
Ser Ser Leu 
200 

gtg gee ttc 
Val Ala Phe 
215 

ggt etc tec 
Gly Leu Ser 



tec cat gtg 
Ser His Val 



ate tat gcg 
lie Tyr Ala 
265 

gtc ctg eta 
Val Leu Leu 
280 

ate ate tat 
He He Tyr 

295 

tat ctg atg 
Tyr Leu Met 



tgc tea gga 
Cys Ser Gly 
90 

ttt ttt gtc 
Phe Phe Val 



atg get ttt 
Met Ala Phe 



aga att etc 
Arg He Leu 
140 

ate aga get 
He Arg Ala 
155 

eta cct ttc 
Leu Pro Phe 
170 

ata get ttg 
He Ala Leu 



tac agt ctg 
Tyr Ser Leu 



att get gec 
He Ala Ala 
220 

tea aag act 
Ser Lys Thr 
235 

ggg gtt atg 
Gly Val Met 
250 

gee tgg ttg 
Ala Trp Leu 



get gac ctg 
Ala Asp Leu 



ggc atg agg 
Gly Met Arg 
300 

cat gtc etc 
His Val Leu 
315 



gac age tea 
Asp Ser Ser 
95 

cac tta gec 
His Leu Ala 
110 

gac cgc tat 
Asp Arg Tyr 
125 

acg cct caa 
Thr Pro Gin 



ate ata gec 
He He Ala 



tgt ggc tec 
Cys Gly Ser 
175 

gec agg tta 
Ala Arg Leu 
190 

att ggt tec 
He Gly Ser 
205 

tec tat ate 
Ser Tyr He 



get cag ttg 
Ala Gin Leu 



get ttg tac 
Ala Leu Tyr 
255 

ggg cag gat 
Gly Gin Asp 
270 

tac gtg ate 
Tyr Val He 
285 

acc aaa caa 
Thr Lys Gin 



ttt gac cat 
Phe Asp His 



ate 288 
He 



aca 336 
Thr 



gta 384 
Val 



gtg 432 
Val 



ata 480 

He 

160 

aat 528 
Asn 



gca 576 
Ala 



tct 624 
Ser 



tta 672 
Leu 



aaa 720 

Lys 

240 

tat 768 
Tyr 



gta 816 
Val 



ate 864 
He 



ctg 912 
Leu 



tec 960 

Ser 

320 

975 



689 
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Asn Leu Gly Ser 



<210> 462 
<211> 324 
<212> PRT 
<213> Homo Sapiens 

r^Lu Oly Pro Ala Tyr Asn His Thr Met Glu Thr Pro Ala Ser Phe 
1 5 

x VS 1 Glv lie Pro Gly Leu Gin Ser Ser His Leu Trp Leu Ala 

Leu Leu Val Gly x±e ir-x^ 30 

20 A ^ 



lie Ser Leu Ser Ala Met Tyr He He Ala Leu Leu Gly Asn Thr He 

35 40 

He Val Thr Ala He Trp Met Asp Ser Thr Arg His Glu Pro Met Tyr 

50 55 

70 

65 /U 

Val Val Pro Lys Met Val Ser He Phe Cys Ser Gly A S p Ser Ser He 

85 yu 

Ser Phe Ser Ala Cys Phe Thr Gin Met Phe Phe Val His Leu Ala Thr 

100 10i:> 

Ala Val Glu Thr Gly Leu Leu Leu Thr Met Ala Phe Asp Arg Tyr Val 
115 120 

in*, tvt tvs Arq He Leu Thr Pro Gin Val 
Ala He Cys Lys Pro Leu His Tyr Lys Arg 

130 135 

Met Leu Gly Met Ser Met Ala He Thr He Arg Ala He He Ala lie 

145 lbU 

Thr Pro Leu Ser Trp Met Val Ser His Leu Pro Phe Cys Gly Ser Asn 

165 ±,u 

Val val Val His Ser Tyr Cys Glu His He Ala Leu Ala Arg Leu Ala 

180 185 

C »!. »P «° VI «= « f * "» ~ WU HI S " 

195 200 
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Leu Met Val Gly Ser Asp Val Ala Phe lie Ala Ala Ser Tyr lie Leu 
210 215 220 



lie Leu Lys Ala Val Phe Gly Leu Ser Ser Lys Thr Ala Gin Leu Lys 
225 230 235 240 



Ala Leu Ser Thr Cys Gly Ser His Val Gly Val Met Ala Leu Tyr Tyr 
245 250 255 



Leu Pro Gly Met Ala Ser lie Tyr Ala Ala Trp Leu Gly Gin Asp Val 
260 265 270 



Val Pro Leu His Thr Gin Val Leu Leu Ala Asp Leu Tyr Val lie lie 
275 280 285 



Pro Ala Thr Leu Asn Pro lie lie Tyr Gly Met Arg Thr Lys Gin Leu 
290 295 300 



Arg Glu Arg lie Trp Ser Tyr Leu Met His Val Leu Phe Asp His Ser 
305 310 315 320 



Asn Leu Gly Ser 



<210> 


463 


<211> 


963 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


(1) . 


<223> 




<400> 


463 



atg agt tec tgc aac ttc aca cat gec acc ttt gtg ctt att ggt ate 48 

Met Ser Ser Cys Asn Phe Thr His Ala Thr Phe Val Leu lie Gly lie 
15 10 15 

cca gga tta gag aaa gec cat ttc tgg gtt ggc ttc ccc etc ctt tec 96 

Pro Gly Leu Glu Lys Ala His Phe Trp Val Gly Phe Pro Leu Leu Ser 
20 25 30 

atg tat gta gtg gca atg ttt gga aac tgc ate gtg gtc ttc ate gta 144 

Met Tyr Val Val Ala Met Phe Gly Asn Cys He Val Val Phe He Val 
35 40 45 

agg acg gaa cgc age ctg cac get ccg atg tac etc ttt etc tgc atg 192 

Arg Thr Glu Arg Ser Leu His Ala Pro Met Tyr Leu Phe Leu Cys Met 

50 55 60 
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tec acc atg cct aag ate 

s s s°. s £ £ £ - - £ - - -« ™ - fo* 
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rnf tat qt q gec ate tgc cac cca 

;r. £ £ £ £ £ £ £ - - !J ila m ^ His Pro 
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130 135 

r-t-r ttt ttt ttc cca ctg cct ctg 

£ SS £ S3 £ £ £ £ ~ - s* s - »° - p " 5! 

145 150 

ate etc teg cac tec 

ctg ate aag egg ctg gec ttc tgc cac tec a^ 9^ ^ ^ Ser 

Leu lie Lys Arg Leu Ala Phe cy ^ 1V5 

165 

tat tgt gtc cac cag gat gta atg aag ttg 9- tat gca gac act ttg 
Tyr Cys Val His Gin Asp Val Met y 19Q 
180 

~ =n- rta ctq gtc atg ggc gtg 

■« e £ £ £ £ £ £ £ »• - - m " el Glv M 
5 s £ £ £ £ £ £ - ~ 2 ii s 5 3 * 
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atg ttc aag ate age tgt gac aag gac ttg cag get gtg gga ggc aag 960 
Met Phe Lys He Ser Cys Asp Lys Asp Leu Gin Ala Val Gly Gly Lys 
305 310 315 320 

tga 963 

<210> 464 

<211> 320 

<212> PRT 

<213> Homo Sapiens 

<400> 464 

Met Ser Ser Cys Asn Phe Thr His Ala Thr Phe Val Leu He Gly He 
15 10 15 



Pro Gly Leu Glu Lys Ala His Phe Trp Val Gly Phe Pro Leu Leu Ser 
20 25 30 



Met Tyr Val Val Ala Met Phe Gly Asn Cys He Val Val Phe He Val 
35 40 45 



Arg Thr Glu Arg Ser Leu His Ala Pro Met Tyr Leu Phe Leu Cys Met 
50 55 60 



Leu Ala Ala He Asp Leu Ala Leu Ser Thr Ser Thr Met Pro Lys He 
65 70 75 80 



Leu Ala Leu Phe Trp Phe Asp Ser Arg Glu He Ser Phe Glu Ala Cys 
85 90 95 



Leu Thr Gin Met Phe Phe He His Ala Leu Ser Ala He Glu Ser Thr 
100 105 110 



He Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys His Pro 
115 120 125 



Leu Arg His Ala Ala Val Leu Asn Asn Thr Val Thr Ala Gin He Gly 
130 135 140 



He Val Ala Val Val Arg Gly Ser Leu Phe Phe Phe Pro Leu Pro Leu 
145 150 155 160 



Leu He Lys Arg Leu Ala Phe Cys His Ser Asn Val Leu Ser His Ser 
165 170 175 



Tyr Cys Val His Gin Asp Val Met Lys Leu Ala Tyr Ala Asp Thr Leu 
180 185 190 
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ttt ctt tgc 
Phe Leu Cys 
65 

atg ccc aaa 
Met Pro Lys 



ttt gat get 
Phe Asp Ala 



atg gaa tec 
Met Glu Ser 
115 

ate tgt cac 
lie Cys His 
130 

ace aaa att 
Thr Lys lie 
145 

ccc ctt cct 
Pro Leu Pro 



ctt tec cat 
Leu Ser His 



gat gat ate 
Asp Asp lie 
195 

gee att ggc 
Ala lie Gly 
210 

ctt aag act 
Leu Lys Thr 
225 

ggc act tgc 
Gly Thr Cys 



ttc att gga 
Phe He Gly 



ccg ctg ccc 
Pro Leu Pro 
275 

etc aac cca 
Leu Asn Pro 
290 

ate ctt cga 



atg ctt tea 
Met Leu Ser 
70 

atg ctg gec 
Met Leu Ala 
85 

tgt ctg eta 
Cys Leu Leu 
100 

aca gtg ctg 
Thr Val Leu 



cca ctg cgc 
Pro Leu Arg 



ggt gtg get 
Gly Val Ala 
150 

gtc ttc ate 
Val Phe He 
165 

tec tac tgc 
Ser Tyr Cys 
180 

egg gtc aat 
Arg Val Asn 



ctg gac tea 
Leu Asp Ser 



gtg ttg ggc 
Val Leu Gly 
230 

gtc tct cat 
Val Ser His 
245 

ttg tec atg 
Leu Ser Met 
260 

gtc ate ttg 
Val He Leu 



att gtc tat 
He Val Tyr 



ctt ttc cat 



ggc att gac 
Gly He Asp 



ate ttc tgg 
He Phe Trp 



cag atg ttt 
Gin Met Phe 
105 

ctg gec atg 
Leu Ala Met 
120 

cat gec aca 
His Ala Thr 
135 

get gtg gtg 
Ala Val Val 



aag cag ctg 
Lys Gin Leu 



eta cac caa 
Leu His Gin 
185 

gtc gtc tat 
Val Val Tyr 
200 

ctt etc ate 
Leu Leu He 
215 

ttg aca cgt 
Leu Thr Arg 



gtg tgt get 
Val Cys Ala 



gtg cat cgc 
Val His Arg 
265 

gee aat ate 
Ala Asn He 
280 

gga gtg aag 
Gly Val Lys 
295 

gtg gec aca 



ate etc ate 
He Leu He 
75 

ttc aat tec 
Phe Asn Ser 
90 

gec ate cac 
Ala He His 



get ttt gac 
Ala Phe Asp 



gta ctt acg 
Val Leu Thr 
140 

egg ggg get 

Arg Gly Ala 
155 

ccc ttc tgc 
Pro Phe Cys 
170 

gat gtc atg 
Asp Val Met 



ggc ctt ate 
Gly Leu He 



tec ttc tea 
Ser Phe Ser 
220 

gaa gec cag 
Glu Ala Gin 
235 

gtg ttc ata 
Val Phe He 
250 

ttt age aag 
Phe Ser Lys 



tat ctg ctg 
Tyr Leu Leu 



aca aag gag 
Thr Lys Glu 
300 

cac get tea 



tec ace tea 
Ser Thr Ser 



act ace ate 
Thr Thr He 
95 

tec tta tct 
Ser Leu Ser 
110 

cgc tat gtg 
Arg Tyr Val 
125 

ttg cct cgt 
Leu Pro Arg 



gca ctg atg 
Ala Leu Met 



cgc tec aat 
Arg Ser Asn 
175 

aag ctg gee 
Lys Leu Ala 
190 

gtc ate ate 
Val He He 
205 

tat ctg ctt 
Tyr Leu Leu 



gec aag gca 
Ala Lys Ala 



ttc tat gta 
Phe Tyr Val 
255 

egg cgt gac 
Arg Arg Asp 
270 

gtt cct cct 
Val Pro Pro 
285 

att cga cag 
lie Arg Gin 



gag ccc tag 



tec 240 

Ser 

80 

cag 288 
Gin 



ggc 336 
Gly 



gec 384 
Ala 



gtc 432 
Val 



gca 480 

Ala 

160 

ate 528 
He 



tgt 576 
Cys 



tec 624 
Ser 



att 672 
He 



ttt 720 

Phe 

240 

cct 768 
Pro 



tct 816 
Ser 



gtg 864 
Val 



cgc 912 
Arg 
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He Leu Arg Leu Phe His va 315 
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<211> 318 

<212> PRT 

<213> Homo Sapiens 
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Pro Leu Cys Ser Leu 



35 



^ WU lie Ala V,! «. Gly «. — 

40 



. „ t«i His Glu Pro Met Tyr He 
Ile Tyr Xle Val Ar 9 Thr Glu Hxe Ser Leu ^ 

50 



-n « Qpr Thr Ser Ser 
m f Leu Ser Gly He Asp He *eu He Ser Thr ^ 
Phe Leu Cys Met Leu ber ?5 

65 



n Tie Phe Trp Phe Asn Ser Thr Thr He Gin 
Met Pro Lys Met Leu Ala He Phe T p ^ 95 

8 5 

Tl£3 n:. ser Leu Ser Gly 
Ala Cvs Leu Leu Gin Met Phe Ala lie His 
Phe Asp Ala Cys l>w 1Q5 
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t.u Ala Met Ala Phe Asp Arg Tyr Val Ala 
Me t Glu Ser Thr Val Leu Leu Al« 
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T ^ Gly v»l -J «» -1 V,! M Gly 
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^, n - r ~ A r q Ser Asn He 
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xi - e qpr Tvr Cys Leu His Gin Asp v 
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Ala lie Gly Leu Asp Ser Leu Leu lie Ser Phe Ser Tyr Leu Leu lie 
210 215 220 



Leu Lys Thr Val Leu Gly Leu Thr Arg Glu Ala Gin Ala Lys Ala Phe 
225 230 235 240 



Gly Thr Cys Val Ser His Val Cys Ala Val Phe He Phe Tyr Val Pro 
245 250 255 



Phe He Gly Leu Ser Met Val His Arg Phe Ser Lys Arg Arg Asp Ser 
260 265 270 



Pro Leu Pro Val He Leu Ala Asn He Tyr Leu Leu Val Pro Pro Val 
275 280 285 



Leu Asn Pro He Val Tyr Gly Val Lys Thr Lys Glu He Arg Gin Arg 
290 295 300 



He Leu Arg Leu Phe His Val Ala Thr His Ala Ser Glu Pro 
305 310 315 



<210> 467 

<211> 975 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . - (972) 

<223> 



<400> 467 

atg ctg ggt cca get tat aac cac aca atg gaa acc cct gec tec ttc 48 

Met Leu Gly Pro Ala Tyr Asn His Thr Met Glu Thr Pro Ala Ser Phe 

15 10 15 

etc ctt gtg ggt ate cca gga ctg caa tct tea cat ctt tgg ctg get 96 

Leu Leu Val Gly He Pro Gly Leu Gin Ser Ser His Leu Trp Leu Ala 
20 25 30 

ate tea ctg agt gee atg tac ate ata gec ctg tta gga aac acc ate 144 

He Ser Leu Ser Ala Met Tyr He He Ala Leu Leu Gly Asn Thr He 
35 40 45 

ate gtg act gca ate tgg atg gat tec act egg cat gag ccc atg tat 192 

He Val Thr Ala He Trp Met Asp Ser Thr Arg His Glu Pro Met Tyr 
50 55 60 

tgc ttt ctg tgt gtt ctg get get gtg gac att gtt atg gec tec teg 240 

Cys Phe Leu Cys Val Leu Ala Ala Val Asp He Val Met Ala Ser Ser 

65 70 75 80 
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aac ctg ggt tcatga 975 
Asn Leu Gly Ser 



<210> 468 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 468 

Met Leu Gly Pro Ala Tyr Asn His Thr Met Glu Thr Pro Ala Ser Phe 
15 10 15 



Leu Leu Val Gly lie Pro Gly Leu Gin Ser Ser His Leu Trp Leu Ala 
20 25 30 



lie Ser Leu Ser Ala Met Tyr lie lie Ala Leu Leu Gly Asn Thr lie 
35 40 45 



lie Val Thr Ala lie Trp Met Asp Ser Thr Arg His Glu Pro Met Tyr 
50 55 60 



Cys Phe Leu Cys Val Leu Ala Ala Val Asp lie Val Met Ala Ser Ser 
65 70 75 80 



Val Val Pro Lys Met Val Ser Tie Phe Cys Ser Gly Asp Ser Ser lie 
85 90 95 



Ser Phe Ser Ala Cys Phe Thr Gin Met Phe Phe Val His Leu Ala Thr 
100 105 110 



Ala Val Glu Thr Gly Leu Leu Leu Thr Met Ala Phe Asp Arg Tyr Val 
115 120 125 



Ala lie Cys Lys Pro Leu His Tyr Lys Arg lie Leu Thr Pro Gin Val 
130 135 140 



Met Leu Gly Met Ser Met Ala He Thr He Arg Ala He He Ala He 
145 150 155 160 



Thr Pro Leu Ser Trp Met Val Ser His Leu Pro Phe Cys Gly Ser Asn 
165 170 175 



Val Val Val His Ser Tyr Cys Glu His He Ala Leu Ala Arg Leu Ala 
180 185 190 



Cys Ala Asp Pro Val Pro Ser Ser Leu Tyr Ser Leu lie Gly Ser Ser 
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„ ti*> lie Tyr Gly Met Arg Thr Lys Gin Leu 
Pro Ala Thr Leu Asn Pro lie He Tyr y ^ 

290 

Mot- wis Val Leu Phe Asp His Ser 
Arg Glu Arg He Trp Ser Tyr Leu Met His ^ 

305 3 
Asn Leu Gly Ser 

<210> 469 

<211> 975 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 
<222> (1) (972) 
<223> 

<400> 469 atg g aa acc cct gcc tec ttc 

S S S » »■ - "» ~ if ° 1U Pt ° "* « "" 

1 5 . 

..^ „ as , tct tea cat ctt tgg ctg get 
etc ctt gtg ggt ate cca gga ctg caa ^ ^ ^ ^ p ^ Ala 

Leu Leu Val Gly He Pro Gly Leu Gin 3Q 
20 

- ~ -t-r aca gcc ctg tta gga aac acc etc 
ate tea ctg agt gee atg tac ate aca g^ ^ ^ ^ ^ ^ Leu 
He Ser Leu Ser Ala Met Tyr lie ^ 
35 

- act cqg cat gag ccc atg tat 
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50 55 60 

tgc ttt ctg tgt gtt ctg get get gtg gac att gtt atg gec tec tec 240 

Cys Phe Leu Cys Val Leu Ala Ala Val Asp lie Val Met Ala Ser Ser 

65 70 75 80 

gtg gta ccc aag atg gtg age ate ttc tgc teg gga gac age tec ate 288 

Val Val Pro Lys Met Val Ser lie Phe Cys Ser Gly Asp Ser Ser lie 

85 90 95 

age ttt agt get tgt ttc act cag atg ttt ttt gtc cac tta gee aca 336 

Ser Phe Ser Ala Cys Phe Thr Gin Met Phe Phe Val His Leu Ala Thr 

100 105 110 

get gtg gag acg ggg ctg ctg ctg ace atg get ttt gac cgc tat gta 384 

Ala Val Glu Thr Gly Leu Leu Leu Thr Met Ala Phe Asp Arg Tyr Val 

115 120 125 

gee ate tgc aag cct eta cac tac aag aga att etc acg cct caa gtg 432 

Ala lie Cys Lys Pro Leu His Tyr Lys Arg lie Leu Thr Pro Gin Val 

130 135 140 

atg ctg gga atg agt atg gee gtc ace ate aga get gtc aca ttc atg 480 

Met Leu Gly Met Ser Met Ala Val Thr He Arg Ala Val Thr Phe Met 

145 150 155 160 

act cca ctg agt tgg atg atg aat cat eta cct ttc tgt ggc tec aat 528 

Thr Pro Leu Ser Trp Met Met Asn His Leu Pro Phe Cys Gly Ser Asn 

165 170 175 

gtg gtt gtc cac tec tac tgt aag cac ata get ttg gee agg tta gca 576 

Val Val Val His Ser Tyr Cys Lys His He Ala Leu Ala Arg Leu Ala 

180 185 190 

tgt get gac ccc gtg ccc age agt etc tac agt ctg att ggt tec tct 624 

Cys Ala Asp Pro Val Pro Ser Ser Leu Tyr Ser Leu He Gly Ser Ser 

195 200 205 

ctt atg gtg ggc tct gat gtg gec ttc att get gee tec tat ate tta 672 

Leu Met Val Gly Ser Asp Val Ala Phe He Ala Ala Ser Tyr He Leu 

210 215 220 

att etc agg gca gta ttt gat etc tec tea aag act get cag ttg aaa 720 

He Leu Arg Ala Val Phe Asp Leu Ser Ser Lys Thr Ala Gin Leu Lys 

225 230 235 240 

gca tta age aca tgt ggc tec cat gtg ggg gtt atg get ttg tac tat 768 

Ala Leu Ser Thr Cys Gly Ser His Val Gly Val Met Ala Leu Tyr Tyr 

245 250 255 

eta cct ggg atg gca tec ate tat gcg gec tgg ttg ggg cag gat ata 816 

Leu Pro Gly Met Ala Ser He Tyr Ala Ala Trp Leu Gly Gin Asp He 

260 265 270 

gtg ccc ttg cac ace caa gtg ctg eta get gac ctg tac gtg ate ate 864 

Val Pro Leu His Thr Gin Val Leu Leu Ala Asp Leu Tyr Val He He 

275 280 285 

cca gec act tta aat ccc ate ate tat ggc atg agg ace aaa caa ttg 912 

Pro Ala Thr Leu Asn Pro He He Tyr Gly Met Arg Thr Lys Gin Leu 

290 295 300 
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ttc etc ttt gac cac tec 
ctg gag gga ata tgg agt tat ctg atg cac ^ ^ ^ ^ ^ 
Leu Gin Gly He Trp Ser lyr u ^ 320 



310 

aac ctg ggt tea tga 
Asn Leu Gly Ser 
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<400> 470 

* wic Thr Met Glu Thr Pro Ala Ser Phe 
Met Leu Gly Pro Ala Tyr Asn His Thr Met 15 

1 5 

o«v Q^-r His Leu Trp Leu Ala 
Le u Leu Val Gly He Pro Gly Leu Gin Ser Ser *P 

20 

. Ala Met Tyr He Thr Ala Leu Leu Gly Asn Thr Leu 
He Ser Leu Ser Ala Met iyr ± 45 
35 

Ile val Thr -a Xle Trp Met Asp Ser Thr Arg His Glu Pro Met Tyr 
50 55 

■, _ -| „ =n lqn Tie Val Met Ala Ser Ser 
Cys Phe Leu Cys Val Leu Ala Ala Val Asp lie 8Q 

65 70 

val Val Pro Lys Met Val Ser Xle Phe Cys Ser Gly Asp Ser Ser Xle 

85 
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t Ala Phe Asp Arg Tyr Val 
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145 150 
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Val Val Val His Ser Tyr Cys Lys His lie Ala Leu Ala Arg Leu Ala 
180 185 190 



Cys Ala Asp Pro Val Pro Ser Ser Leu Tyr Ser Leu He Gly Ser Ser 
195 200 205 



Leu Met Val Gly Ser Asp Val Ala Phe He Ala Ala Ser Tyr He Leu 
210 215 220 



He Leu Arg Ala Val Phe Asp Leu Ser Ser Lys Thr Ala Gin Leu Lys 
225 230 235 240 



Ala Leu Ser Thr Cys Gly Ser His Val Gly Val Met Ala Leu Tyr Tyr 
245 250 255 



Leu Pro Gly Met Ala Ser He Tyr Ala Ala Trp Leu Gly Gin Asp He 
260 265 270 



Val Pro Leu His Thr Gin Val Leu Leu Ala Asp Leu Tyr Val He He 
275 280 285 



Pro Ala Thr Leu Asn Pro He lie Tyr Gly Met Arg Thr Lys Gin Leu 
290 295 300 



Leu Glu Gly He Trp Ser Tyr Leu Met His Phe Leu Phe Asp His Ser 
305 310 315 320 



Asn Leu Gly Ser 
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<211> 975 
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<213> Homo Sapiens 
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<221> CDS 

<222> (1) . . (972) 

<223> 



<400> 471 

atg cag aag ccc cag etc ttg gtc cct ate ata gee act tea aat gga 48 

Met Gin Lys Pro Gin Leu Leu Val Pro He He Ala Thr Ser Asn Gly 

15 10 15 

aat ctg gtc cac gca gca tac ttc ctt ttg gtg ggt ate cct ggc ctg 96 

Asn Leu Val His Ala Ala Tyr Phe Leu Leu Val Gly He Pro Gly Leu 

20 25 30 

ggg cct acc ata cac ttt tgg ctg get ttc cca ctg tgt ttt atg tat 144 
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275 280 285 

get aat acc tac ttg ctg eta cca cct gta gtc aac ccc ctt gtc tat 912 
Ala Asn Thr Tyr Leu Leu Leu Pro Pro Val Val Asn Pro Leu Val Tyr 
290 295 300 

gga gec aag acc aaa gag ate tgt tea agg gtc etc tgt atg ttc tea 960 
Gly Ala Lys Thr Lys Glu lie Cys Ser Arg Val Leu Cys Met Phe Ser 
305 310 315 320 

caa ggt ggc aag tga 97 5 

Gin Gly Gly Lys 



<210> 472 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 472 

Met Gin Lys Pro Gin Leu Leu Val Pro lie lie Ala Thr Ser Asn Gly 
15 10 15 



Asn Leu Val His Ala Ala Tyr Phe Leu Leu Val Gly lie Pro Gly Leu 
20 25 30 



Gly Pro Thr lie His Phe Trp Leu Ala Phe Pro Leu Cys Phe Met Tyr 
35 40 45 



Ala Leu Ala Thr Leu Gly Asn Leu Thr lie Val Leu lie lie Arg Val 
50 55 60 



Glu Arg Arg Leu His Glu Pro Met Tyr Leu Phe Leu Ala Met Leu Ser 
65 70 75 80 



Thr lie Asp Leu Val Leu Ser Ser lie Thr Met Pro Lys Met Ala Ser 
85 90 95 



Leu Phe Leu Met Gly lie Gin Glu lie Glu Phe Asn lie Cys Leu Ala 
100 105 110 



Gin Met Phe Leu lie His Ala Leu Ser Ala Val Glu Ser Ala Val Leu 
115 120 125 



Leu Ala Met Ala Phe Asp Arg Phe Val Ala lie Cys His Pro Leu Arg 
130 135 140 



His Ala Ser Val Leu Thr Gly Cys Thr Val Ala Lys lie Gly Leu Ser 
145 150 155 160 
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165 

„ n His Thr Val Thr His Ser Phe Cys 

L, ys Trp Leu Ser Tyr Cys Gin Thr His Thr ^ 

180 

c^r- rvs Thr Asp Thr Arg Val Asn 
Leu His Gin Asp He Met Lys Leu Ser Cys 
195 

, t Phe lie lie Leu Ser Val Met Gly Val Asp Ser 
val Val Tyr Gly Leu Phe lie lie ^ 

210 

wu Ph . n . W »» - ^ zx. - ». £ «* »■ ™> ™ So 

225 

„ s « .„ *, «. ». - - «■ ~ * »» s " 

245 



265 

260 



He Gly Leu Ser 
0 



Hi. M » cy. «. V.1 « v.! *» £r ™ «° IW £ 

Leu Leu His Val Val Met 



m-..- i3t-o Thr Ser Leu J->eu m = 
Val His Arg Leu Gly Gly Pro Thr b ^ 



Val — ■ 280 

275 



t „, Leu Pro Pro Val Val Asn Pro Leu Val Tyr 
Ala Asn Thr Tyr Leu Leu Leu Pro * ^ 



290 295 



Ala Lys Thr Lys Glu He Cys Ser Arg Val Leu Cys Met Phe Ser 



Gly - 310 

305 ■ iX 



Gin Gly Gly Lys 



<210> 473 

<211> 943 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) ■ • < 942 > 

<223> 



<400> 473 ^ ni .- ccc age tec ttc tgg etc 

Itg etc act ttt cat aat gtc tgc tea gta ccc ^ ^ ^ ^ ^ 

Met Leu Thr Phe His Asn Val Cys Ser va 15 
1 5 
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act ggc ate 
Thr Gly He 



ttt ggc tec 
Phe Gly Ser 
35 

get gtg gta 
Ala Val Val 
50 

ttg tgc atg 
Leu Cys Met 
65 

ccc aaa ctt 
Pro Lys Leu 



gac gec tgc 
Asp Ala Cys 



gag tea ggc 
Glu Ser Gly 
115 

tgc aac cca 
Cys Asn Pro 
130 

cgt ttg ggg 

Arg Leu Gly 
145 

ctg cct ctg 

Leu Pro Leu 



ate tec cac 
He Ser His 



ggc gac age 
Gly Asp Ser 
195 

gtg ttg ate 
Val Leu He 
210 

ttc agg gee 
Phe Arg Ala 
225 

ctg ggg aca 

Leu Gly Thr 



ccc att get 



cca ggg ctg 
Pro Gly Leu 
20 

atg tac ctg 
Met Tyr Leu 



aag ata gaa 
Lys He Glu 



ttg get gec 
Leu Ala Ala 
70 

ctg gga ate 
Leu Gly He 
85 

ttg ggc caa 
Leu Gly Gin 
100 

ate ttc ctt 
He Phe Leu 



eta cgt cat 
Leu Arg His 



ctt gtt tct 
Leu Val Ser 
150 

atg ate cgc 
Met He Arg 
165 

tec tac tgt 
Ser Tyr Cys 
180 

agg gtc aat 
Arg Val Asn 



ctg gac tea 
Leu Asp Ser 



gtg atg ggg 
Val Met Gly 
230 

tgc get tct 
Cys Ala Ser 
245 

gtt tct tec 



gag tec eta 
Glu Ser Leu 
25 

gtg get gtg 

Val Ala Val 
40 

cgc age ctg 
Arg Ser Leu 
55 

att gac ctg 
He Asp Leu 



ttc tgg ttc 
Phe Trp Phe 



atg ttc ctt 
Met Phe Leu 
105 

gec atg get 
Ala Met Ala 
120 

age atg gtg 
Ser Met Val 
135 

etc etc egg 
Leu Leu Arg 



ctg egg ctg 
Leu Arg Leu 



gag cac atg 
Glu His Met 
185 

aat gtc tat 
Asn Val Tyr 
200 

gtg get att 
Val Ala He 
215 

tta gee act 
Leu Ala Thr 



cac etc tgt 
His Leu Cys 



ctg att cac 



cac gtc tgg 
His Val Trp 



gtg ggg aat 

Val Gly Asn 



cac cag ccc 
His Gin Pro 
60 

gtt ctg tct 
Val Leu Ser 
75 

ggt get tgt 
Gly Ala Cys 
90 

ate cac tgc 
He His Cys 



ttt gat cgc 
Phe Asp Arg 



etc act tat 
Leu Thr Tyr 
140 

ggt gtt etc 
Gly Val Leu 
155 

ccc ctt tat 
Pro Leu Tyr 
170 

get gta gtt 
Ala Val Val 



ggg ctg age 
Gly Leu Ser 



get gca tec 
Ala Ala Ser 
220 

cct gag get 
Pro Glu Ala 
235 

gee ate ctg 
Ala He Leu 
250 

cga ttt ggt 



etc tec ate 
Leu Ser lie 
30 

gtg acc ate 
Val Thr lie 
45 

atg tac ttt 
Met Tyr Phe 



act tec act 
Thr Ser Thr 



gac att ggc 
Asp He Gly 
95 

ttt gec act 
Phe Ala Thr 
110 

tac gtg gee 
Tyr Val Ala 
125 

aca gtg gtg 
Thr Val Val 



tac att gga 
Tyr He Gly 



aaa acc cat 
Lys Thr His 
175 

gee ttg aca 
Ala Leu Thr 
190 

ate ggc ttt 
He Gly Phe 
205 

tat gtg atg 
Tyr Val Met 



agg ctt aaa 
Arg Leu Lys 



ate ttt tat 
He Phe Tyr 
255 

cag tgt gtg 



ccc 96 
Pro 



ctg 144 
Leu 



ttc 192 
Phe 



ata 240 

He 

80 

ctg 288 
Leu 



gtt 336 
Val 



ate 384 
He 



ggt 432 
Gly 



cct 480 

Pro 

160 

gtt 528 
Val 



tgt 576 
Cys 



ctg 624 
Leu 



att 672 
He 



acc 720 

Thr 

240 

gtt 768 
Val 



cct 816 
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<210> 474 
<2H> 314 
<212> PRT 
<213> Homo Sapiens 

r*Ji ». » cy . s« r «. « « »» «p - 

1 5 

« cx y xx. ~ oxy - - - - Hi ° « " e 

20 

„ t T yr Leu Val Ala Val Val Gly Asn Val Thr He Leu 
Phe Gly ser Met Tyr Leu ^ 45 

35 

„ t«, His Gin Pro Met Tyr Phe Phe 

tt q pin Ara Ser Leu His v3j.11 
Ala Val Val Lys He Glu Arg *> g0 

50 55 

r Met Leu Ala Ala He Asp Leu Val Leu Ser Thr Ser Thr lie 

Leu Cys Met Leu ^ d ^ 75 
65 

rw He Phe Trp Phe Gly Ala Cys Asp He Gly Leu 
Pro Lys Leu Leu Gly He Phe irp ^ 95 

85 

T ti b His Cvs Phe Ala Thr Val 
ASP Ala cys Leu Gly Gin Met Phe Leu He H» Cy 

100 

OX. Ser .X. - - «• « - - "> "» S 

115 

-. r rrv,T* Tvr Thr Val Val Gly 
TJ ■ e QfkT . Met Val Leu Thr iy* 
Cys Asn Pro Leu Arg His Ser Met ^ 

130 

nix. val Leu Tyr He Gly Pro 
Arg Leu Gly Leu Val Ser Leu Leu Arc, Gly Val 

145 
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Leu Pro Leu Met lie Arg Leu Arg Leu Pro Leu Tyr Lys Thr His Val 
165 170 175 



He Ser His Ser Tyr Cys Glu His Met Ala Val Val Ala Leu Thr Cys 
180 185 190 



Gly Asp Ser Arg Val Asn Asn Val Tyr Gly Leu Ser He Gly Phe Leu 
195 200 205 



Val Leu He Leu Asp Ser Val Ala He Ala Ala Ser Tyr Val Met He 
210 215 220 



Phe Arg Ala Val Met Gly Leu Ala Thr Pro Glu Ala Arg Leu Lys Thr 
225 230 235 240 



Leu Gly Thr Cys Ala Ser His Leu Cys Ala He Leu He Phe Tyr Val 
245 250 255 



Pro lie Ala Val Ser Ser Leu He His Arg Phe Gly Gin Cys Val Pro 
260 265 270 



Pro Pro Val His Thr Leu Leu Ala Asn Phe Tyr Leu Leu He Pro Pro 
275 280 285 



He Leu Asn Pro He Val Tyr Ala Val Arg Thr Lys Gin He Arg Glu 
290 295 300 



Ser Leu Leu Gin lie Pro Arg He Glu Met 
305 310 



<210> 475 

<211> 942 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> CDS 

<222> (1) . . (939) 

<223> 



<400> 475 

atg age cct gag aac cag age age gtg tec gag ttc etc ctt ctg ggc 48 

Met Ser Pro Glu Asn Gin Ser Ser Val Ser Glu Phe Leu Leu Leu Gly 
15 10 15 

etc ccc ate egg cca gag cag cag get gtg ttc ttc acc ctg ttc ctg 96 

Leu Pro He Arg Pro Glu Gin Gin Ala Val Phe Phe Thr Leu Phe Leu 
20 25 30 
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He Gin Leu Asp Ser His Leu 6Q 
50 55 

t-ra tct qtc act gtc cct aag 
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s s 2 s x s - - - I°- ~ s - s- L " 

85 

„^ a ta ttt ttt act gac ctg gac age 
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in s s s s s s s s s Sr ?al s Ile * His 
s £ s £ s - s s s = s £ 3S « - s: 

£ E S = S S 2 2 5 K = = S - = i 

145 

- r x s s s s s s s s e s s s s. 
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165 
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v.l Phe cys Asp L.u Al« Ala w ^ * 19 „ 

«. «e ~ « «■ ? « s - - £ s» ?il 52 IS S E 

Phe Leu Asn Glu Leu Val Met Pne 2Q5 
195 

*. tat qqc tac att ggg gec acc 

S £ S IS cf. E S ?S Sr ^ «y S xx. xx. - 

s. !s s & - « - - s li *" s " r ^ 

225 ^ 

. „t-« tct etc tat tat ggg tea ata ttt 
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260 
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576 



624 



672 
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att gtg get etc atg tac acg gtg gtc aca ccc atg ttg aac ccc ttt 864 

lie Val Ala Leu Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 
275 280 285 

ate tac age ctt agg aac agg gac atg aaa gag gee ctt ggg aaa etc 912 

lie Tyr Ser Leu Arg Asn Arg Asp Met Lys Glu Ala Leu Gly Lys Leu 
290 295 300 

ttc agt aga gca aca ttt ttc tct tgg tga 942 

Phe Ser Arg Ala Thr Phe Phe Ser Trp 

305 310 



<210> 476 

<211> 313 

<212> PRT 

<213 > Homo Sapiens 

<400> 476 

Met Ser Pro Glu Asn Gin Ser Ser Val Ser Glu Phe Leu Leu Leu Gly 
15 10 15 



Leu Pro He Arg Pro Glu Gin Gin Ala Val Phe Phe Thr Leu Phe Leu 
20 25 30 



Gly Met Tyr Leu Thr Thr Val Leu Gly Asn Leu Leu He Met Leu Leu 
35 40 45 



He Gin Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 



His Leu Ala Leu Thr Asp He Ser Phe Ser Ser Val Thr Val Pro Lys 
65 70 75 80 



Met Leu Met Asp Met Arg Thr Lys Tyr Lys Ser He Leu Tyr Glu Glu 
85 90 95 



Cys He Ser Gin Met Tyr Phe Phe He Phe Phe Thr Asp Leu Asp Ser 
100 105 110 



Phe Leu He Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys His 
115 120 125 



Pro Leu His Tyr Thr Val He Met Arg Glu Glu Leu Cys Val Phe Leu 
130 135 140 



Val Ala Val Ser Trp He Leu Ser Cys Ala Ser Ser Leu Ser His Thr 
145 150 155 160 



Leu Leu Leu Thr Arg Leu Ser Phe Cys Ala Ala Asn Thr He Pro His 
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165 



170 



175 



Val Phe Cys Asp Leu Ala Ala Leu Leu Lys Leu Ser Cys Ser Asp He 

180 185 

Phe Leu Asn Glu Leu Val Met Phe Thr Val Gly Val Val Val He Thr 
195 200 205 

L eu Pro Phe Met Cys He Leu Val Ser Tyr Gly Tyr He Gly Ala Thr 

210 



[le Leu Arg Val Pro Se 



r Thr Lys Gly He His Lys Ala Leu Ser Thr 



225 



230 



235 



240 



Cys Gly ser His Leu Ser Val Val Ser Leu Tyr Tyr Gly Ser He Phe 

245 250 



Oly Gin Tyr Leu Phe Pro Thr Val Ser Ser Ser He Asp Lys Asp Val 

260 265 

He val Ala Leu Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 
275 280 28 

He Tyr Ser Leu Arg Asn Arg Asp Met Lys Glu Ala Leu Gly Lys Leu 



290 



295 



Phe 
305 



Ser Arg Ala Thr Phe Phe Ser Trp 



310 



<210> 477 

<211> 996 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) • • (993) 

<223> 
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35 

ttc ate tat 
Phe lie Tyr 
50 

gta agg ctg 
Val Arg Leu 
65 

ata ttt tec 
lie Phe Ser 



atg etc tec 
Met Leu Ser 



tgc ate ttg 
Cys lie Leu 
115 

ate ttg ctg 
lie Leu Leu 
130 

cct ctt cgc 
Pro Leu Arg 
145 

tct gca ggt 
Ser Ala Gly 



gtg atg att 
Val Met lie 



ate ttc tgt 
lie Phe Cys 
195 

tec atg att 
Ser Met lie 
210 

acc ttc eta 
Thr Phe Leu 
225 

ttg agg att 
Leu Arg lie 



gca ggc cac 
Ala Gly His 



atg tac ttg 
Met Tyr Leu 
275 



act ttt att 
Thr Phe lie 



gac acc cat 
Asp Thr His 
70 

ttt ctg gag 
Phe Leu Glu 
85 

aac etc ate 
Asn Leu lie 
100 

cag atg tat 
Gin Met Tyr 



acc acc atg 
Thr Thr Met 



tat caa atg 
Tyr Gin Met 
150 

tec tgc etc 
Ser Cys Leu 
165 

tec aca ctg 
Ser Thr Leu 
180 

gac ttg gtc 
Asp Leu Val 



ctg att gag 
Leu He Glu 



ate att gec 
He He Ala 
230 

ccc tct tct 
Pro Ser Ser 
245 

etc atg gtc 
Leu Met Val 
260 

cgt ttc age 
Arg Phe Ser 



40 

ate att gat 
He He Asp 

55 

etc cac aac 
Leu His Asn 



ate tgg tac 
He Trp Tyr 



agt gaa aag 
Ser Glu Lys 
105 

ttc ttc cac 
Phe Phe His 
120 

gec att gac 
Ala He Asp 
135 

ate atg acc 
He Met Thr 



ttc ggt ttc 
Phe Gly Phe 



cct ttc tgt 
Pro Phe Cys 
185 

cct gtg eta 
Pro Val Leu 
200 

gat gtg att 
Asp Val He 
215 

ctg tec tat 
Leu Ser Tyr 



gaa ggg agg 
Glu Gly Arg 



ttc ccg ata 
Phe Pro He 
265 

gac act tat 
Asp Thr Tyr 
280 



aac tta tta 
Asn Leu Leu 
60 

ccc atg tat 
Pro Met Tyr 
75 

acc aca gec 
Thr Thr Ala 
90 

aag gec ate 
Lys Ala He 



tea ctt gaa 
Ser. Leu Glu 



aga tac gtt 
Arg Tyr Val 
140 

ccc egg etc 
Pro Arg Leu 
155 

ctt ate ctg 
Leu He Leu 
170 

ggg ccc aac 
Gly Pro Asn 



age ctg gee 
Ser Leu Ala 



cat get gtg 
His Ala Val 
220 

gta aga att 
Val Arg He 
235 

caa aag get 
Gin Lys Ala 
250 

ttc ttt ggc 
Phe Phe Gly 



cca cca gtt 
Pro Pro Val 



45 

ate ttc tct 
He Phe Ser 



aat ttt ate 
Asn Phe lie 



acc att ccc 
Thr He Pro 
95 

tea atg act 
Ser Met Thr 
110 

aac tea gag 
Asn Ser Glu 
125 

gee ate tgc 
Ala He Cys 



tgt get caa 
Cys Ala Gin 



ctt ccc gag 
Leu Pro Glu 
175 

caa ate cat 
Gin He His 
190 

tgt aca gac 
Cys Thr Asp 
205 

acc ate ate 
Thr He He 



gtc act gtg 
Val Thr Val 



ttt tct acc 
Phe Ser Thr 
255 

agt gta tea 
Ser Val Ser 
270 

ttg gac aca 
Leu Asp Thr 
285 



get 192 
Ala 



agt 240 

Ser 

80 

aag 288 
Lys 



ggc 33 6 

Gly 



ggg 3 84 

Gly 



aac 432 
Asn 



etc 480 

Leu 

160 

att 528 
He 



cag 576 
Gin 



acg 624 
Thr 



att 672 
He 



ata 720 

lie 

240 

tgt 768 
Cys 



etc 816 
Leu 



gee 864 
Ala 
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att gca ctg atg ttt act gta ctt get cca ttc ttc aat ccc ate att 

lie Ala Leu Met Phe Thr Val Leu Ala Pro Phe Phe Asn Pro He He 
290 295 300 

tat age ctg aga aac aag gac atg aac aat gcg att aaa aaa ctg ttc 

Tyr Ser Leu Arg Asn Lys Asp Met Asn Asn Ala He Lys Lys Leu Phe 
305 310 315 320 

tgt ctt caa aaa gtg ttg aac aag cct gga ggt taa 

Cys Leu Gin Lys Val Leu Asn Lys Pro Gly Gly 
325 330 



<210> 478 

<211> 331 

<212> PRT 

<213> Homo Sapiens 

<400> 478 

Met Cys Trp Thr Met Pro Ser Pro Phe Thr Gly Ser Ser Thr Arg Asn 
15 10 15 



Met Glu Ser Gly Asn Gin Ser Thr Val Thr Glu Phe He Phe Thr Gly 
20 25 30 



Phe Pro Gin Leu Gin Asp Gly Ser Leu Leu Tyr Phe Phe Pro Leu Leu 
35 40 45 



Phe He Tyr Thr Phe He He He Asp Asn Leu Leu He Phe Ser Ala 
50 55 60 



Val Arg Leu Asp Thr His Leu His Asn Pro Met Tyr Asn Phe He Ser 
65 70 75 80 



He Phe Ser Phe Leu Glu He Trp Tyr Thr Thr Ala Thr He Pro Lys 
85 90 95 



Met Leu Ser Asn Leu He Ser Glu Lys Lys Ala He Ser Met Thr Gly 
100 105 110 



Cys He Leu Gin Met Tyr Phe Phe His Ser Leu Glu Asn Ser Glu Gly 
115 120 125 



He Leu Leu Thr Thr Met Ala He Asp Arg Tyr Val Ala He Cys Asn 
130 135 140 



Pro Leu Arg Tyr Gin Met He Met Thr Pro Arg Leu Cys Ala Gin Leu 
145 150 155 160 
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Ser Ala Gly Ser Cys Leu Phe Gly Phe Leu lie Leu Leu Pro Glu lie 
165 170 175 



Val Met lie Ser Thr Leu Pro Phe Cys Gly Pro Asn Gin lie His Gin 
180 185 190 



He Phe Cys Asp Leu Val Pro Val Leu Ser Leu Ala Cys Thr Asp Thr 
195 200 205 



Ser Met He Leu He Glu Asp Val He His Ala Val Thr He He He 
210 215 220 



Thr Phe Leu He He Ala Leu Ser Tyr Val Arg He Val Thr Val lie 
225 230 235 240 



Leu Arg He Pro Ser Ser Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys 
245 250 255 



Ala Gly His Leu Met Val Phe Pro He Phe Phe Gly Ser Val Ser Leu 
260 265 270 



Met Tyr Leu Arg Phe Ser Asp Thr Tyr Pro Pro Val Leu Asp Thr Ala 
275 280 285 



He Ala Leu Met Phe Thr Val Leu Ala Pro Phe Phe Asn Pro He He 
290 295 300 



Tyr Ser Leu Arg Asn Lys Asp Met Asn Asn Ala lie Lys Lys Leu Phe 
305 310 315 320 



Cys Leu Gin Lys Val Leu Asn Lys Pro Gly Gly 
325 330 



<210> 


479 




<211> 


945 




<212> 


DNA 




<213> 


Homo 


Sapiens 


<220> 






<221> 


CDS 




<222> 


(1) . 


(942) 


<223> 






<400> 


479 





atg gag aca aga aat tac tct gcc atg act gaa ttc ttt ctg gtg ggg 48 

Met Glu Thr Arg Asn Tyr Ser Ala Met Thr Glu Phe Phe Leu Val Gly 

15 10 15 

ctt tec caa tat cca gag etc cag ctt ttt ctg ttc ctg etc tgc etc 96 
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Leu Ser Gin Tyr Pro Glu Leu Gin Leu Phe Leu Phe Leu Leu Cys Leu 
20 25 30 

ate atg tac atg ata ate etc ctg gga aat age etc etc att ate ate 
lie Met Tyr Met lie lie Leu Leu Gly Asn Ser Leu Leu lie lie lie 
35 40 45 

ace ate ttg gat tct cgc etc cat act ccc atg tat ttc ttt ctt gga 
Thr lie Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

aac etc tea ttc ttg gac ate tgt tac aca tec tea tec att cct cca 
Asn Leu Ser Phe Leu Asp lie Cys Tyr Thr Ser Ser Ser He Pro Pro 
65 70 75 80 

atg ctt att ata ttt atg tct gag aga aaa tec ate tec ttc att ggc 
Met Leu He He Phe Met Ser Glu Arg Lys Ser He Ser Phe He Gly 
85 90 95 

tgt get ctg cag atg gtt gtg tec ctt ggc ttg ggc tec act gag tgt 
Cys Ala Leu Gin Met Val Val Ser Leu Gly Leu Gly Ser Thr Glu Cys 
100 105 HO 

gtc etc ctg get gtg atg gee tat gac cac tat gtg gee ate tgc aac 
Val Leu Leu Ala Val Met Ala Tyr Asp His Tyr Val Ala He Cys Asn 
115 120 125 

cca ctg agg tac tec ate ate atg aac gga gtg ctg tat gtg caa atg 
Pro Leu Arg Tyr Ser He He Met Asn Gly Val Leu Tyr Val Gin Met 
130 135 140 

get gca tgg tec tgg ate ata ggc tgt ctg ace tec eta ttg caa aca 
Ala Ala Trp Ser Trp He lie Gly Cys Leu Thr Ser Leu Leu Gin Thr 
145 150 155 160 

gtt ctg aca atg atg ttg cct ttc tgt ggg aat aat gtc att gat cat 528 
Val Leu Thr Met Met Leu Pro Phe Cys Gly Asn Asn Val He Asp His 
165 170 175 

att ace tgt gaa att ttg gee ctt eta aaa ctt gtt tgt tea gat ate 576 
He Thr Cys Glu He Leu Ala Leu Leu Lys Leu Val Cys Ser Asp He 
180 185 190 



ace ate aat gtg ctt ate atg aca gtg aca aat att gtt tea ctg gtg 
Thr He Asn Val Leu He Met Thr Val Thr Asn He Val Ser Leu Val 
195 200 205 

att ctt eta ctg tta att ttc ate tec tat gtg ttt att etc tct tec 
He Leu Leu Leu Leu He Phe He Ser Tyr Val Phe He Leu Ser Ser 
210 215 220 

ate ctg aga att aat tgt get gag gga aga aag aaa gee ttc tct ace 
He Leu Arg He Asn Cys Ala Glu Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 

tgt tea gcg cac teg att gtg gtc ate tta ttc tac ggt tea gee ctt 
Cys Ser Ala His Ser He Val Val He Leu Phe Tyr Gly Ser Ala Leu 
245 250 255 

ttt atg tac atg aaa ccc aag tea aag aac act aat aca tct gat gag 
Phe Met Tyr Met Lys Pro Lys Ser Lys Asn Thr Asn Thr Ser Asp Glu 



144 



192 



240 



288 



336 



384 



432 



480 



624 



672 



720 



768 



816 



716 
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260 265 270 

att att ggg ctg tct tat gga gtg gta age cca atg tta aat ccc ate 864 

lie lie Gly Leu Ser Tyr Gly Val Val Ser Pro Met Leu Asn Pro lie 
275 280 285 

ate tat age etc agg aat aaa gag gtc aaa gag get gta aag aaa gtc 912 

lie Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala Val Lys Lys Val 
290 295 300 

ctg age aga cat ctg cat tta ttg aaa atg tga 945 

Leu Ser Arg His Leu His Leu Leu Lys Met 
305 310 



<210> 480 

<211> 314 

<212> PRT 

<213> Homo Sapiens 

<400> 480 

Met Glu Thr Arg Asn Tyr Ser Ala Met Thr Glu Phe Phe Leu Val Gly 
15 10 15 



Leu Ser Gin Tyr Pro Glu Leu Gin Leu Phe Leu Phe Leu Leu Cys Leu 
20 25 30 



lie Met Tyr Met lie lie Leu Leu Gly Asn Ser Leu Leu lie lie lie 
35 40 45 



Thr lie Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 



Asn Leu Ser Phe Leu Asp lie Cys Tyr Thr Ser Ser Ser lie Pro Pro 
65 70 75 80 



Met Leu lie lie Phe Met Ser Glu Arg Lys Ser lie Ser Phe lie Gly 
85 90 95 



Cys Ala Leu Gin Met Val Val Ser Leu Gly Leu Gly Ser Thr Glu Cys 
100 105 110 



Val Leu Leu Ala Val Met Ala Tyr Asp His Tyr Val Ala lie Cys Asn 
115 120 125 



Pro Leu Arg Tyr Ser lie He Met Asn Gly Val Leu Tyr Val Gin Met 
130 135 140 



Ala Ala Trp Ser Trp He He Gly Cys Leu Thr Ser Leu Leu Gin Thr 
145 150 155 160 
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Val Leu Thr Met Met Leu Pro Phe Cys Gly Asn Asn Val lie Asp His 
165 170 175 

lie Thr Cys Glu lie Leu Ala Leu Leu Lys Leu Val Cys Ser Asp lie 

180 185 190 

Thr He Asn Val Leu He Met Thr Val Thr Asn He Val Ser Leu Val 
195 200 205 



He Leu Leu Leu Leu He Phe He Ser Tyr Val Phe He Leu Ser Ser 
210 215 220 

He Leu Arg He Asn Cys Ala Glu Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ala His Ser He Val Val He Leu Phe Tyr Gly Ser Ala Leu 
245 250 255 

Phe Met Tyr Met Lys Pro Lys Ser Lys Asn Thr Asn Thr Ser Asp Glu 
260 265 270 



He He Gly Leu Ser Tyr Gly Val Val Ser Pro Met Leu Asn Pro He 
275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala Val Lys Lys Val 
290 295 300 



Leu Ser Arg His Leu His Leu Leu Lys Met 
305 310 



<210> 481 

<211> 972 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (969) 

<223> 



<400> 481 

atg tea aca tta cca act cag ata gec ccc aat age age act tea atg 
Met Ser Thr Leu Pro Thr Gin He Ala Pro Asn Ser Ser Thr Ser Met 
15 10 15 

gee ccc acc ttc ttg ctg gtg ggc atg cca ggc eta tea ggt gca ccc 
Ala Pro Thr Phe Leu Leu Val Gly Met Pro Gly Leu Ser Gly Ala Pro 
20 25 3° 



718 



48 
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tec tgg tgg 
Ser Trp Trp 
35 

gga aat ggc 
Gly Asn Gly 
50 

cgc cca atg 
Arg Pro Met 
65 

ttg gtc act 
Leu Val Thr 



get cac act 
Ala His Thr 



cat gtc ttt 
His Val Phe 
115 

gat egg gca 
Asp Arg Ala 
130 

acc aat ggt 
Thr Asn Gly 
145 

ctg ggt etc 
Leu Gly Leu 



tgc etc cca 
Cys Leu Pro 



get cgt ttg 
Ala Arg Leu 
195 

gtg gtt ctt 
Val Val Leu 
210 

tat ggc ctg 
Tyr Gly Leu 
225 

cgc tgg aag 
Arg Trp Lys 



etc ttc tat 
Leu Phe Tyr 



ctg cca ate 



aca ttg ccc 
Thr Leu Pro 



acc ate etc 
Thr lie Leu 



cac ttc ttc 
His Phe Phe 
70 

gee ctg atg 
Ala Leu Met 
85 

gtc cct gee 
Val Pro Ala 
100 

tct gtc atg 
Ser Val Met 



ctg gee ate 
Leu Ala lie 



gta att age 
Val lie Ser 
150 

cat ctg ccc 
His Leu Pro 
165 

cag gtc eta 
Gin Val Leu 
180 

gec tgc cca 
Ala Cys Pro 



tea gee atg 
Ser Ala Met 



att ggc aag 
lie Gly Lys 
230 

get ggt caa 
Ala Gly Gin 
245 

ate cct atg 
lie Pro Met 
260 

act cag cat 



etc att get 
Leu lie Ala 
40 

tgg ate att 
Trp lie lie 
55 

etc ttc ttg 
Leu Phe Leu 



ccc aca ctg 
Pro Thr Leu 



tea gec tgc 
Ser Ala Cys 
105 

gag tec tct 
Glu Ser Ser 
120 

tgc cga cct 
Cys Arg Pro 
135 

aaa ate age 
Lys lie Ser 



ctg cca ttc 
Leu Pro Phe 



acc cat tct 
Thr His Ser 
185 

gaa get tgg 
Glu Ala Trp 
200 

ggt ttg gac 
Gly Leu Asp 
215 

gtg ttg caa 
Val Leu Gin 



acc tgt get 
Thr Cys Ala 



ate etc ctg 
lie Leu Leu 
265 

acc cat act 



gtc tac ctt 
Val Tyr Leu 



gee ctg cag 
Ala Leu Gin 
60 

ctt agt gtg 
Leu Ser Val 
75 

ctg ggc ate 
Leu Gly lie 
90 

ctt eta cag 
Leu Leu Gin 



gtc ttg etc 
Val Leu Leu 



etc cac tac 
Leu His Tyr 
140 

ctg gee att 
Leu Ala lie 
155 

ctg ctg gee 
Leu Leu Ala 
170 

tat tgc ttg 
Tyr Cys Leu 



ggt gca gee 
Gly Ala Ala 



ccc ctg ctt 
Pro Leu Leu 
220 

ggt gtg gag 
Gly Val Glu 
235 

gee cac etc 
Ala His Leu 
250 

gca ctg att 
Ala Leu lie 



ctt eta tec 



etc tct gca 
Leu Ser Ala 
45 

ccc gec ctg 
Pro Ala Leu 



tct gat att 
Ser Asp lie 



gec ctt get 
Ala Leu Ala 

95 

atg gtt ttt 
Met Val Phe 
110 

gee atg tec 

Ala Met Ser 
125 

cca gcg etc 

Pro Ala Leu 



tct ttt cga 
Ser Phe Arg 



tac atg ccc 
Tyr Met Pro 
175 

cat cca gat 
His Pro Asp 
190 

tac age eta 
Tyr Ser Leu 
205 

att ttc ttc 
lie Phe Phe 



tec aga gag 
Ser Arg Glu 



tct gca gtg 
Ser Ala Val 
255 

aac cat cct 
Asn His Pro 
270 

tat gtc cat 



ctg 144 
Leu 



cac 192 
His 



gga 240 

Gly 

80 

ggt 288 
Gly 



ate 336 
lie 



att 384 
lie 



etc 432 
Leu 



tgc 480 

Cys 

160 

tac 528 
Tyr 



gtg 576 
Val 



ttt 624 
Phe 



tec 672 
Ser 



gat 720 

Asp 

240 

etc 768 
Leu 



gag 816 
Glu 



ttc 864 
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Leu Pro lie Thr Gin His Thr His Thr Leu Leu Ser Tyr Val His Phe 
275 280 285 

ctt ctt cct cca ttg ata aac cct att etc tat agt gtc aag atg aag 912 
Leu Leu Pro Pro Leu He Asn Pro He Leu Tyr Ser Val Lys Met Lys 
290 295 300 



gag att aga aag aga ata etc aac agg ttg cag ccc agg aag gtg ggt 
Glu He Arg Lys Arg He Leu Asn Arg Leu Gin Pro Arg Lys Val Gly 
305 310 315 320 

ggt get cag tga 
Gly Ala Gin 



<210> 482 

<211> 323 

<212> PRT 

<213> Homo Sapiens 

<400> 482 

Met Ser Thr Leu Pro Thr Gin He Ala Pro Asn Ser Ser Thr Ser Met 
15 10 15 



Ala Pro Thr Phe Leu Leu Val Gly Met Pro Gly Leu Ser Gly Ala Pro 
20 25 30 



Ser Trp Trp Thr Leu Pro Leu He Ala Val Tyr Leu Leu Ser Ala Leu 
35 40 45 

Gly Asn Gly Thr He Leu Trp He He Ala Leu Gin Pro Ala Leu His 
50 55 60 

Arg Pro Met His Phe Phe Leu Phe Leu Leu Ser Val Ser Asp He Gly 
65 70 75 80 

Leu Val Thr Ala Leu Met Pro Thr Leu Leu Gly He Ala Leu Ala Gly 
85 90 95 

Ala His Thr Val Pro Ala Ser Ala Cys Leu Leu Gin Met Val Phe He 
100 105 HO 

His Val Phe Ser Val Met Glu Ser Ser Val Leu Leu Ala Met Ser He 
115 120 125 

Asp Arg Ala Leu Ala He Cys Arg Pro Leu His Tyr Pro Ala Leu Leu 
130 135 140 

Thr Asn Gly Val He Ser Lys He Ser Leu Ala He Ser Phe Arg Cys 
145 150 155 160 
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960 



972 
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Leu Gly Leu His Leu Pro Leu Pro Phe Leu Leu Ala Tyr Met Pro Tyr 
165 170 175 



Cys Leu Pro Gin Val Leu Thr His Ser Tyr Cys Leu His Pro Asp Val 
180 185 190 



Ala Arg Leu Ala Cys Pro Glu Ala Trp Gly Ala Ala Tyr Ser Leu Phe 
195 200 205 



Val Val Leu Ser Ala Met Gly Leu Asp Pro Leu Leu lie Phe Phe Ser 
210 215 220 



Tyr Gly Leu lie Gly Lys Val Leu Gin Gly Val Glu Ser Arg Glu Asp 
225 230 235 240 



Arg Trp Lys Ala Gly Gin Thr Cys Ala Ala His Leu Ser Ala Val Leu 
245 250 255 



Leu Phe Tyr He Pro Met He Leu Leu Ala Leu He Asn His Pro Glu 
260 265 270 



Leu Pro He Thr Gin His Thr His Thr Leu Leu Ser Tyr Val His Phe 
275 280 285 



Leu Leu Pro Pro Leu He Asn Pro He Leu Tyr Ser Val Lys Met Lys 
290 295 300 



Glu He Arg Lys Arg He Leu Asn Arg Leu Gin Pro Arg Lys Val Gly 
305 310 315 320 



Gly Ala Gin 



<210> 483 

<211> 1047 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (1044) 

<223> 



<400> 483atg gat ctg ggg aac tea ggg aat gat tea gtt gtg acc aag ttt gtc 
48 

Met Asp Leu Gly Asn Ser Gly Asn Asp Ser Val Val Thr Lys Phe Val 
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ate aat cac ttc tac tgt gac etc cca cag ccc ttc cag etc tec tgc 
He Asn His Phe Tyr Cys Asp Leu Pro Gin Pro Phe Gin Leu Ser Cys 
180 185 190 

gec agt gtt cat etc aat ggg cag ttg ctg ttt gta gca gca get ttc 
Ala Ser Val His Leu Asn Gly Gin Leu Leu Phe Val Ala Ala Ala Phe 
195 200 205 

atg ggt gtg gec ccc ttg gtc etc ate act gtg tec tat gec cat gtg 
Met Gly Val Ala Pro Leu Val Leu He Thr Val Ser Tyr Ala His Val 
210 215 220 

gca get gca gtc ctg cga ate cgc tct gca gag ggc aaa aag aaa gee 
Ala Ala Ala Val Leu Arg He Arg Ser Ala Glu Gly Lys Lys Lys Ala 
225 230 235 240 

ttc tec acg tgt agt tec cac etc act gtg gtg ggc ate ttc tat ggg 
Phe Ser Thr Cys Ser Ser His Leu Thr Val Val Gly He Phe Tyr Gly 
245 250 255 



96 



144 



192 



240 



288 



1 5 10 15 

ctg ctg ggc etc aca gag act gca get eta cag ccc ate etc ttt gtc 
Leu Leu Gly Leu Thr Glu Thr Ala Ala Leu Gin Pro He Leu Phe Val 
20 25 30 

ate ttc ctt ctt get tac gtc act acc att gga ggc acc etc age ate 
He Phe Leu Leu Ala Tyr Val Thr Thr He Gly Gly Thr Leu Ser He 
35 40 45 

ctg gcg gee ate ctt atg gaa acc aaa etc cac age ccc atg tac ttc 
Leu Ala Ala He Leu Met Glu Thr Lys Leu His Ser Pro Met Tyr Phe 
50 55 60 

ttc ctg ggg aac ttg tec ctg cca gat gtg ggg tgt gtc agt gtc act 
Phe Leu Gly Asn Leu Ser Leu Pro Asp Val Gly Cys Val Ser Val Thr 
65 70 75 80 

gtc cct gee atg ctg age cat ttc ata tec aac gac aga age att ccc 
Val Pro Ala Met Leu Ser His Phe He Ser Asn Asp Arg Ser He Pro 
85 90 95 

tat aag gee tgc etc tec gag etc ttc ttc ttc cac etc ctg get ggg 336 
Tyr Lys Ala Cys Leu Ser Glu Leu Phe Phe Phe His Leu Leu Ala Gly 
100 105 HO 

gca gac tgc ttc ttg ctg acc ate atg gee tat gac cgc tat ctg gec 384 
Ala Asp Cys Phe Leu Leu Thr He Met Ala Tyr Asp Arg Tyr Leu Ala 
115 120 125 

ate tgc cag tec etc acc tac age age cgc atg age tgg gga ate cag 432 
He Cys Gin Ser Leu Thr Tyr Ser Ser Arg Met Ser Trp Gly He Gin 
130 135 140 

caa gee ctg gtg ggc atg tea tgt gtc ttt tec ttc acc aat gca ctg 480 
Gin Ala Leu Val Gly Met Ser Cys Val Phe Ser Phe Thr Asn Ala Leu 
145 150 155 160 

acc caa act gtt gec ctg tct cct ctt aac ttc tgt ggc ccc aat gtg 528 
Thr Gin Thr Val Ala Leu Ser Pro Leu Asn Phe Cys Gly Pro Asn Val 
165 170 175 



576 



624 



672 



720 



768 



722 
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acg ggc gtc ttc age tac aca agg ctg ggt tea gtg gag tct teg gac 816 

Thr Gly Val Phe Ser Tyr Thr Arg Leu Gly Ser Val Glu Ser Ser Asp 
260 265 270 

aag gac aag ggc att ggc ate etc aac act gtc ate age ccc atg ctg 864 

Lys Asp Lys Gly lie Gly lie Leu Asn Thr Val lie Ser Pro Met Leu 

275 280 285 

aac cca etc ate tac tgg aca tct ctg ctg gac gtc ggg tgc ate agt 912 

Asn Pro Leu lie Tyr Trp Thr Ser Leu Leu Asp Val Gly Cys He Ser 
290 295 300 

cac tgt tec tec gat get ggc gtg tct cca ggc cca cca gtg cag agt 960 

His Cys Ser Ser Asp Ala Gly Val Ser Pro Gly Pro Pro Val Gin Ser 
305 310 315 320 

tec eta tgc tgc ctg cag ttc aca get ctt ctt tec cca cct cct ggc 1008 

Ser Leu Cys Cys Leu Gin Phe Thr Ala Leu Leu Ser Pro Pro Pro Gly 
325 330 335 

tgg ggt gga ctg tea cct ctt aat age cat ggc eta tga 1047 
Trp Gly Gly Leu Ser Pro Leu Asn Ser His Gly Leu 
340 345 



<210> 484 

<211> 348 

<212> PRT 

<2 13 > Homo Sapiens 

<400> 484 

Met Asp Leu Gly Asn Ser Gly Asn Asp Ser Val Val Thr Lys Phe Val 
15 10 15 



Leu Leu Gly Leu Thr Glu Thr Ala Ala Leu Gin Pro He Leu Phe Val 
20 25 30 



He Phe Leu Leu Ala Tyr Val Thr Thr He Gly Gly Thr Leu Ser He 
35 40 45 



Leu Ala Ala He Leu Met Glu Thr Lys Leu His Ser Pro Met Tyr Phe 
50 55 60 



Phe Leu Gly Asn Leu Ser Leu Pro Asp Val Gly Cys Val Ser Val Thr 
65 70 75 80 



Val Pro Ala Met Leu Ser His Phe He Ser Asn Asp Arg Ser He Pro 
85 90 95 



Tyr Lys Ala Cys Leu Ser Glu Leu Phe Phe Phe His Leu Leu Ala Gly 
100 105 110 



Ala Asp Cys Phe Leu Leu Thr He Met Ala Tyr Asp Arg Tyr Leu Ala 
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115 120 125 



lie Cys Gin Ser Leu Thr Tyr Ser Ser Arg Met Ser Trp Gly lie Gin 
130 135 140 



Gin Ala Leu Val Gly Met Ser Cys Val Phe Ser Phe Thr Asn Ala Leu 
145 150 155 160 



Thr Gin Thr Val Ala Leu Ser Pro Leu Asn Phe Cys Gly Pro Asn Val 
165 170 175 



lie Asn His Phe Tyr Cys Asp Leu Pro Gin Pro Phe Gin Leu Ser Cys 
180 185 190 



Ala Ser Val His Leu Asn Gly Gin Leu Leu Phe Val Ala Ala Ala Phe 
195 200 205 



Met Gly Val Ala Pro Leu Val Leu lie Thr Val Ser Tyr Ala His Val 
210 215 220 



Ala Ala Ala Val Leu Arg lie Arg Ser Ala Glu Gly Lys Lys Lys Ala 
225 230 235 240 



Phe Ser Thr Cys Ser Ser His Leu Thr Val Val Gly He Phe Tyr Gly 
245 250 255 



Thr Gly Val Phe Ser Tyr Thr Arg Leu Gly Ser Val Glu Ser Ser Asp 
260 265 270 



Lys Asp Lys Gly He Gly He Leu Asn Thr Val He Ser Pro Met Leu 
275 280 285 



Asn Pro Leu He Tyr Trp Thr Ser Leu Leu Asp Val Gly Cys He Ser 
290 295 300 



His Cys Ser Ser Asp Ala Gly Val Ser Pro Gly Pro Pro Val Gin Ser 
305 310 315 320 



Ser Leu Cys Cys Leu Gin Phe Thr Ala Leu Leu Ser Pro Pro Pro Gly 
325 330 335 



Trp Gly Gly Leu Ser Pro Leu Asn Ser His Gly Leu 
340 345 



<210> 485 
<211> 1053 
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<212> DNA 

<213 > Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (1050) 

<223> 



<220> 

<22 1> misc_f eature 

<222> (26) . . (26) 

<223> any nucleotide 



<400> 485atg tat cat agg aat ata ttt att tnt att cac ggt ttt gag gga ccc 
48 

Met Tyr His Arg Asn lie Phe lie Xaa lie His Gly Phe Glu Gly Pro 
15 10 15 

tat tat att etc tta aag ata ctg gag aca gag cat gat ggg aca aaa 96 

Tyr Tyr lie Leu Leu Lys lie Leu Glu Thr Glu His Asp Gly Thr Lys 

20 25 30 

tea aac cag cat etc aga ctt cct get cct ggc ctg ccc ate caa cca 144 

Ser Asn Gin His Leu Arg Leu Pro Ala Pro Gly Leu Pro lie Gin Pro 
35 40 45 

gag cag caa aac ctg tgc tat gec ctg ttc ttg gec atg tat ctt acc 192 

Glu Gin Gin Asn Leu Cys Tyr Ala Leu Phe Leu Ala Met Tyr Leu Thr 

50 55 60 

acc etc ctg ggg aac etc etc ate att gtc etc att cga ctg gac tec 240 

Thr Leu Leu Gly Asn Leu Leu lie lie Val Leu He Arg Leu Asp Ser 

65 70 75 80 

cat etc cac acg cct gtg tat ttg ttt etc age aac ttg tec ttc tct 288 

His Leu His Thr Pro Val Tyr Leu Phe Leu Ser Asn Leu Ser Phe Ser 
85 90 95 

gac etc tgc ttt tec tea gtc aca atg ccc aaa ttg ctg cag aac atg 336 

Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys Leu Leu Gin Asn Met 

100 105 110 

cag aac caa gac cca tec ate ccc tat gca gac tgc ctg acc caa atg 384 

Gin Asn Gin Asp Pro Ser He Pro Tyr Ala Asp Cys Leu Thr Gin Met 
115 120 125 

tac ttc ttc ttg tat ttt teg gat eta gag age ttc etc ctt gtg gec 432 

Tyr Phe Phe Leu Tyr Phe Ser Asp Leu Glu Ser Phe Leu Leu Val Ala 

130 135 140 

atg gee tat gac cgc tat gtg gec ate tgc ttc ccc atg cac tac acc 480 

Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe Pro Met His Tyr Thr 

145 150 155 160 

gec ate tgc ttc etc ctg cac tac acc gec ate atg age ccc atg etc 528 

Ala He Cys Phe Leu Leu His Tyr Thr Ala lie Met Ser Pro Met Leu 
165 170 175 

tgt etc tec gtg gtg gcg ctg tec tgg gtg ctg acc acc ttc cat gec 576 
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Cys Leu Ser Val Val Ala Leu Ser Trp Val Leu Thr Thr Phe His Ala 
180 185 190 

atg tta cac act tta etc atg gec agg ttg tgt ttt tgt gca gac aat 624 
Met Leu His Thr Leu Leu Met Ala Arg Leu Cys Phe Cys Ala Asp Asn 
195 200 205 

gtg ate ccc cac ttt ttc tgt gat atg tct get ctg ctg aag ctg gec 672 
Val lie Pro His Phe Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ala 
210 215 220 



tgc tct gac act cga gtt aat gaa tgg gtg ata ttt ate atg gga ggg 
Cys Ser Asp Thr Arg Val Asn Glu Trp Val lie Phe He Met Gly Gly 
225 230 235 240 

etc att ctt gtc ate cca ttc eta etc ate ctt ggg tec tat gca aga 
Leu He Leu Val He Pro Phe Leu Leu He Leu Gly Ser Tyr Ala Arg 
245 250 255 

att gtc tec tec ate etc aag gtc cct tct tct aag ggt ate tgc aag 
He Val Ser Ser He Leu Lys Val Pro Ser Ser Lys Gly He Cys Lys 
260 265 270 

gec ttc tct act tgt ggc tec cac etc tct gtg gtg tea ctg ttc tat 
Ala Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr 
275 280 285 

ggg acc gtt att ggt etc tac tta tgc cca tea get aat agt tct act 
Gly Thr Val He Gly Leu Tyr Leu Cys Pro Ser Ala Asn Ser Ser Thr 
290 295 300 

eta aag gac act gtc atg get atg atg tac act gtg gtg acc cct atg 
Leu Lys Asp Thr Val Met Ala Met Met Tyr Thr Val Val Thr Pro Met 
305 310 315 320 

ctg acc ccc ttc ate tac age ctg agg aac aga gac atg aag gga gee 
Leu Thr Pro Phe He Tyr Ser Leu Arg Asn Arg Asp Met Lys Gly Ala 
325 330 335 

ctg gaa agg gtc att tgt aaa agg aaa aat ccc ttc ctt eta tga 
Leu Glu Arg Val He Cys Lys Arg Lys Asn Pro Phe Leu Leu 
340 345 350 



720 



768 



816 



864 



912 



960 



1008 



1053 



<210> 486 

<211> 350 

<212> PRT 

<213> Homo Sapiens 

<220> 

<221> misc_feature 

<222> (9) . . (9) 

<223> The 'Xaa' at location 9 stands for Tyr, Cys, Ser, or Phe. 
<220> 

<221> misc__f eature 

<222> (26) . . (26) 

<223> any nucleotide 

<400> 486 

Met Tyr His Arg Asn He Phe He Xaa He His Gly Phe Glu Gly Pro 
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10 15 



Tyr Tyr lie Leu Leu Lys lie Leu Glu Thr Glu His Asp Gly Thr Lys 
20 25 30 



Ser Asn Gin His Leu Arg Leu Pro Ala Pro Gly Leu Pro lie Gin Pro 
35 40 45 



Glu Gin Gin Asn Leu Cys Tyr Ala Leu Phe Leu Ala Met Tyr Leu Thr 
50 55 60 



Thr Leu Leu Gly Asn Leu Leu He He Val Leu He Arg Leu Asp Ser 
65 70 75 80 



His Leu His Thr Pro Val Tyr Leu Phe Leu Ser Asn Leu Ser Phe Ser 
85 90 95 



Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys Leu Leu Gin Asn Met 
100 105 110 



Gin Asn Gin Asp Pro Ser He Pro Tyr Ala Asp Cys Leu Thr Gin Met 
115 120 125 



Tyr Phe Phe Leu Tyr Phe Ser Asp Leu Glu Ser Phe Leu Leu Val Ala 
130 135 140 



Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe Pro Met His Tyr Thr 
145 150 155 160 



Ala He Cys Phe Leu Leu His Tyr Thr Ala lie Met Ser Pro Met Leu 
165 170 175 



Cys Leu Ser Val Val Ala Leu Ser Trp Val Leu Thr Thr Phe His Ala 
180 185 190 



Met Leu His Thr Leu Leu Met Ala Arg Leu Cys Phe Cys Ala Asp Asn 
195 200 205 



Val He Pro His Phe Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ala 
210 215 220 



Cys Ser Asp Thr Arg Val Asn Glu Trp Val He Phe He Met Gly Gly 
225 230 235 240 



Leu He Leu Val He Pro Phe Leu Leu He Leu Gly Ser Tyr Ala Arg 
245 250 255 
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lie Val Ser Ser He Leu Lys val Pro Ser Ser Lys Gly lie Cys Lys 



260 265 



Ala 



Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr 



275 



280 



Gly Thr Val He Gly Leu Tyr Leu Cy ^ 
290 295 



Leu Cys Pro Ser Ala Asn Ser Ser Thr 
300 

Leu Lys Asp Thr Val Me, Ala Met Met Tyr Thr Val Val Thr Pro Met 
305 310 315 

L eu Thr Pro Phe He Tyr Ser Leu Arg Asn Arc, Asp Met Lys Gly Ala 



325 330 



Leu Glu Arg Val He Cys Lys Arg Lys Asn Pro Phe Leu Leu 

340 345 



<210> 487 

<211> 972 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(969) 

<223> 



<400> 487atg atg 9 ga caa aat caa acc age ate tea gac ttc ctg etc ctg ggc 
Met Met Gly Gin Asn Gin Thr Ser He Ser Asp Phe Leu Leu Leu Gly 



10 



2 2 S 2 2 K H S = = S $ E 2 2 2 

20 25 
_ , f arc acc etc ctg ggg aac etc etc ate att gtc etc 

2 2 £ 2 2 ™ ™ ll * Lo " Ile v * 1 " u 



35 



2 s 2 2 - 2 2 2 s 2 12 2 2 2 2 2 

— 6 0 



50 



55 



«n tta tec ttc tct gac etc tgc ttt tec tea gtc aca atg ecc aaa 
aac ttg tec ttc tci yciu * Met pro L 

Asn Leu Ser Phe Ser Asp Leu Cys Phe ser ber ^ 

7 0 

2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 

85 90 



728 



96 



144 



192 



240 



288 
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tgc ctg acc 
Cys Leu Thr 



ttc etc ctt 
Phe Leu Leu 
115 

ccc atg cac 
Pro Met His 
130 

atg age ccc 
Met Ser Pro 
145 

acc acc ttc 
Thr Thr Phe 



ttt tgt gca 
Phe Cys Ala 



ctg ctg aag 
Leu Leu Lys 
195 

ttt ate atg 
Phe lie Met 
210 

ggg tec tat 
Gly Ser Tyr 
225 

aag ggt ate 
Lys Gly lie 



gtg tea ctg 
Val Ser Leu 



get aat agt 
Ala Asn Ser 
275 

gtg gtg acc 
Val Val Thr 
290 

gac atg aag 
Asp Met Lys 
305 

ttc ctt eta 
Phe Leu Leu 



caa atg tac 
Gin Met Tyr 
100 

gtg gec atg 
Val Ala Met 



tac acc gee 
Tyr Thr Ala 



atg etc tgt 
Met Leu Cys 
150 

cat gee atg 
His Ala Met 
165 

gac aat gtg 
Asp Asn Val 
180 

ctg gec tgc 
Leu Ala Cys 



gga ggg etc 
Gly Gly Leu 



gca aga att 
Ala Arg lie 
230 

tgc aag gee 
Cys Lys Ala 
245 

ttc tat ggg 
Phe Tyr Gly 
260 

tct act eta 
Ser Thr Leu 



cct atg ctg 
Pro Met Leu 



gga gec ctg 
Gly Ala Leu 
310 

tga 



ttc ttc ttg 
Phe Phe Leu 
105 

gee tat gac 
Ala Tyr Asp 
120 

ate tgc ttc 
lie Cys Phe 
135 

etc tec gtg 
Leu Ser Val 



tta cac act 
Leu His Thr 



ate ccc cac 
lie Pro His 
185 

tct gac act 
Ser Asp Thr 
200 

att ctt gtc 
He Leu Val 
215 

gtc tec tec 
Val Ser Ser 



ttc tct act 
Phe Ser Thr 



acc gtt att 
Thr Val He 
265 

aag gac act 
Lys Asp Thr 
280 

acc ccc ttc 
Thr Pro Phe 
295 

gaa agg gtc 
Glu Arg Val 



tat ttt teg 
Tyr Phe Ser 



cgc tat gtg 
Arg Tyr Val 



etc ctg cac 
Leu Leu His 
140 

gtg gcg ctg 
Val Ala Leu 
155 

tta etc atg 
Leu Leu Met 
170 

ttt ttc tgt 
Phe Phe Cys 



cga gtt aat 
Arg Val Asn 



ate cca ttc 
He Pro Phe 
220 

ate etc aag 
He Leu Lys 
235 

tgt ggc tec 
Cys Gly Ser 
250 

ggt etc tac 
Gly Leu Tyr 



gtc atg get 
Val Met Ala 



ate tac age 
He Tyr Ser 
300 

att tgt aaa 
He Cys Lys 
315 



gat eta gag 
Asp Leu Glu 
110 

gec ate tgc 
Ala He Cys 
125 

tac acc gee 
Tyr Thr Ala 



tec tgg gtg 
Ser Trp Val 



gec agg ttg 
Ala Arg Leu 
175 

gat atg tct 
Asp Met Ser 
190 

gaa tgg gtg 
Glu Trp Val 
205 

eta etc ate 
Leu Leu He 



gtc cct tct 
Val Pro Ser 



cac etc tct 
His Leu Ser 
255 

tta tgc cca 
Leu Cys Pro 
270 

atg atg tac 
Met Met Tyr 
285 

ctg agg aac 
Leu Arg Asn 



agg aaa aat 
Arg Lys Asn 



age 336 
Ser 



ttc 384 
Phe 



ate 432 
He 



ctg 480 

Leu 

160 

tgt 528 
Cys 



get 576 
Ala 



ata 624 
He 



ctt 672 
Leu 



tct 720 

Ser 

240 

gtg 768 
Val 



tea 816 
Ser 



act 864 
Thr 



aga 912 
Arg 



ccc 960 

Pro 

320 

972 



729 
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<210> 488 
<211> 323 
<212> PRT 
<213> Homo Sapiens 

<400> 488 A phe L eu Leu Leu Gly 

Met Met Gly Gin Asn Gin Thr Ser He ser * p ^ 

1 5 

w » Pro ii. p» «« «■ «• f " ^ 3o" "" 

20 

*la «: Tyr «. Thr Thr leu L« Gly «» -u II. II. ™1 «. 

35 40 

„e M9 « «p S=r His I« HI. Thr Pro V,! Tyr «u P»« L« «r 

50 55 

t.„ rv, Phe Ser Ser Val Thr Met Pro Lys 
Asn Leu Ser Phe Ser Asp Leu Cys Phe faer s 8Q 

70 

Leu Leu Gin Asn Met Gin Asn Gin Asp Pro Ser He Pro Tyr Ala Asp 

85 yu 

Cys Leu Thr Oln Met Tyr Phe Phe Leu Tyr Phe Ser Asp Leu Glu Ser 

100 105 

Phe Leu L « U V.1 ». »t .la Tyr « Tyr v,l ,1a He cys Phe 

115 120 

Pro Met His Tyr Thr Ala He cys Ph. La, Leu Hi. Tyr Thr «. Ha 

130 135 

Met Ser Pro Met Leu Cys Leu Ser Val Val Ala Leu Ser Trp Val Leu 

1 50 

145 ■ LS,U 

i ^ M<at . T(a „ His T hr Leu Leu Met Ala Arg Leu Cys 
Thr Thr Phe His Ala Met Leu His inr ^ 

165 1/u 

Pha cys Ala »p «n v.l He Pro Hi. Pha Ph. cys Asp £t Ser M, 

180 185 



leu ,« U Ly. «. «. cy= «P "*> ™ *» f„3 " P 

195 ^ UU 

»»_ i rip pro Phe Leu Leu He Leu 
Phe He Met Gly Gly Leu He Leu Val He Pro Ph^ 



210 215 
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Gly Ser Tyr Ala Arg lie Val Ser Ser lie Leu Lys Val Pro Ser Ser 
225 230 235 240 



Lys Gly lie Cys Lys Ala Phe Ser Thr Cys Gly Ser His Leu Ser Val 
245 250 255 



Val Ser Leu Phe Tyr Gly Thr Val lie Gly Leu Tyr Leu Cys Pro Ser 
260 265 270 



Ala Asn Ser Ser Thr Leu Lys Asp Thr Val Met Ala Met Met Tyr Thr 
275 280 285 



Val Val Thr Pro Met Leu Thr Pro Phe He Tyr Ser Leu Arg Asn Arg 
290 295 300 



Asp Met Lys Gly Ala Leu Glu Arg Val He Cys Lys Arg Lys Asn Pro 
305 310 315 320 



Phe Leu Leu 



<210> 489 

<211> 954 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (951) 

<223> 



<400> 489atg gaa gga aag aat caa aca get cca tct gaa ttc ate ate ttg ggg 
48 

Met Glu Gly Lys Asn Gin Thr Ala Pro Ser Glu Phe He He Leu Gly 
15 10 15 

ttc gac cac ctg aat gaa ttg cag tat tta etc ttc acc ate ttc ttt 96 
Phe Asp His Leu Asn Glu Leu Gin Tyr Leu Leu Phe Thr He Phe Phe 
20 25 30 

ctg acc tac ata tgc act tta gga ggc aat gtt ttt ate att gtg gtg 144 
Leu Thr Tyr He Cys Thr Leu Gly Gly Asn Val Phe He He Val Val 
35 40 45 

acc ata get gat tec cac eta cac aca ccc atg tat tat ttc eta gga 192 
Thr lie Ala Asp Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Gly 
50 55 60 

aat ctt gee ctt att gac ate tgc tac act act act aat gtc ccc cag 240 
Asn Leu Ala Leu He Asp He Cys Tyr Thr Thr Thr Asn Val Pro Gin 
65 70 75 80 
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2 2 a 2 2 a 2 s 2 2 £ - = - i " 

2 2 2 = 2 2 K 2 £ 2 2 5S S 2 S 2 



100 105 



2 2 2 K K 2 K 2 S S - S S £ 2 2 

120 x 



115 



*- = r, hr, 1-tt att atg aac aag gcc ctg tgc age tgg tta 

2 2 2 2 S 2 S M«? M W » -a «j ^ «- «- - 

130 135 
gc. gc. «=. go ^ .„ t£ «g t« etc ,,c tea fJ «, =J= -c= 

Ala Ala Ser Cys Trp Tftr <~ys ^xy n 160 



145 



2 2 2 2 2 2 2 2 2 5 2 2 2 2 2 2 



165 



ttc acg tat gtg agg ccc ate tea tct tac tct eta gag aaa gat aga 
Phe Thr Tyr Val Arg Pro He Ser Ser Tyr Ser Leu axu y 



260 265 



ttg ate tea gtg ctg tat agt gtt gtc aea ccc atg ctg aat cct gta 
Leu He Ser Val Leu Tyr Ser Val Val Thr Pro nez u 

275 280 
att tat aeg eta agg aat aag gae ate aaa gag get gtg aag gcc ata 
He Tyr Thr Leu Arg Asn LyB Asp He Lys Giu Axa va y 
290 295 300 

aaa aqa aag tgg cag cca cca gtt ttc tet tet gat ata taa 
Sy Arg Lys Trp Gin Pro Pro Val Phe Ser Ser Asp He 



288 



336 



384 



432 



480 



52 8. 



576 



tte ttc tgt gae ata eet eee ttg etc ate ttg tct tgt ggt gat act 
Phe Phe Cys Asp He Pro Pro Leu Leu He Leu Ser Cys y 
180 185 

^r, trr att qqq ate etc ata age tgg 624 
tec ete aat gaa etg get ttg ctg tee att ggg ^ 
Ser Leu Asn Glu Leu Ala Leu Leu Ser He Gly lie ^ 
195 200 

£ 2 2 2 2 £ £ 2 2 2 2 2 £ £ 2 2 

210 215 

_„ „_,. + nr . tct aaq qqg agg cac aaa gcc ttt tec ace 
ate ctg agg ate cgt tec tet gag ggg 99 ^ ^ phe Ser Thr 

He Leu Arg He Arg Ser ber biu u^r a 24Q 
225 230 2 

tgt gee tec cac ctg etc att gtt att etc tat tat gge agt get ate 

Cys Ala Ser Hxs Leu Leu lie Val lie beu iyr y i ^ 
245 250 



672 



720 



768 



816 



864 



912 



954 



305 310 



732 
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<210> 490 

<211> 317 

<212> PRT 

<213> Homo Sapiens 

<400> 490 

Met Glu Gly Lys Asn Gin Thr Ala Pro Ser Glu Phe lie lie Leu Gly 
15 10 15 



Phe Asp His Leu Asn Glu Leu Gin Tyr Leu Leu Phe Thr lie Phe Phe 
20 25 30 



Leu Thr Tyr lie Cys Thr Leu Gly Gly Asn Val Phe lie lie Val Val 
35 40 45 



Thr lie Ala Asp Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Gly 
50 55 60 



Asn Leu Ala Leu lie Asp lie Cys Tyr Thr Thr Thr Asn Val Pro Gin 
65 70 75 80 



Met Met Val His Leu Leu Ser Glu Lys Lys lie lie Ser Tyr Gly Gly 
85 90 95 



Cys Val Thr Gin Leu Phe Ala Phe lie Phe Phe Val Gly Ser Glu Cys 
100 105 110 



Leu Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr lie Ala lie Cys Lys 
115 120 125 



Pro Leu Arg Tyr Ser Phe lie Met Asn Lys Ala Leu Cys Ser Trp Leu 
130 135 140 



Ala Ala Ser Cys Trp Thr Cys Gly Phe Leu Asn Ser Val Leu His Thr 
145 150 155 160 



Val Leu Thr Phe His Leu Pro Phe Cys Gly Asn Asn Gin lie Asn Tyr 
165 170 175 



Phe Phe Cys Asp lie Pro Pro Leu Leu lie Leu Ser Cys Gly Asp Thr 
180 185 190 



Ser Leu Asn Glu Leu Ala Leu Leu Ser lie Gly lie Leu lie Ser Trp 
195 200 205 



Thr Pro Phe Leu Cys lie lie Leu Ser Tyr Leu Tyr lie lie Ser Thr 
210 215 220 
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Xle Leu Arg He Arg Ser Ser Glu Qly Arg Hi, Lys Ala Phe Ser Thr 

7^0 Zoo 
225 ^ U 

cys Ala ser His Leu Leu lie Val He Leu Tyr ^ Gly Ser Ala Xle 

245 250 



-no q^t* qpr Tvr Ser Leu Glu Lys Asp Arg 
Phe Thr Tyr Val Arg Pro He Ser Ser Tyr ber ^ 

260 265 

L eu He Ser Val Leu Tyr Ser Val Val Thr Pro Met Leu Asn Pro Val 

275 280 

Xle Tyr Thr Leu Arg Asn Lys Asp He Lys Glu Ala Val Lys Ala He 

290 295 

Gly Arg Lys Trp Gin Pro Pro Val Phe Ser Ser Asp He 



305 



310 



<210> 491 

<211> 975 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - . (975) 

<223> 



!L Al. Giu Val M» «. Il« Tyr val Thr V.l H. «» Ly. Gly 

1 5 

att acc aac egg oca gag ctt cag gee ccg tgc ttt ggg gtg ttt tt. 

lie Thr Asn Arg Pro Glu Leu Gin Ala Pro Cys Phe faiy ^ 



20 25 



S lit £ S !S S ?2 2 S° y E E S |2 S £ E 



35 40 



ate aag att gat act cga etc cac aca cct atg tac tat ttc etc age 
He Lys He Asp Thr Arg Leu His Thr Pro wee ry y 
50 55 

„4-*- frrn- far tec tct get att aca ccg aag 
cac ctg gec ttt gtt gac ctt tgt tac tec g ^ 

His Leu Ala Phe Val Asp Leu Cys Tyr Ser Ser Ala ^ 
65 70 

atg atg gtg aat ttt gtt gtg gaa cgc aac ace att cct ttc cat get 
Met Met Val Asn Phe Val Val Glu Arg Asn Thr He Pro ^ 
85 90 



144 



192 



240 



288 
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tgt gca acc caa ctg ggt tgt ttt etc acc ttc atg ate act gag tgt 336 

Cys Ala Thr Gin Leu Gly Cys Phe Leu Thr Phe Met He Thr Glu Cys 

100 105 110 

ttc ctt eta gec tec atg gee tac gat tgc tat gtc gee ate tgt agt 384 

Phe Leu Leu Ala Ser Met Ala Tyr Asp Cys Tyr Val Ala He Cys Ser 

115 120 125 

ccc ctg cat tat tea aca ctg atg tea aga aga gtc tgc att caa ctg 432 

Pro Leu His Tyr Ser Thr Leu Met Ser Arg Arg Val Cys He Gin Leu 

130 135 140 

gtg gca gtt cca tat ata tac age ttc ctg gtt gec etc ttc cac acc 480 

Val Ala Val Pro Tyr He Tyr Ser Phe Leu Val Ala Leu Phe His Thr 

145 150 155 160 

gtt ate act ttc cgt ctg act tac tgt ggc cca aac tta att aac cat 528 

Val He Thr Phe Arg Leu Thr Tyr Cys Gly Pro Asn Leu He Asn His 

165 170 175 

ttc tat tgt gat gac etc ccc ttc tta get ctg tec tgc tea gac aca 576 

Phe Tyr Cys Asp Asp Leu Pro Phe Leu Ala Leu Ser Cys Ser Asp Thr 

180 185 190 

cac atg aag gaa att ctg ata ttt gee ttt get ggc ttt gat atg ate 624 

His Met Lys Glu He Leu He Phe Ala Phe Ala Gly Phe Asp Met He 

195 200 205 

tct tec tct tec att gtc etc acc tec tac ate ttt att att gee get 672 

Ser Ser Ser Ser He Val Leu Thr Ser Tyr He Phe He He Ala Ala 

210 215 220 

ate eta agg ate cgc tct act cag ggg caa cac aaa gee att tec acc 720 

He Leu Arg He Arg Ser Thr Gin Gly Gin His Lys Ala He Ser Thr 

225 230 235 240 

tgt ggc tec cat atg gtg act gtc act att ttc tat ggc aca ctg ate 768 

Cys Gly Ser His Met Val Thr Val Thr He Phe Tyr Gly Thr Leu He 

245 250 255 

ttt atg tac eta cag ccc aaa tea aat cac tec ttg gac aca gac aag 816 

Phe Met Tyr Leu Gin Pro Lys Ser Asn His Ser Leu Asp Thr Asp Lys 

260 265 270 

atg get tct gta ttt tac aca gtg gtg ate ccc atg tta aac ccc eta 864 

Met Ala Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 

275 280 285 

ate tat agt eta agg aac aaa gaa gtg aaa gat gee tea aag aaa gec 912 

He Tyr Ser Leu Arg Asn Lys Glu Val Lys Asp Ala Ser Lys Lys Ala 

290 295 300 

ttg gat aaa ggt tgt gaa aac tta cag ata tta aca ttt tta aaa ata 960 

Leu Asp Lys Gly Cys Glu Asn Leu Gin He Leu Thr Phe Leu Lys He 

305 310 315 320 

aga aaa ctttattaa 975 
Arg Lys Leu Tyr 
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<210> 492 
<211> 324 



<212> PRT 

<213> Homo Sapiens 



r t 0 «a"l U V.1 «= II- II. TVr v,l TJr v,l Ph. II. L« ly. «Y 

1 5 

lle Thr «. «° 01- L eu „1. «. P» c ys Phe «, v f Phe «. 

20 25 

v - Thr val L eu Gly Asn Leu Gly Leu He Thr Leu 
Val He Tyr Leu Val Thr val usu y ^ 

35 40 

He Lys Xle Asp Thr Ar 9 Leu His Thr Pro Met Tyr Tyr Phe Leu Ser 
50 55 

His Leu Ala Phe Val Asp Leu Cys Tyr Ser Ser Ala He Thr Pro Lys 

70 

Met Met val Asn Phe Val Val Glu Ar g Asn Thr Xle Pro Phe His Ala 



85 90 



r1tf Phe Leu Thr Phe Met He Thr Glu Cys 

Cys Ala Thr Gin Leu Gly Cys Phe Leu in ^ 

ioo 103 



>he Leu Leu Ala Ser Met Ala Tyr Asp Cys Tyr Val Ala He Cys Ser 

115 120 

m ^ His Tyr S.r Thr W» M.t S.r *9 *» VJ1 <*. «- «- — 

130 135 

Tle ^ r Ser Phe Leu Val Ala Leu Phe His Thr 
Val Ala Val Pro Tyr He Tyr Ser *ne lg0 

145 150 

T , .t>,t- ivr Cvs Gly Pro Asn Leu He Asn His 
Val He Thr Phe Arg Leu Thr Tyr cys b±y ^ 



165 170 



n » m &«> Leu Pro Phe Leu Ala Leu Ser Cys Ser Asp Thr 
Phe Tyr Cys Asp Asp Leu «o m 19Q 

180 ±0i 

-j. -i D> ,_ A ia phe Ala Gly Phe Asp Met He 
His Met Lys Glu He Leu He Phe Ala Phe A± y ^ 

195 

s.r S er s.r s.r H. v.l ,eu Thr ser Tyr II. Ph. He II. ». ». 

210 215 
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lie Leu Arg lie Arg Ser Thr Gin Gly Gin His Lys Ala lie Ser Thr 
225 230 235 240 



Cys Gly Ser His Met Val Thr Val Thr lie Phe Tyr Gly Thr Leu lie 
245 250 255 



Phe Met Tyr Leu Gin Pro Lys Ser Asn His Ser Leu Asp Thr Asp Lys 
260 265 270 



Met Ala Ser Val Phe Tyr Thr Val Val lie Pro Met Leu Asn Pro Leu 
275 280 285 



lie Tyr Ser Leu Arg Asn Lys Glu Val Lys Asp Ala Ser Lys Lys Ala 
290 295 300 



Leu Asp Lys Gly Cys Glu Asn Leu Gin lie Leu Thr Phe Leu Lys lie 
305 310 315 320 



Arg Lys Leu Tyr 



<210> 493 

<211> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (942) 

<223> 



<400> 493atg gcc aga aaa gat atg get cac ate aat tgc acc cag gcg aca gag 
48 

Met Ala Arg Lys Asp Met Ala His He Asn Cys Thr Gin Ala Thr Glu 
15 10 15 

ttt att ctt gtg ggc etc aca gac cat cag gag ttg aag atg ccc etc 96 
Phe He Leu Val Gly Leu Thr Asp His Gin Glu Leu Lys Met Pro Leu 
20 25 30 

ttt gtg eta ttc tta tec ate tac etc ttc aca gtg gta ggc aac ttg 144 
Phe Val Leu Phe Leu Ser He Tyr Leu Phe Thr Val Val Gly Asn Leu 
35 40 45 

ggt ttg ate eta etc att aga gcg gat aca agt etc aac aca cca atg 192 
Gly Leu He Leu Leu He Arg Ala Asp Thr Ser Leu Asn Thr Pro Met 
50 55 60 

tac ttc ttt ctt age aac eta get ttt gtg gat ttc tgt tac tct tct 240 
Tyr Phe Phe Leu Ser Asn Leu Ala Phe Val Asp Phe Cys Tyr Ser Ser 
65 70 75 80 
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, , „ _ _ f ftc ttq tac aaa caa aat gtt 
gtc att aca ccc aaa atg ctt ggg aat ttc ttg ^ ^ ^ ^ 

Val He Thr Pro Lys Met: ueu ^ 95 

£ £ £ S K - K £ £ 2 5 £ £ £ £ £ 
2 £ £ K £ £ £ = £ = = K S 5 S ~ 

115 120 

S3 5 £ £ £ £ £ = - = 52 1 K £ ~ S 
S £ £ £ £ £ £ £ £ £ £ £ £ £ £ ~ 

s £ £ £ £ £ £ £ ~ = = - - * S s 
£ £ £ £ £ £ £ 5 S - 2 » - £ s £ 

180 185 

4-*-^ «a caa etc tag ate ttt gec tgt get 
act tgc tea gac act cgc ttc aaa cag ct^ ^ ^ ^ ^ Cys ^ 

Thr Cys Ser Asp Thr Arg Fne ^ 

1% £ S £ £ £ £ £ £ S £ £ £ £ £ £ 
£ £ £ £ £ £ £ 5 £ £ i 85 « 5 i 

230 

225 

51 E £ £ £ £ 5 £ £ £ £ £ « £ £ £ 

245 - DU 

M g99 „ etc .« «t tg „c «. £ go t« £ S 

Tyr Gly Thr Leu He Phe Met lyr ^ 27Q 
260 

ata acc tct gtc ttc tac aca gtg ate att ccc 

£ K £ £ £ £ £ - - ~ ^ Th * !S 116 Ile pto 

275 280 

^ =^ t-*t aac etc cag aat aag gag gtg aaa gaa 
atg ttg aat ccc tta ate tat age etc ^g ^ ^ ^ ^ ^ ^ 

Met Leu Asn Pro Leu xxe xyx 

290 295 

act ctg aag aaa ate att ate aat aaa aac tag 
get cty =iciy , Tl Tle Asn Lys Asn 

Ala Leu Lys Lys He He lie ash ^y 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



945 



305 310 
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<210> 494 

<211> 314 

<212> PRT 

<213> Homo Sapiens 

<400> 494 

Met Ala Arg Lys Asp Met Ala His lie Asn Cys Thr Gin Ala Thr Glu 
15 10 15 



Phe lie Leu Val Gly Leu Thr Asp His Gin Glu Leu Lys Met Pro Leu 
20 25 30 



Phe Val Leu Phe Leu Ser lie Tyr Leu Phe Thr Val Val Gly Asn Leu 
35 40 45 



Gly Leu lie Leu Leu He Arg Ala Asp Thr Ser Leu Asn Thr Pro Met 
50 55 60 



Tyr Phe Phe Leu Ser Asn Leu Ala Phe Val Asp Phe Cys Tyr Ser Ser 
65 70 75 80 



Val He Thr Pro Lys Met Leu Gly Asn Phe Leu Tyr Lys Gin Asn Val 
85 90 95 



He Ser Phe Asp Ala Cys Ala Thr Gin Leu Gly Cys Phe Leu Thr Phe 
100 105 110 



Met He Ser Glu Ser Leu Leu Leu Ala Ser Met Ala Tyr Asp Arg Tyr 
115 120 125 



Val Ala He Cys Asn Pro Leu Leu Tyr Met Val Val Met Thr Pro Gly 
130 135 140 



He Cys He Gin Leu Val Ala Val Pro Tyr Ser Tyr Ser Phe Leu Met 
145 150 155 160 



Ala Leu Phe His Thr He Leu Thr Phe Arg Leu Ser Tyr Cys His Ser 
165 170 175 



Asn He Val Asn His Phe Tyr Cys Asp Asp Met Pro Leu Leu Arg Leu 
180 185 190 



Thr Cys Ser Asp Thr Arg Phe Lys Gin Leu Trp He Phe Ala Cys Ala 
195 200 205 



Gly He Met Phe He Ser Ser Leu Leu He Val Phe Val Ser Tyr Met 
210 215 220 
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P M ,1. II. »r Ma II. »» ** M« Bl. ■« «. «« «» «■ ^ 

225 230 

W6 »!, Ph. «r «r cys Oly ser Bis N«t «u JO. »1 Thr II. P». 

245 " u 

Tlo php Met Tvr Leu Gin Pro Ser Ser Ser His Ala 
Tyr Gly Thr Leu He Phe Met lyr ^ 27Q 

260 

,-v. nan tvb Met Ala Ser Val Phe Tyr Thr Val He He Pro 
Leu Asp Thr Asp Lys Met mi o 2g5 

275 280 

tt*> Tvr Ser Leu Gin Asn Lys Glu Val Lys Glu 
Met Leu Asn Pro Leu He Tyr ser i,eu ^ 

290 295 

Ala Leu Lys Lys He He He Asn Lys Asn 
305 310 



<210> 


495 




<211> 


945 




<212> 


DNA 




<213> 


Homo 


Sapiens 


<220> 






<221> 


CDS 




<222> 


(1) • 


. (942) 


<223> 







£ Glu »s„ Asn Thr 3XU v,l Thr 31u Ph. II. «. v.! Gly £■ ~ 



1 5 



s s s sr. 2 ss s « 2 2 s ss 2 2 2 *r. 
s 2 2 s 2 ss s; 2 2 s 2 2 k 2 s 2 
a s s ss 2 = f s a s 2 £ s £ = - 

2 2 S 5 2 SS $ £ S= E f • « S S 2 

70 

65 /U 

«-*-r- tta tat aat get tgt gec 

2 II? ™ 2 £ 2 2 2 n. «. ^ « %- M » 

85 90 



96 



144 



192 
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aca caa ttc 
Thr Gin Phe 



ctg gca tea 
Leu Ala Ser 
115 

cat tac acc 
His Tyr Thr 
130 

ggc tec tac 
Gly Ser Tyr 
145 

act ttc agg 
Thr Phe Arg 



tgt gat get 
Cys Asp Ala 



agt gag atg 
Ser Glu Met 
195 

ate ctg gta 
lie Leu Val 
210 

aag atg cgc 
Lys Met Arg 
225 

tec cac ctt 
Ser His Leu 



tac tta cga 
Tyr Leu Arg 



tct gtg ttc 
Ser Val Phe 
275 

age ctg agg 
Ser Leu Arg 
290 

aag gca aag 
Lys Ala Lys 
305 



ttc ttc ttt 

Phe Phe Phe 
100 

atg gec tat 

Met Ala Tyr 



acc acc atg 
Thr Thr Met 



ate tgt ggt 
He Cys Gly 
150 

etc tec ttc 
Leu Ser Phe 
165 

cct cct etc 

Pro Pro Leu 
180 

gtt att ttt 

Val He Phe 



ate ttg ate 
He Leu He 



tea cct gaa 
Ser Pro Glu 
230 

act gca gtt 
Thr Ala Val 
245 

cct aac tec 

Pro Asn Ser 
260 

tat gec ata 

Tyr Ala He 



aac aaa gag 
Asn Lys Glu 



gec tct ata 
Ala Ser He 
310 



gta gec ttt 
Val Ala Phe 
105 

gac cgc tat 
Asp Arg Tyr 
120 

aca aca aat 
Thr Thr Asn 
135 

ttc ctg aat 
Phe Leu Asn 



tgt aga tec 
Cys Arg Ser 



ttg act etc 
Leu Thr Leu 
185 

ttt gtg gtg 
Phe Val Val 
200 

tec tac tta 
Ser Tyr Leu 
215 

gga cgc cag 
Gly Arg Gin 



tec ate ttt 
Ser He Phe 



age cat ttc 
Ser His Phe 
265 

gtc att ccc 
Val He Pro 
280 

gtt aag agt 
Val Lys Ser 
295 

gga ttc ata 
Gly Phe He 



ate act gca 
lie Thr Ala 



gca gca ttg 
Ala Ala Leu 



gta tgt get 
Val Cys Ala 
140 

gca tec att 
Ala Ser He 
155 

aat gta gtt 
Asn Val Val 
170 

tea tgt tea 
Ser Cys Ser 



gga ttc aat 
Gly Phe Asn 



ttt ata ttt 
Phe He Phe 
220 

aag gec ttt 
Lys Ala Phe 
235 

tat ggg aca 
Tyr Gly Thr 
250 

atg ggc aca 
Met Gly Thr 



atg ttg aat 
Met Leu Asn 



gec ttt aaa 
Ala Phe Lys 
300 

ttt taa 
Phe 



gaa agt ttc 
Glu Ser Phe 
110 

tgt aaa ccc 
Cys Lys Pro 
125 

tgc ctg gec 
Cys Leu Ala 



cat act ggg 
His Thr Gly 



gaa cac ttt 
Glu His Phe 
175 

gac aac tac 
Asp Asn Tyr 
190 

gac etc ttt 
Asp Leu Phe 
205 

ate acc ate 
He Thr He 



tct act tgt 
Ser Thr Cys 



gga ate ttt 
Gly He Phe 
255 

gac aaa atg 
Asp Lys Met 
270 

cca ctg gtc 
Pro Leu Val 
285 

aag act gta 
Lys Thr Val 



etc 336 
Leu 



ctg 384 
Leu 



ata 432 
He 



aac 480 

Asn 

160 

ttc 528 
Phe 



ate 576 
He 



tct 624 
Ser 



atg 672 
Met 



get 720 

Ala 

240 

atg 768 
Met 



gca 816 
Ala 



tac 864 
Tyr 



ggg 912 
Gly 



945 



<210> 496 
<211> 314 
<212> PRT 
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<213> Homo Sapiens 

ZVltoZn Mn Thr ox, «! Thr «« Phe He » *1 «» L- Thr 

1 5 



„ «P Pro „1. «. Gin XI. Pro .eu Phe He V,! Ph. L.» Ph. He 

20 ^ b 

ryr Le, He Thr Leu Val Gly Asn Leu Gly Met He Glu Leu lie Leu 

35 40 

L eu Asp Ber Cys Leu Hi, Thr Pro Met Tyr Phe Phe Leu Be, Asn Leu 
50 55 

ser Leu Val Asp Phe Gly Tyr ser Ser Ala Val Thr Pro Lys Val Met 



65 70 



Val Gly Phe Leu T hr Gly Asp Lys Phe lie Leu Tyr Asn Ala Cys Ala 

85 yu 



Th r 01B Phe Ph. Phe Phe V,! »U Ph« .1. Thr M, «. «J Phe !,.„ 

100 1Ut) 

Leu Ala ser Met Ala T yr Asp Arg Tyr Ala Ala Leu Cys Lys Pro Leu 

115 1 -° 

„. M ^ TVlT . Thr Asn Val Cys Ala Cys Leu Ala lie 
His Tyr Thr Thr Thr Met Thr Tnr Asn v* y ^ 

130 135 

Gly Bar Tyr He Cys Gly Phe Leu Asn Ala Ser Xle His Thr Gly Asn 

145 150 

Thr Phe Arg Leu Bar Phe Cys Arg Ber Asn Val Val Glu His Phe Phe 

165 1/U 

cy 3 A6P *!, Pro Pro L .u »u Thr Lj» Ser Cys ser *sp «j Tyr II. 

180 

Ser Glu Met Val He Phe Phe Val Val Gly Phe Asn Asp Leu Phe Ber 

195 200 

n . L eu V,! .1. »u H. S.r Tyr Phe He Ph. .1. Thr He M« 

210 215 

Lys Met Arg Ser Pro Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys Ala 

225 230 
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Ser His Leu Thr Ala Val Ser lie Phe Tyr Gly Thr Gly lie Phe Met 
245 250 255 



Tyr Leu Arg Pro Asn Ser Ser His Phe Met Gly Thr Asp Lys Met Ala 
260 265 270 



Ser Val Phe Tyr Ala lie Val lie Pro Met Leu Asn Pro Leu Val Tyr 
275 280 285 



Ser Leu Arg Asn Lys Glu Val Lys Ser Ala Phe Lys Lys Thr Val Gly 
290 295 300 



Lys Ala Lys Ala Ser lie Gly Phe lie Phe 
305 310 



<210> 497 

<211> 930 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (927) 

<223> 



<4 00> 497a tg gag aat tgt acg gaa gtg aca aag ttc att ctt eta gga eta acc 
48 

Met Glu Asn Cys Thr Glu Val Thr Lys Phe lie Leu Leu Gly Leu Thr 

15 10 15 

a 9t 9 tc cca 9^^ eta cag ate ccc etc ttt ate ttg ttc acc ttc ate 96 

Ser Val Pro Glu Leu Gin lie Pro Leu Phe lie Leu Phe Thr Phe lie 

20 25 30 

tac etc etc act ctg tgt ggg aac ctg ggg atg atg ttg ctg ate ctg 144 

Tyr Leu Leu Thr Leu Cys Gly Asn Leu Gly Met Met Leu Leu lie Leu 

35 40 45 

atg gac tct tgt etc cac acc ccc atg tac ttt ttc etc agt aac ctg 192 

Met Asp Ser Cys Leu His Thr Pro Met Tyr Phe Phe Leu Ser Asn Leu 

50 55 60 

tct ctg gtg gac ttt gga tac tec tea get gtc act ccc aag gtc atg 240 

Ser Leu Val Asp Phe Gly Tyr Ser Ser Ala Val Thr Pro Lys Val Met 

65 70 75 80 

get ggg ttc ctt aga gga gac aag gtc ate tec tac aat gca tgt get 288 

Ala Gly Phe Leu Arg Gly Asp Lys Val He Ser Tyr Asn Ala Cys Ala 

85 90 95 

gtt cag atg ttc ttc ttt gta gec ttg gee acg gtg gaa aat tac ttg 336 

Val Gin Met Phe Phe Phe Val Ala Leu Ala Thr Val Glu Asn Tyr Leu 

100 105 HO 
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£ e e e s £ £ i - £ e ss £ £ - £ 
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noc 140 

130 1Jb 



. . ^ - at . acc tea ttc cac att ggg ggc 

& e £ e £ e £ - £ s. «. - 5 

15 0 Xbo 

£ E E E e e s: - £ £ s - = si ~ 

- S E E E E E E 2 E £ 2 £ i = - 

180 185 

, . 3hf , *- ra aac ttt aat ate ttt ttt gtt 

£ E E E E E E £ E E »e ». «» - 

195 200 ^ u;d 

E £ E E E E E E 2 E E E S £ E £ 
£ £ E £ E S £ E E £ E £ £ E £ E 

^25 230 235 

£ E £ E E E £ E £ £ 1?? E E E £ E 

245 25U 

£ £ £ £ £ £ £ E I £ £ E £ £ £ E 
£ S3 £ £ E £ E E £ £ £ £ £ E E - 

2 80 

E £ 5 £ 5 E E E E S E £ £ E £ £ 



290 

agg caa aaa ttt eta taa 
Arg Gin Lys Phe Leu 
305 



384 



432 



480 



52£ 



576 



624 



672 



720 



768 



816 



864 



912 



930 



<210> 498 

<211> 309 

<212> PRT 

<213> Homo Sapiens 

<400> 498 



Met°Gl U Asn Cys Thr Glu v.l Thr Lys Phe He Leu Leu Gly Leu Thr 
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10 15 



Ser Val Pro Glu Leu Gin lie Pro Leu Phe lie Leu Phe Thr Phe lie 
20 25 30 



Tyr Leu Leu Thr Leu Cys Gly Asn Leu Gly Met Met Leu Leu lie Leu 
35 40 45 



Met Asp Ser Cys Leu His Thr Pro Met Tyr Phe Phe Leu Ser Asn Leu 
50 55 60 



Ser Leu Val Asp Phe Gly Tyr Ser Ser Ala Val Thr Pro Lys Val Met 
65 70 75 80 



Ala Gly Phe Leu Arg Gly Asp Lys Val lie Ser Tyr Asn Ala Cys Ala 
85 90 95 



Val Gin Met Phe Phe Phe Val Ala Leu Ala Thr Val Glu Asn Tyr Leu 
100 105 110 



Leu Ala Ser Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys Lys Pro Leu 
115 120 125 



His Tyr Thr Thr Thr Met Thr Ala Ser Val Gly Ala Cys Leu Ala Leu 
130 135 140 



Gly Ser Tyr Val Cys Gly Phe Leu Asn Ala Ser Phe His lie Gly Gly 
145 150 155 160 



lie Phe Ser Leu Ser Phe Cys Lys Ser Asn Leu Val His His Phe Phe 
165 170 175 



Cys Asp Val Pro Ala Val Met Ala Leu Ser Cys Ser Asp Lys His Thr 
180 185 190 



Ser Glu Val lie Leu Val Phe Met Ser Ser Phe Asn lie Phe Phe Val 
195 200 205 



Leu Leu Val lie Phe lie Ser Tyr Leu Phe lie Phe lie Thr lie Leu 
210 215 220 



Lys Met His Ser Ala Lys Gly His Gin Lys Ala Leu Ser Thr Cys Ala 
225 230 235 240 



Ser His Phe Thr Ala Val Ser Val Phe Tyr Gly Thr Val lie Phe lie 
245 250 255 
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T yr Leu Gin Pro Ser Ser Ser Hie Ser Met Asp Thr Asp Lys Met Ala 
260 265 

Ser Val Phe Tyr Ala Met He He Pro Met Leu Asn Pro Val Val Tyr 
275 280 2 

Ser Leu Arg Asn Arg Glu Val Gin Asn Ala Phe Lys Lys Val Leu Arg 



290 



Arg Gin Lys Phe Leu 
305 



<210> 499 

<211> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - - (942) 

<223> 



295 



<400> 



49 9atg gaa aat aag aca gaa gta aca caa ttc att ctt eta gga eta acc 
Met Glu Asn Lys Thr Glu Val Thr Gin Phe He Leu Leu Gly Leu Thr 



1 



III III £ i" = = s ~ = ~ *" » * H° ~ s 



20 25 



i-at- ate act ctg gtt gga aac ctg gga att att gta ttg ata ttc 

ryr fie Xlt S S val Sly Acn Leu Gly He He Val Leu He Phe 
35 40 45 

_ r f r rac aat ccc atg tac ttt ttt etc agt aac ttg 

SS s«r CyS h" "» Pro M.? Tyr Phe Phe ser M «. 

55 60 



50 



*-*-f 1-crr- tac tct tea get gtc act ccc ate gtc atg 
III ill !2 Asp P^e £ Tyr Ser Ser Ala 5a! Thr Pro He Val Met 
65 70 75 

«... oaa aac aaq gtc ate tct tac aat gca tgt get 

HI Sly lit 111 III !" Sp °y! ?•! II. s«r Tyr ». M . Cys Ma 
85 90 

- «,„ at- a tat ate ttt gta get ttt gee act gtg gaa aat tac etc 
HI Tin nil Tyr fie Phe Val Ala Phe Ala Thr Val Glu Asn Tyr Leu 

100 105 

III III III nil IT, E K £ £ s S ?«i f= K s: 

120 125 



96 



144 



192 



240 



288 



336 



384 



115 



746 



BNSDOC1D <WO 0224726A2 I > 



WO 02/24726 



PCT/BE01/00162 



cat tac acc 
His Tyr Thr 

130 

ggc tec tac 
Gly Ser Tyr 
145 

aca ttt agt 
Thr Phe Ser 



tgt gat att 
Cys Asp lie 



age gag ctt 
Ser Glu Leu 
195 

etc ctg gtt 
Leu Leu Val 
210 

aag atg cac 
Lys Met His 
225 

tct cat ttc 
Ser His Phe 



tac tta caa 
Tyr Leu Gin 



cct gtg ttc 
Pro Val Phe 
275 

agt ctg agg 
Ser Leu Arg 
290 

aag gca aaa 
Lys Ala Lys 
305 



aca acc atg 
Thr Thr Met 



etc tgt ggt 
Leu Cys Gly 
150 

etc tct ttc 
Leu Ser Phe 
165 

cca gca gtc 
Pro Ala Val 
180 

gtt ctt att 
Val Leu lie 



ate ttg ata 
lie Leu lie 



tea get tea 
Ser Ala Ser 
230 

att gca gtc 
lie Ala Val 
245 

ccc age tec 
Pro Ser Ser 
260 

tat aca atg 
Tyr Thr Met 



aac aag gaa 
Asn Lys Glu 



ttg tct gta 
Leu Ser Val 
310 



aca aca act 
Thr Thr Thr 
135 

ttc ctg aat 
Phe Leu Asn 



tgt aag tec 
Cys Lys Ser 



atg gtt etc 
Met Val Leu 
185 

tat gtt gtg 
Tyr Val Val 
200 

tec tac aca 
Ser Tyr Thr 
215 

gta tac cag 
Val Tyr Gin 



ggc ate ttc 
Gly He Phe 



agt cac tec 
Ser His Ser 
265 

gtc ate ccc 
Val He Pro 
280 

gtg aag agt 
Val Lys Ser 
295 

gga tgg tea 
Gly Trp Ser 



gtg tgt get 
Val Cys Ala 
140 

gec tec ate 
Ala Ser He 
155 

aat gaa gtc 
Asn Glu Val 
170 

tct tgc tct 
Ser Cys Ser 



age ttc aat 
Ser Phe Asn 



ttc att ttt 
Phe He Phe 
220 

aag cct ttg 
Lys Pro Leu 
235 

tat ggg act 
Tyr Gly Thr 
250 

atg gac aca 
Met Asp Thr 



atg ctg aac 
Met Leu Asn 



gca ttc aag 
Ala Phe Lys 
300 

gtt taa 
Val 



cgt ctg gee 
Arg Leu Ala 



cac act ggg 
His Thr Gly 



cat cac ttt 
His His Phe 
175 

gat aga cat 
Asp Arg His 
190 

ate ttt ata 
He Phe He 
205 

ate acc ate 
He Thr He 



tec acc tgt 
Ser Thr Cys 



att ate ttc 
He He Phe 
255 

gac aaa atg 
Asp Lys Met 
270 

cct ctg gtc 
Pro Leu Val 
285 

aaa gtt gtt 
Lys Val Val 



ata 432 
He 



gac 480 

Asp 

160 

ttc 528 
Phe 



att 576 
He 



get 624 
Ala 



eta 672 
Leu 



gec 720 

Ala 

240 

atg 768 
Met 



gca 816 
Ala 



tat 864 
Tyr 



gag 912 
Glu 



945 



<210> 500 

<211> 314 

<212> PRT 

<213> Homo Sapiens 

<400> 500 

Met Glu Asn Lys Thr Glu Val Thr Gin Phe He Leu Leu Gly Leu Thr 
15 10 15 



Asn Asp Ser Glu Leu Gin Val Pro Leu Phe He Thr Phe Pro Phe He 
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20 



25 



30 



Tyr lie He Thr Leu Val Gly Asn Leu Gly He lie Val Leu lie Phe 
35 40 

Trp Asp Ser Cys Leu His Asn Pro Met Tyr Phe Phe Leu Ser Asn Leu 

50 55 

Ser Leu Val Asp Phe Cys Tyr Ser Ser Ala Val Thr Pro He Val Met 



65 70 

Ala Gly Phe Leu He Glu Asp Lys Val He Ser Tyr Asn Ala Cys Ala 

85 90 

Ala Gin Met Tyr He Phe Val Ala Phe Ala Thr Val Glu Asn Tyr Leu 
100 105 



L eu Ala Ser Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys Lys Pro Leu 

115 120 

His Tyr Thr Thr Thr Met Thr Thr Thr Val Cys Ala Arg Leu Ala He 
130 135 140 

Gly ser Tyr Leu Cys Gly Phe Leu Asn Ala Ser He His Thr Gly Asp 

IRQ lbb 
145 lbU 

Thr Phe Ser Leu Ser Phe Cys Lys Ser Asn Glu Val His His Phe Phe 

165 170 

Cys Asp He Pro Ala Val Met Val Leu Ser Cys Ser Asp Arg His He 

180 185 

Ser Glu Leu Val Leu He Tyr Val Val Ser Phe Asn lie Phe lie Ala 

195 200 

Leu Leu Val He Leu He Ser Tyr Thr Phe He Phe He Thr He Leu 

210 

Lys Met His ser Ala Ser Val Tyr Gin Lys Pro Leu Ser Thr Cys Ala 
225 230 235 

Ser His Phe He Ala Val Gly He Phe Tyr Gly Thr He He Phe Met 

250 ^~>-> 



245 



Tyr L eu Gin Pro Ser Ser Ser His Ser Met Asp Thr Asp Lys Met Ala 

260 265 
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Pro Val Phe Tyr Thr Met Val lie Pro Met Leu Asn Pro Leu Val Tyr 
275 280 285 



Ser Leu Arg Asn Lys Glu Val Lys Ser Ala Phe Lys Lys Val Val Glu 
290 295 300 



Lys Ala Lys Leu Ser Val Gly Trp Ser Val 
305 310 



<210> 501 

<211> 930 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> CDS 

<222> (1) . . (927) 

<223> 



<400> 501atg aaa aac aga acc atg ttt ggt gag ttt att eta ctg ggc ctt aca 
48 

Met Lys Asn Arg Thr Met Phe Gly Glu Phe lie Leu Leu Gly Leu Thr 
15 10 15 

aat caa cct gaa etc caa gtg atg ata ttc ate ttt ctg ttc etc acc 96 

Asn Gin Pro Glu Leu Gin Val Met lie Phe lie Phe Leu Phe Leu Thr 

20 25 30 

tac atg eta agt ate eta gga aat ctg act att ate acc etc acc tta 144 

Tyr Met Leu Ser lie Leu Gly Asn Leu Thr He He Thr Leu Thr Leu 
35 40 45 

eta gac ccc cac etc cag acc ccc atg tat ttc ttc etc egg aat ttc 192 

Leu Asp Pro His Leu Gin Thr Pro Met Tyr Phe Phe Leu Arg Asn Phe 

50 55 60 

tec ttc tta gaa att tec ttc aca tec att ttt att ccc aga ttt ctg 240 

Ser Phe Leu Glu He Ser Phe Thr Ser He Phe He Pro Arg Phe Leu 
65 70 75 80 

acc age atg aca aca gga aat aaa gtt ate age ttt get ggc tgc ttg 2 88 

Thr Ser Met Thr Thr Gly Asn Lys Val He Ser Phe Ala Gly Cys Leu 
85 90 95 

act cag tat ttt ttt get ata ttt ctt gga get acc gag ttt tac etc 336 

Thr Gin Tyr Phe Phe Ala He Phe Leu Gly Ala Thr Glu Phe Tyr Leu 

100 105 110 

ctg gec tec atg tct tat gat cgt tat gtg gee ate tgc aaa ccc ttg 3 84 

Leu Ala Ser Met Ser Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu 
115 120 125 

cat tac ctg act att atg age age aga gtc tgc ata caa eta gtg ttc 432 

His Tyr Leu Thr He Met Ser Ser Arg Val Cys He Gin Leu Val Phe 

130 135 140 
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tgc tec tgg ttg ggg 
Cys Ser Trp Leu Gly 
145 

atg ace cag gta gat 
Met Thr Gin Val Asp 
165 

tgt gac tat ggg cct 
Cys Asp Tyr Gly Pro 
180 

tta gaa ctg atg gtc 
Leu Glu Leu Met Val 
195 

ctg gtg ctg gtg aca 
Leu Val Leu Val Thr 
210 

agg ate cct tct 
Arg He Pro Ser 
225 

tec cac atg att 
Ser His Met He 



tac att aat cct 
Tyr He Asn Pro 
260 

get gta etc att 
Ala Val Leu He 
275 

act tta aga aat 
Thr Leu Arg Asn 
290 

aag att gtg aaa 
Lys He Val Lys 
305 



gga ttc eta gca 
Gly Phe Leu Ala 
150 

ttc tgt gtc tec 
Phe Cys Val Ser 



etc gtg gag ctt 
Leu Val Glu Leu 
185 

ate etc ttg gee 
lie Leu Leu Ala 
200 

ctt tct tac aca 
Leu Ser Tyr Thr 
215 

gec cag caa agg aca 
Ala Gin Gin Arg Thr 
230 

gtc ate tec etc tct 
Val He Ser Leu Ser 
245 

tct gca aaa gaa gga 
Ser Ala Lys Glu Gly 
265 

act teg gtt act ccc 
Thr Ser Val Thr Pro 
280 

cag caa gtg aaa caa 
Gin Gin Val Lys Gin 
295 

ctt taa 
Leu 



ate tta cca cca ate 
He Leu Pro Pro He 
155 

aac att ctg aat cac 
Asn He Leu Asn His 
170 

gec tgc tea gac aca 
Ala Cys Ser Asp Thr 
190 

gtt gtg act etc atg 
Val Val Thr Leu Met 
205 

tac att ate agg act 
Tyr He He Arg Thr 
220 

aag gec ttt tec act 
Lys Ala Phe Ser Thr 
235 

tat ggc age tgc atg 
Tyr Gly Ser Cys Met 
250 

ggt get ttc aac aaa 
Gly Ala Phe Asn Lys 
270 

tta ctg aat ccc ttc 
Leu Leu Asn Pro Phe 
285 

get ttc aag gac tea 
Ala Phe Lys Asp Ser 
300 



ate ctg 480 
He Leu 
160 

tat tac 528 
Tyr Tyr 
175 

age etc 576 
Ser Leu 



gtt act 624 
Val Thr 



att ctg 672 
He Leu 



tgt tec 720 
Cys Ser 
240 

ttt atg 768 

Phe Met 

255 

gga ata B16 
Gly He 



ata tat 864 
He Tyr 



gtc aaa 912 
Val Lys 



930 



<210> 502 

<211> 309 

<212> PRT 

<213> Homo Sapiens 



£Hy. A» Arg Thr Met Phe Gly Glu Phe He Leu Leu Gly Leu Thr 
1 5 10 

Asn Gin Pro Glu Leu Gin Val Met lie Phe He Phe Leu Phe Leu Thr 

20 25 

Tyr Met Leu Ser He Leu Gly Asn Leu Thr He lie Thr Leu Thr Leu 
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35 40 45 



Leu Asp Pro His Leu Gin Thr Pro Met Tyr Phe Phe Leu Arg Asn Phe 
50 55 60 



Ser Phe Leu Glu lie Ser Phe Thr Ser He Phe He Pro Arg Phe Leu 
65 70 75 80 



Thr Ser Met Thr Thr Gly Asn Lys Val He Ser Phe Ala Gly Cys Leu 
85 90 95 



Thr Gin Tyr Phe Phe Ala lie Phe Leu Gly Ala Thr Glu Phe Tyr Leu 
100 105 110 



Leu Ala Ser Met Ser Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu 
115 120 125 



His Tyr Leu Thr He Met Ser Ser Arg Val Cys He Gin Leu Val Phe 
130 135 140 



Cys Ser Trp Leu Gly Gly Phe Leu Ala He Leu Pro Pro He He Leu 
145 150 155 160 



Met Thr Gin Val Asp Phe Cys Val Ser Asn He Leu Asn His Tyr Tyr 
165 170 175 



Cys Asp Tyr Gly Pro Leu Val Glu Leu Ala Cys Ser Asp Thr Ser Leu 
180 185 190 



Leu Glu Leu Met Val He Leu Leu Ala Val Val Thr Leu Met Val Thr 
195 200 205 



Leu Val Leu Val Thr Leu Ser Tyr Thr Tyr He He Arg Thr He Leu 
210 215 220 



Arg He Pro Ser Ala Gin Gin Arg Thr Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 



Ser His Met lie Val He Ser Leu Ser Tyr Gly Ser Cys Met Phe Met 
245 250 255 



Tyr He Asn Pro Ser Ala Lys Glu Gly Gly Ala Phe Asn Lys Gly He 
260 265 270 



Ala Val Leu He Thr Ser Val Thr Pro Leu Leu Asn Pro Phe He Tyr 
275 280 285 
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Thr Leu Arg Asn Gin Gin Val Lys Gin Ala Phe Lys Asp Ser Val Lys 



290 



Lys He Val Lys Leu 
305 



<210> 503 

<211> 930 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) • . (927) 

<223> 



295 300 



<400> 



503,tg ... ».t aa» «c= gtg tt, act g.g ttt ate ctt ctg ggt =ta ac. 



fct Lys Asn Lys Thr Val L.u Thr Gl» Ph. 11= L.» Oly LJu Thr 

S !S S E E S !2 = jS S2 S S E |2 S S 

xyr e s Si s s ii* - s - ;r. s ;r. £ s i2 



~ art ccc ata tat ttc ttt etc egg aac ttc 

2 Sp S H^s Leu S2 Thr Pro Me? Tyr Phe Phe Leu Arg Asn Phe 
50 55 60 

tec ttc ttg gaa att tec ttc aca aac ate tte att eca agg gtc ctg 
Ser Phe Leu Glu He Ser Phe Thr Asn He Phe He Pro Arg Val Leu 
65 70 75 

att age ate aca aca ggg aac aag agt ate age ttt get ggc tge tte 
lie ser lie Thr Thr Gly Asn Lys Ser He Ser Phe Ala Gly Cys Phe 
85 90 9 

raa tat ttc ttt gec atg ttc ctt ggg get aca gag ttt tac ctt 
£ Oil J£ Pne Phe La Me? Phe Leu Gly Ala Thr Glu Phe Tyr Leu 
100 105 

eta act gee atg tec tat gac cge tat gtg gec ate tge aaa cct ctg 
11 III III Me? Ser Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu 



115 



120 



eat tae ace acc ate atg age age aga ate tge ate eag ctg att tte 
His Tyr Thr Thr He Met Ser Ser Arg He Cys He Gin Leu He Phe 



130 135 



r. tn s m it s - « «. »■ Hi - - - ~ i 



96 



144 



192 



240 



288 



336 



384 



432 



480 



145 I 50 
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atg agt cag cag gac ttt tgt gca tec aac aga ctg aat cat tac ttc 528 
Met Ser Gin Gin Asp Phe Cys Ala Ser Asn Arg Leu Asn His Tyr Phe 
165 170 175 

tgt gac tat gag cct ctt ctg gaa etc tea tgt tea gac aca age etc 576 
Cys Asp Tyr Glu Pro Leu Leu Glu Leu Ser Cys Ser Asp Thr Ser Leu 
180 185 190 

ata gag aag gtt gtc ttt ctt gtg gca tct gtg acc ctg gtg gtc act 624 
lie Glu Lys Val Val Phe Leu Val Ala Ser Val Thr Leu Val Val Thr 
195 200 205 

ctg gtg eta gtg att etc tec tat gca ttc att ate aag act att ctg 672 
Leu Val Leu Val lie Leu Ser Tyr Ala Phe lie lie Lys Thr lie Leu 
210 215 220 

aag etc ccc tct gee caa caa agg aca aaa gee ttt tec aca tgt tct 720 
Lys Leu Pro Ser Ala Gin Gin Arg Thr Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 

tec cac atg att gtc ate tec etc tct tac gga age tgc atg ttt atg 768 
Ser His Met lie Val lie Ser Leu Ser Tyr Gly Ser Cys Met Phe Met 
245 250 255 

tac att aat ccc tct gca aaa gaa ggg gat aca ttc aac aag gga gta 816 
Tyr lie Asn Pro Ser Ala Lys Glu Gly Asp Thr Phe Asn Lys Gly Val 
260 265 270 

get eta etc att act tea gtt get cct ttg ttg aac ccc ttt att tac 864 
Ala Leu Leu lie Thr Ser Val Ala Pro Leu Leu Asn Pro Phe He Tyr 
275 280 285 

acc eta agg aac caa cag gta aaa caa ccc ttc aag gat atg gtc aaa 912 
Thr Leu Arg Asn Gin Gin Val Lys Gin Pro Phe Lys Asp Met Val Lys 
290 295 300 

aag ctt ctg aat ctt taa 930 

Lys Leu Leu Asn Leu 

305 



<210> 504 

<211> 309 

<212> PRT 

<213> Homo Sapiens 

<400> 504 

Met Lys Asn Lys Thr Val Leu Thr Glu Phe He Leu Leu Gly Leu Thr 
15 10 15 



Asp Val Pro Glu Leu Gin Val Ala Val Phe Thr Phe Leu Phe Leu Ala 
20 25 30 



Tyr Leu Leu Ser He Leu Gly Asn Leu Thr lie Leu He Leu Thr Leu 
35 40 45 



Leu Asp Ser His Leu Gin Thr Pro Met Tyr Phe Phe Leu Arg Asn Phe 
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50 



55 



60 



Ser 
65 



Phe Leu Glu lie Ser Phe Thr Asn He Phe He Pro Arg Val Leu 

70 75 

He Ser He Thr Thr Gly Asn Lys Ser lie Ser Phe Ala Gly Cys Phe 

85 90 

Thr Gin Tyr Phe Phe Ala Met Phe Leu Gly Ala Thr Glu Phe Tyr Leu 

100 105 

L eu Ala Ala Met Ser Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu 

ion i^z> 

115 

His Tyr Thr Thr He Met Ser Ser Arg He Cys lie Gin Leu He Phe 

130 135 



Cys Ser Trp Leu Gly Gly Leu Met Ala He He Pro Thr He Thr Leu 
145 I 50 155 

Met Ser Gin Gin Asp Phe Cys Ala Ser Asn Arg Leu Asn His Tyr Phe 

165 170 

Cys Asp Tyr Glu Pro Leu Leu Glu Leu Ser Cys Ser Asp Thr Ser Leu 

180 185 

He Glu Lys Val Val Phe Leu Val Ala Ser Val Thr Leu Val Val Thr 

195 200 

L eu val Leu Val He Leu Ser Tyr Ala Phe He He Lys Thr He Leu 

210 



I*. Leu Pro Ser Ala Gin Gin Arg Thr Lys Ala Phe Ser Thr Cys Ser 
225 230 235 

Ser His Met He Val He Ser Leu Ser Tyr Gly Ser Cys Met Phe Met 

245 250 

Tyr lie Asn Pro Ser Ala Lys Glu Gly Asp Thr Phe Asn Lys Gly Val 

260 265 

Ala Leu Leu He Thr Ser Val Ala Pro Leu Leu Asn Pro Phe He Tyr 

275 280 

Thr Leu Arg Asn Gin Gin Val Lys Gin Pro Phe Lys Asp Met Val Lys 

290 295 
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Lys Leu Leu Asn Leu 
305 



<210> 505 

<211> 942 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> CDS 

<222> (1) . . (939) 

<223> 



<400> 505atg gaa act gca aat tac acc aag gtg aca gaa ttt gtt etc act ggc 
48 

Met Glu Thr Ala Asn Tyr Thr Lys Val Thr Glu Phe Val Leu Thr Gly 
15 10 15 

eta tec cag act cca gag gtc caa eta gtc eta ttt gtt ata ttt eta 96 

Leu Ser Gin Thr Pro Glu Val Gin Leu Val Leu Phe Val lie Phe Leu 
20 25 30 

tec ttc tat ttg ttc ate eta cca gga aat ate ctt ate att tgc acc 144 

Ser Phe Tyr Leu Phe lie Leu Pro Gly Asn lie Leu lie lie Cys Thr 
35 40 45 



ate agt eta gac cct cat ctg acc tct cct atg tat ttc ctg ttg get 192 
lie Ser Leu Asp Pro His Leu Thr Ser Pro Met Tyr Phe Leu Leu Ala 
50 55 60 



aat ctg gee ttc ctt gat att tgg tac tct tec att aca gec cct gaa 240 
Asn Leu Ala Phe Leu Asp lie Trp Tyr Ser Ser lie Thr Ala Pro Glu 
65 70 75 80 



atg etc ata gac ttc ttt gtg gag agg aag ata att tct ttt gat gga 288 
Met Leu lie Asp Phe Phe Val Glu Arg Lys lie lie Ser Phe Asp Gly 
85 90 95 



tgc att gca cag etc ttc ttc tta cac ttt get ggg get teg gag atg 336 
Cys lie Ala Gin Leu Phe Phe Leu His Phe Ala Gly Ala Ser Glu Met 
100 105 110 



ttc ttg etc aca gtg atg gee ttt gac etc tac act get ate tgc cga 384 
Phe Leu Leu Thr Val Met Ala Phe Asp Leu Tyr Thr Ala lie Cys Arg 
115 120 125 



ccc etc cac tat get acc ate atg aat caa cgt etc tgc tgt ate ctg 432 
Pro Leu His Tyr Ala Thr lie Met Asn Gin Arg Leu Cys Cys lie Leu 
130 135 140 



gtg get etc tec tgg agg ggg ggc ttc att cat tct ate ata cag gtg 480 
Val Ala Leu Ser Trp Arg Gly Gly Phe lie His Ser He He Gin Val 
145 150 155 160 



get etc att gtt cga ctt cct ttc tgt ggg ccc aat gag tta gac agt 528 
Ala Leu He Val Arg Leu Pro Phe Cys Gly Pro Asn Glu Leu Asp Ser 
165 170 175 
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tac ttc tgt gac ate aca cag gtt gtc egg att gec tgt gec aac acc 
Tyr Phe Cys Lp He Thr Gin Val Val Arg He Ala Cys Ala Asn Thr 
180 185 

Hr „ r , aaa aaa t ta qtg atg ate tgt agt agt ggt ctg ate tct gtg 
HI Pro Til III Leu U net lie Cys Ser Ser Gly Je, He Ser Val 
195 200 205 

^ t af tta att get ctg tta atg tec tat gee ttc ctt ctg gec ttg 
tl Cys Leu lie Ala Leu Leu Me't Ser Tyr Ala Phe Leu Leu Ala Leu 
210 2X5 220 

ttc aag aaa ctt tea ggc tea ggt gag aat acc aac agg gee atg tee 
Phe lys Lys Leu Ser Gly Ser Gly Glu Asn Thr Asn Arg Ala Met Ser 



225 



„c 240 
230 235 



acc tgc tat tec eae att acc att gtg gtg eta atg ttt ggg cca tec 
Thr Cys Tyr Ser His He Thr He Val Val Leu Met Phe Gly Pro Ser 



245 250 



ate tac att tat get egc cca ttt gac teg ttt tec eta gat aaa gtg 
He Tyr lie Tyr Ala Arg Pro Phe Asp Ser Phe Ser Leu Asp Lys Val 

2 6 5 



260 



, , *. +-4-^ i-hr" rrt tta cat aat ccc att att 

ata tct at a ttc aat act tta ata tuc ecu <_L.a ^ 

f a ? ser Va! Phe Asn Thr Leu He Phe Pro Leu Arg Asn Pro He He 



275 



280 285 



tac aca ttg aga aac aag gaa gta aag gca gec atg agg aag ttg gtc 
T^r Tnr Leu Arg Asn Lys Glu Val Lys Ala Ala Met Arg Lys Leu Val 

290 

acc aaa tat att ttg tgt aaa gag aag tga 
Thr Lys Tyr He Leu Cys Lys Glu Lys 
305 310 



<210> 


506 


<211> 


313 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


506 



Met Glu Thr Ala Asn Tyr Thr Lys Val Thr Glu Phe Val Leu Thr Gly 

Leu Ser Gin Thr Pro Glu Val Gin Leu Val Leu Phe Val He Phe Leu 
20 25 30 



Ser Phe Tyr Leu 
35 



Phe He Leu Pro Gly Asn He Leu He He Cys Thr 



40 



45 



He Ser Leu Asp Pro His Leu Thr Ser Pro Met Tyr Phe Leu Leu Ala 
50 55 60 

Leu Ala Phe Leu Asp He Trp Tyr Ser Ser He Thr Ala Pro Glu 



Asn 



576 



624 



672 



720 



768 



816 



864 



912 



942 
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65 70 75 80 

Met Leu lie Asp Phe Phe Val Glu Arg Lys lie lie Ser Phe Asp Gly 
85 90 95 

Cys lie Ala Gin Leu Phe Phe Leu His Phe Ala Gly Ala Ser Glu Met 
100 105 no 

Phe Leu Leu Thr Val Met Ala Phe Asp Leu Tyr Thr Ala lie Cys Arg 
115 120 125 

Pro Leu His Tyr Ala Thr lie Met Asn Gin Arg Leu Cys Cys lie Leu 
130 135 140 

Val Ala Leu Ser Trp Arg Gly Gly Phe lie His Ser lie lie Gin Val 
145 150 155 160 

Ala Leu lie Val Arg Leu Pro Phe Cys Gly Pro Asn Glu Leu Asp Ser 
165 170 175 

Tyr Phe Cys Asp lie Thr Gin Val Val Arg He Ala Cys Ala Asn Thr 
180 185 190 

Phe Pro Glu Glu Leu Val Met He Cys Ser Ser Gly Leu lie Ser Val 
195 200 205 

Val Cys Leu He Ala Leu Leu Met Ser Tyr Ala Phe Leu Leu Ala Leu 
210 215 220 

Phe Lys Lys Leu Ser Gly Ser Gly Glu Asn Thr Asn Arg Ala Met Ser 
225 230 235 240 

Thr Cys Tyr Ser His He Thr He Val Val Leu Met Phe Gly Pro Ser 
245 250 255 

He Tyr He Tyr Ala Arg Pro Phe Asp Ser Phe Ser Leu Asp Lys Val 
260 265 270 

Val Ser Val Phe Asn Thr Leu He Phe Pro Leu Arg Asn Pro He He 
275 280 285 

Tyr Thr Leu Arg Asn Lys Glu Val Lys Ala Ala Met Arg Lys Leu Val 
290 295 300 

Thr Lys Tyr He Leu Cys Lys Glu Lys 
305 310 
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<210> 


507 


<211> 


951 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


(1) • 


<223> 





<400> 
48 



507atg aag ata gca aac aac aca gta gtg aca gaa ttt ate etc ctt ggt 



Met Lys lie Ala Asn Asn Thr Val Val Thr Glu Phe He Leu Leu Gly 



1 5 



10 



ctg act cag tct caa gat att cag etc ttg gtc ttt gtg ctg ate tta 
Leu Thr Gin Ser Gin Asp He Gin Leu Leu Val Phe Val Leu He Leu 



20 



25 



att tte tac ctt ate ate etc ect gga aat ttt etc att att ttc ace 
He Phe Tyr Leu He He Leu Pro Gly Asn Phe Leu He He Phe Thr 

40 45 



35 



ata agg tea gac cct ggg etc aca gee ece etc tat tta ttt ctg ggc 
He Arg Ser Asp Pro Gly Leu Thr Ala Pro Leu Tyr Leu Phe Leu Gly 

— 6 0 



50 



55 



aac ttg gee ttc ctg gat gca tec tac tee ttc att gtg get ccc agg 
Asn Leu Ala Phe Leu Asp Ala Ser Tyr Ser Phe He Val Ala Pro Arg 

75 ou 



65 



70 



atq ttg gtg gac ttc etc tct gag aaa aag gta ate tec tac aga ggc 
Met HI ?af Lp Phe Leu Ser Glu Lys Lys Val He Ser Tyr Arg Gly 

90 95 



85 



tgc ate act eag etc ttt ttc ttg cac ttc ctt gga gga ggg gag gga 
Cys He Thr Gin Leu Phe Phe Leu His Phe Leu Gly Gly Gly Glu Gly 
100 1° 5 110 

tta etc ctt gtt gtg atg gee ttt gac cgc tac ate gec ate tgc egg 
Leu Leu Leu Val Val Met Ala Phe Asp Arg Tyr He Ala He Cys Arg 
115 120 125 



cct ctg cac tgt tea act gtc atg aac cct aga gec tgc tat gca atg 
Pro Leu His Cys Ser Thr Val Met Asn Pro Arg Ala Cys Tyr Ala Met 



130 135 



atg ttg get ctg tgg ctt ggg ggt ttt gtc cac tec att ate eag gtg 
Me? Leu Ala Leu Trp Leu Gly Gly Phe Val His Ser He He Gin Val 
145 150 155 160 

gtc etc ate cte cgc ttg cct ttt tgt ggc cca aac eag ctg gac aac 
Val Leu He Leu Arg Leu Pro Phe Cys Gly Pro Asn Gin Leu Asp Asn 
165 1™ 175 

ttc ttc tgt gat gtc cga cag gtc ate aag ctg get tgc acc gac atg 
Pne Pne Cys Lp Val Arg Gin Val He Lys Leu Ala Cys Thr Asp Met 
nan 185 190 



96 



144 



192 



240 



288 



336 



3 84 



432 



480 



528 



576 
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ttt gtg gtg gag ctt eta atg gtc ttc aac agt ggc ctg atg aca etc 624 
Phe Val Val Glu Leu Leu Met Val Phe Asn Ser Gly Leu Met Thr Leu 
195 200 205 

ctg tgc ttt ctg ggg ctt ctg get tec tat gca gtc ate etc tgc cat 672 
Leu Cys Phe Leu Gly Leu Leu Ala Ser Tyr Ala Val lie Leu Cys His 
210 215 220 

gtt cgt agg gca get tct gaa ggg aag aac aag gee atg tec acg tgc 720 
Val Arg Arg Ala Ala Ser Glu Gly Lys Asn Lys Ala Met Ser Thr Cys 
225 230 235 240 

acc act cgt gtc att att ata ctt ctt atg ttt gga cct get ate ttc 768 
Thr Thr Arg Val He He lie Leu Leu Met Phe Gly Pro Ala He Phe 
245 250 255 

ate tac atg tgc cct ttc agg gee tta cca get gac aag atg gtt tct 816 
He Tyr Met Cys Pro Phe Arg Ala Leu Pro Ala Asp Lys Met Val Ser 
260 265 270 

etc ttt cac aca gtg ate ttt cca ttg atg aat cct atg att tat acc 864 
Leu Phe His Thr Val He Phe Pro Leu Met Asn Pro Met He Tyr Thr 
275 280 285 

ctt cgc aac cag gaa gtg aaa act tec atg aag agg tta ttg agt cga 912 
Leu Arg Asn Gin Glu Val Lys Thr Ser Met Lys Arg Leu Leu Ser Arg 
290 295 300 

cat gta gtc tgt caa gtg gat ttt ata ata aga aac tga 951 
His Val Val Cys Gin Val Asp Phe He He Arg Asn 
305 310 315 



<210> 508 

<211> 316 

<212> PRT 

<213> Homo Sapiens 

<400> 508 

Met Lys He Ala Asn Asn Thr Val Val Thr Glu Phe He Leu Leu Gly 
15 10 15 



Leu Thr Gin Ser Gin Asp He Gin Leu Leu Val Phe Val Leu He Leu 
20 25 30 



He Phe Tyr Leu He He Leu Pro Gly Asn Phe Leu He He Phe Thr 
35 40 45 



He Arg Ser Asp Pro Gly Leu Thr Ala Pro Leu Tyr Leu Phe Leu Gly 
50 55 60 



Asn Leu Ala Phe Leu Asp Ala Ser Tyr Ser Phe He Val Ala Pro Arg 
65 70 75 80 



Met Leu Val Asp Phe Leu Ser Glu Lys Lys Val He Ser Tyr Arg Gly 
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130 



Met Leu 
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85 

Cys He Thr Gin Leu Phe Phe Leu His Phe Leu Gly Gly Gly Glu Gly 

100 105 

Xjeu Leu Leu Val Val Met Ala Phe Asp Arg Tyr lie Ala He Cys Arg 
115 120 1 

Pro Leu His Cys Ser Thr Val Met Asn Pro Arg Ala Cys Tyr Ala Met 

135 140 

Ala Leu Trp Leu Gly Gly Phe Val His Ser He He Gin Val 
150 155 

val Leu He Leu Arg Leu Pro Phe Cys Gly Pro Asn Gin Leu Asp Asn 

165 170 

P h e Phe Cys Asp Val Arg Gin Val He Lys Leu Ala Cys Thr Asp Met 

180 185 

Phe Val Val Glu Leu Leu Met Val Phe Asn Ser Gly Leu Met Thr Leu 
195 200 " 

,eu Cys Phe Leu Gly Leu Leu Ala Ser Tyr Ala Val He Leu Cys His 

210 21b 

Val Arg Arg Ala Ala Ser Glu Gly Lys Asn Lys Ala Met Ser Thr Cys 
225 230 23 

Thr Thr Arg Val He He He Leu Leu Met Phe Gly Pro Ala lie Phe 

245 250 

lie Tyr Met Cys Pro Phe Arg Ala Leu Pro Ala Asp Lys Met Val Ser 



260 265 



Leu Phe His Thr Val He Phe Pro Leu Met Asn Pro Met He Tyr Thr 



275 



280 



Leu Arg Asn Gin Glu Val Lys Thr Ser Met Lys Arg Leu Leu Ser Arg 

oqc iUU 
290 29b 



Val Val Cys Gin Val Asp Phe He He Arg Asn 



His 
305 



c2l0> 509 
c211> 918 



310 



315 
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<212> DNA 

<213> Homo Sapiens 



<220> 

<221> CDS 



<222> 
<223> 



(1) . - (915) 



<400> 509atg gaa ttt gtg ttc ctg gcc tat ccc tec tgc cca gaa ctg cat att 
48 

Met Glu Phe Val Phe Leu Ala Tyr Pro Ser Cys Pro Glu Leu His lie 

15 10 15 

ctg tec ttc ctt ggg gtc age ctg gtt tat ggt ttg ate ate act ggg 96 

Leu Ser Phe Leu Gly Val Ser Leu Val Tyr Gly Leu lie lie Thr Gly 
20 25 30 

aac att etc att gtg gtg tec att cac aca gaa ace tgt eta tgc aca 144 
Asn lie Leu lie Val Val Ser lie His Thr Glu Thr Cys Leu Cys Thr 
35 40 45 

tec atg tac tat ttc ctg ggc age ctt tct ggg att gaa ata tgc tac 192 
Ser Met Tyr Tyr Phe Leu Gly Ser Leu Ser Gly lie Glu lie Cys Tyr 
50 55 60 

act gca gtg gtg gtg ccc cat ate ctg gcc aac ace eta cag tea gag 240 
Thr Ala Val Val Val Pro His lie Leu Ala Asn Thr Leu Gin Ser Glu 
65 70 75 80 

aag acc ate act etc ctg ggc tgt gcc acc cag atg get ttc ttc att 288 
Lys Thr lie Thr Leu Leu Gly Cys Ala Thr Gin Met Ala Phe Phe lie 
85 90 95 

gca ctg ggc agt get gat tgc ttc etc ttg get gcc atg gcc tat gac 336 
Ala Leu Gly Ser Ala Asp Cys Phe Leu Leu Ala Ala Met Ala Tyr Asp 
100 105 110 

cgc tat gtg gcc att tgc cac ccg ttg cag tac cct etc etc atg aca 384 
Arg Tyr Val Ala lie Cys His Pro Leu Gin Tyr Pro Leu Leu Met Thr 
115 120 125 

ttg act ctt tgt gtc cac ttg gtt gtg gca tea gtc ate agt ggt ctg 432 
Leu Thr Leu Cys Val His Leu Val Val Ala Ser Val lie Ser Gly Leu 
130 135 140 

ttc ctg tec tta caa ctg gtg gcc ttc ate ttc tct ctg cca ttc tgc 480 
Phe Leu Ser Leu Gin Leu Val Ala Phe lie Phe Ser Leu Pro Phe Cys 
145 150 155 160 

cag get cag ggc att gag cac ttc ttt tgt gat gtg cca cca gtc atg 528 
Gin Ala Gin Gly He Glu His Phe Phe Cys Asp Val Pro Pro Val Met 
165 170 175 

cat gtt gtt tgt get cag agt cac att cat gag cag tea gtg ctg gtg 576 
His Val Val Cys Ala Gin Ser His He His Glu Gin Ser Val Leu Val 
180 185 190 

gca gcc ata eta gcc att get gtg cct ttc ttc etc ate acc acc tec 624 
Ala Ala lie Leu Ala He Ala Val Pro Phe Phe Leu lie Thr Thr Ser 
195 200 205 
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tac acc ttc ata gtg get get ctg etc aag ate cac teg get get ggc 
Tyr Thr Phe He Val Ala Ala Leu Leu Lys lie His Ser A 
210 " 4X = 

^ n-r tec acc tgc tct tec cac etc act gtg gtg ctg 
cgc cac egg gec ttc tec acc tg ^ ^ ^ ^ ^ Leu 

Arg His Arg Ala Phe ber mi uy& ^ 240 

2 2 SS 5 5 S £ S i 2 S S SE S = 

tac aac ccc aag caa gat egg ttc ate tea ctg gtg tac aca ttg gga 

Tyr Asn Pro Lys Gin Asp Arg Phe lie Ser Leu Val Tyr 
260 265 

i-af acc eta aqq aac agt gag atg 

£ 2 2 £ I" £ "« £ L. ^ ,5 - «» « 

275 280 

r,i-h ^t-t acc aqq aac tgc ctt tec cag aac 
aaa ggg gec gta ggg aga gtt ctt acc agg a g ^ ^ 

Lys Gly Ala Val Gly Arg Val Leu Thr Arg Asn cys 



c 672 



290 295 



age tag 

Ser 

305 



<210> 510 

<211> 305 

<212> PRT 

<213> Homo Sapiens 



<400> 510 Ql Leu His He 

Met Glu Phe Val Phe Leu Ala Tyr Pro ser cys * ^ 



1 5 



Leu Ser Phe Leu oly Val Ser Leu Val Tyr Gly Leu He lie Thr Gly 

20 25 

A sn He Leu He Val Val Ser He His Thr Glu Thr Cys Leu Cys Thr 
35 40 

Ser Met Tyr Tyr Phe Leu Gly Ser Leu Ser Gly He Glu He Cys Tyr 

50 bb 

Thr Ala val Val Val Pro His He Leu Ala Asn Thr Leu Gin Ser Glu 

65 /u 

Lys Thr He Thr Leu Leu Gly Cys Ala Thr Gin Met Ala Phe Phe He 

85 90 

Ala Leu Gly Ser Ala Asp Cys Phe Leu Leu Ala Ala Met Ala Tyr Asp 



720 



76S 



816 



864 



912 



918 
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BNSDOC1D <WO 0224726A2 ' > 



WO 02/24726 PCT/BEO 1/00 162 

100 105 110 



Arg Tyr Val Ala lie Cys His Pro Leu Gin Tyr Pro Leu Leu Met Thr 

115 120 125 



Leu Thr Leu Cys Val His Leu Val Val Ala Ser Val He Ser Gly Leu 
130 135 140 



Phe Leu Ser Leu Gin Leu Val Ala Phe He Phe Ser Leu Pro Phe Cys 
145 150 155 160 



Gin Ala Gin Gly He Glu His Phe Phe Cys Asp Val Pro Pro Val Met 
165 170 175 



His Val Val Cys Ala Gin Ser His He His Glu Gin Ser Val Leu Val 
180 185 190 



Ala Ala He Leu Ala He Ala Val Pro Phe Phe Leu He Thr Thr Ser 
195 200 205 



Tyr Thr Phe He Val Ala Ala Leu Leu Lys He His Ser Ala Ala Gly 
210 215 220 



Arg His Arg Ala Phe Ser Thr Cys Ser Ser His Leu Thr Val Val Leu 
225 230 235 240 



Leu Gin Tyr Gly Cys Cys Ala Phe Met Tyr Leu Cys Pro Ser Ser Ser 
245 250 255 



Tyr Asn Pro Lys Gin Asp Arg Phe He Ser Leu Val Tyr Thr Leu Gly 
260 265 270 



Thr Pro Leu Leu Asn Pro Leu He Tyr Ala Leu Arg Asn Ser Glu Met 
275 280 285 



Lys Gly Ala Val Gly Arg Val Leu Thr Arg Asn Cys Leu Ser Gin Asn 
290 295 300 



Ser 
305 



<210> 511 

<211> 945 

<212> DNA 

<2 13 > Homo Sapiens 

<220> 
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<221> CDS 

<222> (l)..(942) 

<223> 

£t L eu „« «„ Tyr ser s« «. Thr M» Ph« Tyr «» L «» Gly Ph. 



1 



5 



s ss e sr. I" £ £ ;r. £ £ sr. s £ £ £ 



- £ £ 52 s £ £ ss «. s £ £ in £ £ £ 

35 40 

.frr tec ccc atq tat ttc ttc etc ggc cac 

& S f.p "I S £ can £ £, „e? Tyr Ph. «y Hi. 

50 55 

«= tot g« «, m .« «3 £= «. «= Jt. .« gec cc. S 

Leu Ser Ala Leu Glu He Leu Val inr inr 8Q 

7 0 

S« s s £ £ £ £ & £ £ - - £ - r "* 

85 90 

- £ SS SS £ £ £ - - £ - ™ - £ III £ 

100 105 

9 c. «. ctt 9f 9 c, •« jet £9 9« « f, ? |f a ;» «s £ 

Ala Leu Leu Gly Ala Met Ala Val Asp Arg iyx 

115 120 
cct ctg agg tac aac ate att atg aac aga cac acc tgc aac ttt gtg 

Pro Leu Arg Tyr Asn He He Met Asn Arg ^ 
130 135 

«f« +-tt naa ttt ctt ttt caa ate tgg ccg gtc 

SS £ £ £ SI £ £ Hy £ £ 2- «- .i. ~p »o 

145 150 " 5 

£ £ 2 £ 2 £ £ £ 5 S £ £ £ £ £ £ 
£ £ £ K 5 S £ 2 £ £ £ £ s ri - £ 

180 185 
ctt ttc acg gag ttt ate etc ttc tta atg get gtt ttt gtt etc ttt 
Leu Phe Thr Glu Phe He Leu Phe Leu Met Ala Val Pne 

195 200 
ggt tct ttg ate cct aca att gtc tec aac gec tac ate ate tec acc 
Gly Ser Leu He Pro Thr He Val Ser Asn Ala Tyr 



210 215 



96 



144 
192 
240 
288 
336 
384 
432 
480 
528 
576 

ttt 624 

Val Leu 

205 

672 
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att etc aag ate ccg tea tec tct ggc egg agg aaa tec ttc tec act 720 

lie Leu Lys lie Pro Ser Ser Ser Gly Arg Arg Lys Ser Phe Ser Thr 

225 230 235 240 

tgt gec tec cac ttc acc tgt gtt gtg att ggc tac ggc age tgc ttg 768 

Cys Ala Ser His Phe Thr Cys Val Val lie Gly Tyr Gly Ser Cys Leu 

245 250 255 

ttt etc tac gtg aaa ccc aag caa acg cag gca get gat tac aat tgg 816 

Phe Leu Tyr Val Lys Pro Lys Gin Thr Gin Ala Ala Asp Tyr Asn Trp 

260 265 270 

gta gtt tec ctg atg gtt tea gta gta act cct ttc etc aat cct ttc 864 

Val Val Ser Leu Met Val Ser Val Val Thr Pro Phe Leu Asn Pro Phe 

275 280 285 

ate ttc acc etc egg aat gat aaa gtc ata gag gec ctt egg gat ggg 912 

lie Phe Thr Leu Arg Asn Asp Lys Val lie Glu Ala Leu Arg Asp Gly 

290 295 300 

gtg aaa cgc tgc tgt caa eta ttc agg aat tag 945 

Val Lys Arg Cys Cys Gin Leu Phe Arg Asn 
305 310 



<210> 512 

<211> 314 

<212> PRT 

<213> Homo Sapiens 

<400> 512 

Met Leu Met Asn Tyr Ser Ser Ala Thr Glu Phe Tyr Leu Leu Gly Phe 
15 10 15 



Pro Gly Ser Glu Glu Leu His His lie Leu Phe Ala lie Phe Phe Phe 
20 25 30 



Phe Tyr Leu Val Thr Leu Met Gly Asn Thr Val lie lie Met lie Val 
35 40 45 



Cys Val Asp Lys Arg Leu Gin Ser Pro Met Tyr Phe Phe Leu Gly His 
50 55 60 



Leu Ser Ala Leu Glu lie Leu Val Thr Thr lie lie Val Pro Val Met 
65 70 75 80 



Leu Trp Gly Leu Leu Leu Pro Gly Met Gin Thr lie Tyr Leu Ser Ala 
85 90 95 



Cys Val Val Gin Leu Phe Leu Tyr Leu Ala Val Gly Thr Thr Glu Phe 
100 105 110 



Ala Leu Leu Gly Ala Met Ala Val Asp Arg Tyr Val Ala Val Cys Asn 
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115 

Pro Leu Arg Tyr Asn lie He Met Asn Arg His Thr Cys Asn Phe Val 

130 135 

Val Leu Val Ser Trp Val Phe Qly Phe Leu Phe Gin He Trp Pro Val 
145 150 15 

xyr val Met Phe Gin Leu Xhr Tyr Cys Lys Ser Asn Val Val Asn Asn 

165 1/U 

Ph « P„e cys Asp « g Oly «■ L« J« L y» - »« cy « — * 

180 185 

L eu Ph* T ta 01« Ph. H« «u »» — »« »• »« l £ VSl 

195 200 

Gly ser Leu He Pro Thr He Val Ser Asn Ala Tyr He He Ser Thr 

210 215 

Xle Leu Lys He Pro Ser Ser Ser Gly Arg Arg Lys Ser Phe Ser Thr 

225 

CyS Ala Ser His Phe Thr Cys Val Val He Gly Tyr Gly Ser Cys Leu 

245 2bU 

P„e Leu Tyr V,! L y» Pro «, 1= thr GI» «. «. MP Tyr »■ «P 

260 265 

Val Val Ser Leu Met Val Ser Val Val Thr Pro Phe Leu Asn Pro Phe 

275 280 

Ile Ph e Thr Leu Arg Asn Asp Lys Val He Glu Ala Leu Arg Asp Gly 

290 295 

Val Lys Arg Cys Cys Gin Leu Phe Arg Asn 



305 



310 



<210> 513 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (D-.036) 

<223> 
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<400> 513atg gag gtg aag aac tgc tgc atg gtg aca gag ttc ate ctt ttg gga 
48 

Met Glu Val Lys Asn Cys Cys Met Val Thr Glu Phe lie Leu Leu Gly 
15 10 15 

ate cca cac aca gag ggg ctg gag atg aca ctt ttt gtc tta ttc ttg 96 
lie Pro His Thr Glu Gly Leu Glu Met Thr Leu Phe Val Leu Phe Leu 
20 25 30 

ccc ttc tat gec tgc act eta ctg gga aat gtg tct ate ctt gtt get 144 
Pro Phe Tyr Ala Cys Thr Leu Leu Gly Asn Val Ser lie Leu Val Ala 
35 40 45 

gtt atg tct tct get cgc ctt cac aca cct atg tat ttc ttc ctg gga 192 
Val Met Ser Ser Ala Arg Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

aac ttg tct gtg ttt gac atg ggt ttc tec tea gtg act tgt ccc aaa 240 
Asn Leu Ser Val Phe Asp Met Gly Phe Ser Ser Val Thr Cys Pro Lys 
65 70 75 80 

atg ctg etc tac ctt atg ggg ctg age cga etc ate tec tac aaa gac 288 
Met Leu Leu Tyr Leu Met Gly Leu Ser Arg Leu lie Ser Tyr Lys Asp 
85 90 95 

tgt gtc tgc cag ctt ttc ttc ttc cat ttc etc ggg age att gag tgc 336 
Cys Val Cys Gin Leu Phe Phe Phe His Phe Leu Gly Ser lie Glu Cys 
100 105 110 

ttc ttg ttt acg gtg atg gee tat gac cgc ttc act gee ate tgt tat 384 
Phe Leu Phe Thr Val Met Ala Tyr Asp Arg Phe Thr Ala lie Cys Tyr 
115 120 125 

cct ctg cga tac aca gtc ate atg aac cca agg ate tgt gtg gec ctg 432 
Pro Leu Arg Tyr Thr Val lie Met Asn Pro Arg lie Cys Val Ala Leu 
130 135 140 

get gtg ggc aca tgg ctg tta ggg tgc att cat tec agt ate ttg acc 480 
Ala Val Gly Thr Trp Leu Leu Gly Cys lie His Ser Ser lie Leu Thr 
145 150 155 160 

tec etc acc ttc acc ttg cca tac tgt ggt ccc aat gaa gtg gat cac 528 
Ser Leu Thr Phe Thr Leu Pro Tyr Cys Gly Pro Asn Glu Val Asp His 
165 170 175 

ttc ttc tgt gac att cca gca ctg ttg ccc ttg gec tgt get gac aca 576 
Phe Phe Cys Asp lie Pro Ala Leu Leu Pro Leu Ala Cys Ala Asp Thr 
180 185 190 

tec tta gee cag agg gtg age ttc acc aac gtt ggc etc ata tct ctt 624 
Ser Leu Ala Gin Arg Val Ser Phe Thr Asn Val Gly Leu He Ser Leu 
195 200 205 

gtc tgc ttt ctg eta att ctt tta tec tac act aga ate aca ata tct 672 
Val Cys Phe Leu Leu lie Leu Leu Ser Tyr Thr Arg He Thr He Ser 
210 215 220 

ate tta age att cgt aca act gag ggc cgt cgc cgt gec ttc tec acc 72 0 

He Leu Ser He Arg Thr Thr Glu Gly Arg Arg Arg Ala Phe Ser Thr 
225 230 235 240 
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tgc agt get cac etc att gec ate cte tgt gec tat ggg ccc ate ate 
Cys Ser Ala His Leu He Ala lie Leu Cys Ala Tyr Gly Pro lie He 
245 250 

act ate tac ctg cag cee aca ccc aac ccc atg ctg gga acc gtg gta 
Thr Val Tyr Leu Gin Pro Thr Pro Asn Pro Met Leu Gly Thr Val Val 
260 265 270 

caa att etc atg aat ctg gta gga eca atg etg aac cct ttg ate tat 
Gin He Leu Met Asn Leu Val Gly Pro Met Leu Asn Pro Leu He Tyr 
275 280 285 

a gec ctg aaa aca ata ttg cac 
Lys 

295 300 



£ III III E "s 11* S £ Er il. L« »« II. «n H is 

290 



agg aca ggc cat gtt cct gag agt tag 
Arg Thr Gly His Val Pro Glu Ser 

310 



305 




<210> 


514 


<211> 


312 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


514 



10 



15 



He Pro His Thr Glu Gly Leu Glu Met Thr Leu Phe Val Leu Phe Leu 
20 25 30 

Pro Phe Tyr Ala Cys Thr Leu Leu Gly Asn Val Ser lie Leu Val Ala 
35 4 ° 45 

Val Met Ser Ser Ala Arg Leu His Thr Pro Met Tyr Phe Phe Leu Gly 



50 



55 



60 



Asn Leu Ser Val Phe Asp Met Gly Phe Ser Ser Val Thr Cys Pro Lys 

Met Leu Leu Tyr Leu Met Gly Leu Ser Arg Leu He Ser Tyr Lys Asp 
85 90 95 

Cvs Val Cys Gin Leu Phe Phe Phe His Phe Leu Gly Ser He Glu Cys 
Y 100 i° 5 110 

Phe Thr Val Met Ala Tyr Asp Arg Phe Thr Ala He Cys Tyr 
115 120 125 

pro Leu Arg Tyr Thr Val lie Met Asn Pro Arg lie Cys Val Ala Leu 

768 



Phe Leu 

115 



768 



816 



864 



912 



939 
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130 135 140 



Ala Val Gly Thr Trp Leu Leu Gly Cys lie His Ser Ser lie Leu Thr 
145 150 155 160 



Ser Leu Thr Phe Thr Leu Pro Tyr Cys Gly Pro Asn Glu Val Asp His 
165 170 175 



Phe Phe Cys Asp lie Pro Ala Leu Leu Pro Leu Ala Cys Ala Asp Thr 
180 185 190 



Ser Leu Ala Gin Arg Val Ser Phe Thr Asn Val Gly Leu He Ser Leu 
195 200 205 



Val Cys Phe Leu Leu He Leu Leu Ser Tyr Thr Arg He Thr lie Ser 
210 215 220 



He Leu Ser He Arg Thr Thr Glu Gly Arg Arg Arg Ala Phe Ser Thr 
225 230 235 240 



Cys Ser Ala His Leu He Ala He Leu Cys Ala Tyr Gly Pro He He 
245 250 255 



Thr Val Tyr Leu Gin Pro Thr Pro Asn Pro Met Leu Gly Thr Val Val 
260 265 270 



Gin lie Leu Met Asn Leu Val Gly Pro Met Leu Asn Pro Leu He Tyr 
275 280 285 



Thr Leu Arg Asn Lys Glu Val Lys Thr Ala Leu Lys Thr He Leu His 
290 295 300 



Arg Thr Gly His Val Pro Glu Ser 
305 310 



<210> 515 

<211> 906 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (903) 

<223> 



<400> 515atg gaa ttt gtt ctt ttg ggg ttt tct gat att ccc aat etc cac tgg 
48 

Met Glu Phe Val Leu Leu Gly Phe Ser Asp He Pro Asn Leu His Trp 
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1 



10 15 



*. ^ fft- n- a rtt atq tat ttg atg ate ctg atg tgc 

III III III £ IS - - - ~ « «• Met cys 

20 25 
^ *ta eta eta ata aaa att cac ccc get etc cag act 

£ HI IS IS IS S S.u n. Lys II. His Pro ,1, ,«„ Ola Thr 



<- hat- ttt ttt ctt age aat Ctt tec ctt ttg gaa ate tgt tat 
To nil Phe Phe Leu Ser Asn Phe Ser Leu Leu Glu Ha Cys Tyr 



CCC 

p 

50 



55 



- a *-r Ate cca aqa atg etc atg gac att tgg act cag aaa 
?S £ IS lie lie ITo J* Mef Leu Met ,sp xl. Trp Thr Oln Lys 
65 70 " 

_ ,.4. n. a ttt act tat get aca caa atg tgt ttt ttt ctt 

15 £ IS 52 SS HI £ L. T»r G1 » ».t cys Ph. Phe L» 
85 90 

S S 5 5 S K 3S £ ~ 25 s 53 S is - K 

100 105 

4- ^-rrt- aaa cct tta cag tat cct eta gtg atg aac 

1% Tyr 32 XS IS =y» 52 « «S «2 Tyr Pre Le» V,! „er 

115 120 
- caa ctq ata ata get tec tgg acc ate aca att 

ss %i is ss ii. «■ ■« «s iie ™ iie 

135 

S *S ?S £ 5 S £ S = S SI - S S * I 



145 150 



= =t-t aat cat ttc ttt tgt gac ate ccg cca ata etc 

%r v s in s is s» si «- »» £ « «• «° «- si Leu 



165 



- 4- nn a 33 r ata ttt qtg aat gag ata aca gtc cat gta 

£ SS £ £ s? - "« »- H -» »• n - ^ IS 81B v ' 1 

180 185 

eta qeg gtg gtg ttt ate acg gtg eca ttt etg ttg att gtt gtc tct 
?al Ala 5a? Sal Phe He Thr Val Pro Phe Leu Leu lie Val Val Ser 



195 



= =ft =re tec aac att ttg aaa ttg tea tea gec aga gga 
T yr !Iy I" IS IS S« L„ II. «S W «- Ser S.r Al» «, «ly 

210 215 

^ t-t-o tec acc tqc tea tct cac eta ata gtt gta ate 
S! Ill IT K P^ S £ cy. s.r S.r His «, U. v,i v,i II. 

225 

«rti- sfr act tat tta cag ccc aaa cca cat 

£ SE SS IS S IS £ IS ™r Tyr L eu Oin Pro ,y. Pro His 



245 250 



96 



144 



192 



240 



288 



336 



3 84 



432 



480 



528 



576 



624 



672 



720 



768 



770 
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cag ttt caa agg atg ggg aaa ctg att tct ctt ttc tac acc att ctg 816 

Gin Phe Gin Arg Met Gly Lys Leu lie Ser Leu Phe Tyr Thr lie Leu 
260 265 270 

att cca act ttg aat cct att ata tat acc ctg agg aac aaa gat ate 864 

lie Pro Thr Leu Asn Pro He He Tyr Thr Leu Arg Asn Lys Asp He 

275 280 285 

a tg gtg gca ttg aga aaa tta eta get aag tta tta aca tga 906 

Met Val Ala Leu Arg Lys Leu Leu Ala Lys Leu Leu Thr 

290 295 300 



<210> 516 

<211> 301 

<212> PRT 

<213> Homo Sapiens 

<400> 516 

Met Glu Phe Val Leu Leu Gly Phe Ser Asp He Pro Asn Leu His Trp 
15 10 15 



Met Leu Phe Ser He Phe Leu Leu Met Tyr Leu Met He Leu Met Cys 
20 25 30 



Asn Gly He He He Leu Leu He Lys He His Pro Ala Leu Gin Thr 
35 40 45 



Pro Met Tyr Phe Phe Leu Ser Asn Phe Ser Leu Leu Glu He Cys Tyr 
50 55 60 



Val Thr He He He Pro Arg Met Leu Met Asp He Trp Thr Gin Lys 
65 70 75 80 



Gly Asn He Ser Leu Phe Ala Cys Ala Thr Gin Met Cys Phe Phe Leu 
85 90 95 



Met Leu Gly Gly Thr Glu Cys Leu Leu Leu Thr Val Met Ala Tyr Asp 
100 105 110 



Arg Tyr Val Ala He Cys Lys Pro Leu Gin Tyr Pro Leu Val Met Asn 
115 120 125 



His Lys Val Cys He Gin Leu He He Ala Ser Trp Thr He Thr He 
130 135 140 



Pro Val Val He Gly Glu Thr Cys Gin He Phe Leu Leu Pro Phe Cys 
145 150 155 160 



Gly Thr Asn Thr He Asn His Phe Phe Cys Asp He Pro Pro He Leu 
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170 
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175 



Lys Leu Ala Cys 
180 



Val Ala Val Val 
195 



Tyr Gly Lys lie 
210 



Lys Ala Lys Ala 
225 



Leu Phe Phe Gly 



Gin Phe Gin Arg 
260 



lie Pro Thr Leu 
275 



Met Val Ala Leu 
290 



Gly Asn He Phe 



Phe lie Thr Val 
200 



lie Ser Asn He 
215 



Phe Ser Thr Cys 
230 



Ala Gly Thr He 
245 



Met Gly Lys Leu 



Asn Pro He lie 
280 



Arg Lys Leu Leu 
295 



Val Asn Glu He 
185 



pro Phe Leu Leu 



Leu Lys Leu Ser 
220 



Ser Ser His Leu 
235 



Thr Tyr Leu Gin 
250 



He Ser Leu Phe 
265 



Tyr Thr Leu Arg 



Ala Lys Leu Leu 
300 



Thr Val His Val 
190 



He Val Val Ser 
205 

Ser Ala Arg Gly 



He Val Val He 
240 



Pro Lys Pro His 
255 



Tyr Thr He Leu 
270 



Asn Lys Asp He 
285 



Thr 



<210> 517 

<211> 939 

<212> OTA 

<213> Homo Sapiens 



<220> 

<221> CDS 

<222> (1}..(936) 

<223> 



t Arg Gly Trp Asn His Thr Gly Ala Lys Glu Phe Leu Leu Val Gly 



<400> 
48 
Me 
1 



«i- ret aat ttq cag ate cca etc ttt ttg ctt gtc act 

tta act gaa aat cct aat ttg cag ^ ^ ^ 

Leu Thr Glu Asn Pro Asn Leu Gin lie Pro Leu ^ ^ 

20 25 

ctg att tat ttc ate act ttg ttg gat aat ttg ggt ata att att tta 
11 lie Tyr Phe He Thr Leu Leu Asp Asn Leu Gly lie He 

35 40 
atc tgg tta aat gec caa ctt cat act cca atg tac ttc ttc ctt ggc 

He Trp Leu Asn Ala Gin Leu His Thr Pro Met ryr 



96 



144 



192 
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50 55 60 

aac etc tec ttt tgt gat ate tgc tac tct act gtc ttt get cct aag 240 
Asn Leu Ser Phe Cys Asp lie Cys Tyr Ser Thr Val Phe Ala Pro Lys 
65 70 75 80 

atg eta gtc aat ttc eta tea aaa cat aag tec agt aca ttt tct ggc 288 
Met Leu Val Asn Phe Leu Ser Lys His Lys Ser Ser Thr Phe Ser Gly 
85 90 95 

tgt gtt eta cag agt ttc cct ttt gca gta tat gta acc aca aag gac 336 
Cys Val Leu Gin Ser Phe Pro Phe Ala Val Tyr Val Thr Thr Lys Asp 
100 105 110 

att etc ctg tec atg atg get tat gac cat tac gtg gec ata get aat 384 
lie Leu Leu Ser Met Met Ala Tyr Asp His Tyr Val Ala lie Ala Asn 
115 120 125 

ccc ttg ttg tat aca gtc att atg gee caa aaa gtt tgt att cag atg 432 
Pro Leu Leu Tyr Thr Val lie Met Ala Gin Lys Val Cys lie Gin Met 
130 135 140 

gtc ctt get tct tac tta ggt ggg etc att aat tec ctg aca cac aca 480 
Val Leu Ala Ser Tyr Leu Gly Gly Leu lie Asn Ser Leu Thr His Thr 
145 150 155 160 

ata ggt ttg etc aaa tta gac ttc tgt ggt cct aat att gtg aat cat 528 
lie Gly Leu Leu Lys Leu Asp Phe Cys Gly Pro Asn lie Val Asn His 
165 170 175 

tat ttc tgt gat gtt cct cct ctt ctg agg ctt tct tgc tct gat get 576 
Tyr Phe Cys Asp Val Pro Pro Leu Leu Arg Leu Ser Cys Ser Asp Ala 
180 185 190 

cat ate aat gaa atg ctg ccc ttg gtc ttc tct ggg etc att gca atg 624 
His lie Asn Glu Met Leu Pro Leu Val Phe Ser Gly Leu lie Ala Met 
195 200 205 

ttc act ttc att gtc att atg gtg tct tat ate tgc ate ate att gee 672 
Phe Thr Phe lie Val lie Met Val Ser Tyr lie Cys lie lie lie Ala 
210 215 220 

ate cag aga ate cat gca get gag gga agg tac aaa gec ttc tec act 720 
lie Gin Arg lie His Ala Ala Glu Gly Arg Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

tgt gtc tec cac eta acc acg gtg acc tta ttc tat ggg tct gtt tct 768 
Cys Val Ser His Leu Thr Thr Val Thr Leu Phe Tyr Gly Ser Val Ser 
245 250 255 

ttt agt tat ate cag cca agt tct cag tat tec ttg gaa cag gag aag 816 
Phe Ser Tyr lie Gin Pro Ser Ser Gin Tyr Ser Leu Glu Gin Glu Lys 
260 265 270 

gtc ttg get gtg ttt tat aca ctg gtg ate ccc atg eta aac cca ctt 864 
Val Leu Ala Val Phe Tyr Thr Leu Val lie Pro Met Leu Asn Pro Leu 
275 280 285 

att tat age ctg aga aat aag gat gta aaa gat gca gee aaa agg ttg 912 
lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Ala Ala Lys Arg Leu 
290 295 300 
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ata tgg tgg ggg aaa aac ccc act tga 
lie Trp Trp Gly Lys Asn Pro Thr 

310 



305 



<210> 


518 




<211> 


312 




<212> 


PRT 




<213> 


Homo 


Sapiens 


<400> 


518 




Met Arg Gly 


Trp Asn 


1 




5 



s Thr Gly Ala Lys Glu Phe Leu Leu Val Gly 
10 15 

pin t"I*=> Pro Leu Phe Leu Leu Val Thr 
Leu Thr Glu Asn Pro Asn Leu Gin lie Pro i,eu * ^ 

20 25 
L eu lie Tyr Phe He Thr Leu Leu Asp Asn Leu Gly lie He He Leu 



35 



40 



He Trp Leu Asn Ala Gin Leu His Thr Pro Met Tyr Phe Phe Leu Gly 



50 55 



Tna nx ,„ TvT . q er Thr Val Phe Ala Pro Lys 
Asn Leu Ser Phe Cys Asp He Cys Tyr Ser inr 

65 ™ 75 

„et Leu Val Asn Phe Leu Ser Lys His Lys Ser Ser Thr Phe Ser Gly 

85 90 

Cys Val Leu Gin Ser Phe Pro Phe Ala Val Tyr Val Thr Thr Lys Asp 

100 105 



He Leu Leu Ser Met Met Ala Tyr Asp His Tyr 



120 



Val Ala He Ala Asn 
125 



Pro Leu Leu Tyr 
130 



115 

Thr Val He Met Ala Gin Lys Val Cys He Gin Met 



13 5 



140 



939 



val Leu Ala Ser Tyr Leu Gly Gly Leu He Asn Ser Leu Thr His Thr 
145 150 155 

He Gly Leu Leu Lys Leu Asp Phe Cys Gly Pro Asn He Val Asn His 

165 170 

Tyr Phe Cys Asp Val Pro Pro Leu Leu Arg Leu Ser Cys Ser Asp Ala 

180 185 

His He Asn Glu Met Leu Pro Leu Val Phe Ser Gly Leu He Ala Met 

774 
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200 
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Phe Thr Phe lie Val He Met Val Ser Tyr He Cys lie He He Ala 

210 215 220 



He Gin Arg He His Ala Ala Glu Gly Arg Tyr Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Val Ser His Leu Thr Thr Val Thr Leu Phe Tyr Gly Ser Val Ser 
245 250 255 



Phe Ser Tyr He Gin Pro Ser Ser Gin Tyr Ser Leu Glu Gin Glu Lys 
260 265 270 



Val Leu Ala Val Phe Tyr Thr Leu Val He Pro Met Leu Asn Pro Leu 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Ala Ala Lys Arg Leu 
290 295 300 



He Trp Trp Gly Lys Asn Pro Thr 
305 310 



<210> 519 

<211> 933 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (930) 

<223> 



<400> 519atg gac tgg gaa aat tgc tec tea tta act gat ttt ttt etc ttg gga 
48 

Met Asp Trp Glu Asn Cys Ser Ser Leu Thr Asp Phe Phe Leu Leu Gly 
15 10 15 

att ace aat aac cca gag atg aaa gtg ace eta ttt get gta ttc ttg 96 
lie Thr Asn Asn Pro Glu Met Lys Val Thr Leu Phe Ala Val Phe Leu 
20 25 30 

get gtt tat ate att aat ttc tea gca aat ctt gga atg ata gtt tta 144 
Ala Val Tyr He He Asn Phe Ser Ala Asn Leu Gly Met He Val Leu 
35 40 45 

ate aga atg gat tac caa ctt cac aca cca atg tat ttc ttc etc agt 192 
lie Arg Met Asp Tyr Gin Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

cat ctg tct ttc tgt gat etc tgc tat tct act gca act ggg ccc aag 240 
His Leu Ser Phe Cys Asp Leu Cys Tyr Ser Thr Ala Thr Gly Pro Lys 
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80 



i-« m-* rr^t eta ctt qcc aaa aac aag tea ata ccc ttc tat ggc 
Met lei tl Tsl Leu Tel Ala Lyl Asn Lys Ser He Pro Phe Tyr Gly 



85 



90 



95 
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100 105 

eta ctg ctg tea gtg atg gec ttt gat egg tac aag gee ate ate aac 
Leu Leu Leu Ser Val Met Ala Phe Asp Arg Tyr Lys Ala He He Asn 



115 



cce ctg etc tat aca gte aac atg tct age aga gtg tgc tat eta etc 
Pro Leu Leu Tyr Thr Val Asn Met Ser Ser Arg Val Cys Tyr Leu Leu 



130 



135 



2 £ SS 2 £ 2 S3 S5 £ E K K 2 2 £ 2 



145 



150 



aea ctg gec ttc cgc eta tge ttc tgt ggg tct aat gag att aat cat 
Thr Su A^a Phe Arg Leu Cys Phe Cys Gly Ser Asn Glu He Asn H.s 

170 1 1 D 



165 
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195 



aat- ace att tea gga gtt ttc att tct tat tgt tat ate ate eta tea 
Ser Thr He Ser Tly Val Phe He Ser Tyr Cys Tyr He He Leu Ser 



210 



215 



ate ttg gag ata cae tct get gag ggg agg ttc aaa get etc tct aca 
Val Hi 111 He His Ser Ala Glu Gly Arg Phe Lys Ala Leu Ser Thr 

225 230 

2 £ 2 2 2 2 2 & 2 2 2 2 SJ £ 2 2 



245 



ttt atQ tat ttc egg cca agt tct tec tat tct eta gat caa gat aaa 
Phe Me? Tyr Phe Jg Pro Ser Ser Ser Tyr Ser Leu Asp Gin Asp Lys 

265 



260 



ata acc tea ttg ttt tac acc ctt gtg gtt ccc atg ttg aac ccc ctg 
III Sr Ser Leu Phe Tyr Thr Leu Val Val Pro Met Leu Asn Pro Leu 



275 



280 



an ,. at apc ctq agg aac aag gat gtg aaa gag gee ctg aaa aaa ctg 
Te Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Leu Lys Lys Leu 



290 



295 



aaa aat gaa att tta ttt taa 
Lys Asn Glu lie Leu Phe 
305 310 



288 



336 



110 

ate aac 384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



933 
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<210> 520 

<211> 310 

<212> PRT 

<2 13 > Homo Sapiens 

<400> 520 

Met Asp Trp Glu Asn Cys Ser Ser Leu Thr Asp Phe Phe Leu Leu Gly 
15 10 15 



lie Thr Asn Asn Pro Glu Met Lys Val Thr Leu Phe Ala Val Phe Leu 
20 25 30 



Ala Val Tyr lie lie Asn Phe Ser Ala Asn Leu Gly Met lie Val Leu 
35 40 45 



lie Arg Met Asp Tyr Gin Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 



His Leu Ser Phe Cys Asp Leu Cys Tyr Ser Thr Ala Thr Gly Pro Lys 
65 70 75 80 



Met Leu Val Asp Leu Leu Ala Lys Asn Lys Ser lie Pro Phe Tyr Gly 
85 90 95 



Cys Ala Leu Gin Phe Leu Val Phe Cys lie Phe Ala Asp Ser Glu Cys 
100 105 110 



Leu Leu Leu Ser Val Met Ala Phe Asp Arg Tyr Lys Ala lie lie Asn 
115 120 125 



Pro Leu Leu Tyr Thr Val Asn Met Ser Ser Arg Val Cys Tyr Leu Leu 
130 135 140 



Leu Thr Gly Val Tyr Leu Val Gly lie Ala Asp Ala Leu lie His Met 
145 150 155 160 



Thr Leu Ala Phe Arg Leu Cys Phe Cys Gly Ser Asn Glu lie Asn His 
165 170 175 



Phe Phe Cys Asp lie Pro Pro Leu Leu Leu Leu Ser Cys Ser Asp Thr 
180 185 190 



Gin Val Asn Glu Leu Val Leu Phe Thr Val Phe Gly Phe lie Glu Leu 
195 200 205 



Ser Thr lie Ser Gly Val Phe lie Ser Tyr Cys Tyr lie lie Leu Ser 
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Val Leu Glu lie His Ser Ala Glu Gly Arg Phe Lys Ala Leu Ser Thr 

225 2 ~ U 

Cys Thr Ser His Leu Ser Ala Val Ala lie Phe Gin Gly Thr Leu Leu 

245 250 

~ ^ Q „ c^-r Tvr Ser Leu Asp Gin Asp Lys 
Phe Met Tyr Phe Arg Pro Ser Ser Ser lyr ber * 210 

260 265 

Met Thr Ser Leu Phe Tyr Thr Leu Val Val Pro Met Leu Asn Pro Leu 

275 280 

lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Leu Lys Lys Leu 

290 

l,ys Asn Glu lie Leu Phe 



305 



<210> 521 

<2H> 981 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - • (978) 

<223> 



310 



521atg tea ggg ttg cct tea gat atg gat eta tae aag ett caa tta aae 
Met Ser Gly Leu Pro Ser Asp Met Asp Leu Tyr Lys Leu Gin Leu Asn 



<400> 



i 



aat ttt act gaa gtc acc atg ttt ata tta ata age ttc aca gaa gaa 
Asn Phe Thr Glu Val Thr Met Phe He Leu He Ser Phe inr 
20 25 

III C5 52 ss ss £ £ £ - ~ s e s s £ E 

s: s s s s s s s 2 ss ss s s: s s c 



50 



e s zs s: s « s £ s s ss s ss e e s 

65 70 75 

fc _„ ,.„„ K- t aca qtt gtc act cca aaa atg ttg gtc aat 

HI lit Val III Tyr sfr Thr Val val Thr Pro Lys Met Leu Val Asn 
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144 



192 



240 



288 
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85 90 95 

ttc ctg gca aaa aat aaa tct att tea ttt ctt gga tgt gca aca cag 336 
Phe Leu Ala Lys Asn Lys Ser lie Ser Phe Leu Gly Cys Ala Thr Gin 
100 105 110 

atg ttt ctt get tgt act ttt gga acc aca gaa tgc ttt etc ttg get 384 
Met Phe Leu Ala Cys Thr Phe Gly Thr Thr Glu Cys Phe Leu Leu Ala 
115 120 125 

gca atg get tat gat cgc tat gta gee ate tac aac cct etc ctg tat 432 
Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Tyr Asn Pro Leu Leu Tyr 
130 135 140 

tea gtg age atg tea ccc aga gtc tat gtg cca etc ate act get tec 480 
Ser Val Ser Met Ser Pro Arg Val Tyr Val Pro Leu lie Thr Ala Ser 
145 150 155 160 

tat gtt get age att tta cat get act ata cat aca gtg get aca ttt 528 
Tyr Val Ala Ser lie Leu His Ala Thr lie His Thr Val Ala Thr Phe 
165 170 175 

age ctg tec ttc tgt gga tec aat gaa att agg cat gtc ttt tgt aat 576 
Ser Leu Ser Phe Cys Gly Ser Asn Glu lie Arg His Val Phe Cys Asn 
180 185 190 

atg cct cct ctg ctt get att tct tgt tct gac act cac gta ate cag 624 
Met Pro Pro Leu Leu Ala lie Ser Cys Ser Asp Thr His Val lie Gin 
195 200 205 

ctt eta ttc ttc tac ttt gtg ggc tct att gag ata gtc act ate ctg 672 
Leu Leu Phe Phe Tyr Phe Val Gly Ser lie Glu lie Val Thr lie Leu 
210 215 220 

att gtc ctg ate tec tat ggt ttt att ctg ttg gec att ctg aag atg 720 
lie Val Leu He Ser Tyr Gly Phe He Leu Leu Ala He Leu Lys Met 
225 230 235 240 

cag tct get gaa ggg agg aga aaa gtc ttc tct aca tgt gga get cac 768 
Gin Ser Ala Glu Gly Arg Arg Lys Val Phe Ser Thr Cys Gly Ala His 
245 250 255 

eta act gga gtg aca att tat cat ggg aca ate etc ttc atg tat gtg 816 
Leu Thr Gly Val Thr He Tyr His Gly Thr He Leu Phe Met Tyr Val 
260 265 270 

aga cca agt tec age tac act teg gac aat gac atg ata gtg tea ata 864 
Arg Pro Ser Ser Ser Tyr Thr Ser Asp Asn Asp Met He Val Ser He 
275 280 285 

ttt tat acc att gtg att ccc atg ctg aat ccc ate ate tac agt ttg 912 
Phe Tyr Thr He Val He Pro Met Leu Asn Pro He He Tyr Ser Leu 
290 295 300 

egg aac aaa gat gta aag gag gca ate aaa aga ttg ctt gtg aga aat 960 
Arg Asn Lys Asp Val Lys Glu Ala lie Lys Arg Leu Leu Val Arg Asn 
305 310 315 320 

tgg ttc ata aat aag tta tag 981 
Trp Phe He Asn Lys Leu 
325 



779 



BNSDOCID <WO 



0224726A2 



WO 02/24726 



PCT/BEU1/00162 



<210> 522 
<211> 326 
<212> PRT 
<213> Homo Sapiens 

Set°Ser 5 G?y Lev, Pro Ser Asp Met Asp Leu Tyr Lys Leu Gin Leu Asn 



1 



5 10 15 



Asn Phe Thr Glu Val Thr Met Phe He Leu He Ser Phe Thr Glu Glu 
20 25 30 



Phe Asp Val Gin Val Phe Leu Phe Leu Leu Phe Leu Ala He Tyr Leu 
35 40 45 

Phe Thr Leu He Gly Asn Leu Gly Leu Val Val Pro He He Gly Asp 
50 55 60 

Phe Trp Leu His Ser Pro Met Tyr Tyr Phe Leu Gly Val Leu Ser Phe 
65 ™ 75 8 

Leu Asp Val Cys Tyr Ser Thr Val Val Thr Pro Lys Met Leu Val Asn 



85 



Phe Leu Ala Lys 
100 



Met Phe Leu Ala 
115 



Ala Met Ala Tyr 
130 



Ser Val Ser Met 
145 



Tyr Val Ala Ser 



Asn Lys Ser He 



Cys Thr Phe Gly 
120 



Asp Arg Tyr Val 
135 



Ser Pro Arg Val 
150 



lie Leu His Ala 
165 



Ser Phe Leu Gly 
105 



Thr Thr Glu Cys 



Ala He Tyr Asn 
140 



Tyr Val Pro Leu 
155 



Thr He His Thr 
170 



Cys Ala Thr Gin 
110 



Phe Leu Leu Ala 
125 



Pro Leu Leu Tyr 



He Thr Ala Ser 
160 



Val Ala Thr Phe 
175 



Ser Leu Ser Phe Cys Gly Ser Asn Glu He Arg His Val Phe Cys Asn 



180 



185 190 



Met Pro Pro Leu Leu Ala He Ser Cys Ser Asp Thr His Val lie Gin 
195 200 205 

Leu Leu Phe Phe Tyr Phe Val Gly Ser He Glu He Val Thr He Leu 
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lie Val Leu lie Ser Tyr Gly Phe lie Leu Leu Ala lie Leu Lys Met 
225 230 235 240 



Gin Ser Ala Glu Gly Arg Arg Lys Val Phe Ser Thr Cys Gly Ala His 
245 250 255 



Leu Thr Gly Val Thr lie Tyr His Gly Thr lie Leu Phe Met Tyr Val 
260 265 270 



Arg Pro Ser Ser Ser Tyr Thr Ser Asp Asn Asp Met lie Val Ser lie 
275 280 285 



Phe Tyr Thr lie Val lie Pro Met Leu Asn Pro lie lie Tyr Ser Leu 
290 295 300 



Arg Asn Lys Asp Val Lys Glu Ala lie Lys Arg Leu Leu Val Arg Asn 
305 310 315 320 



Trp Phe lie Asn Lys Leu 
325 



<210> 523 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (936) 

<223> 



<400> 523atg atg ggt aga agg aat aac aca aat gtg get gac ttc ate ctt atg 
48 

Met Met Gly Arg Arg Asn Asn Thr Asn Val Ala Asp Phe lie Leu Met 
15 10 15 

gga ctg aca ctt tct gaa gag ate cag atg get ctg ttt atg eta ttt 96 
Gly Leu Thr Leu Ser Glu Glu lie Gin Met Ala Leu Phe Met Leu Phe 
20 25 30 

etc ctg ata tac eta att act atg ctg ggg aat gtg ggg atg ata ttg 144 
Leu Leu lie Tyr Leu lie Thr Met Leu Gly Asn Val Gly Met lie Leu 
35 40 45 

ata ate cgc ctg gac etc cag ctt cac act ccc atg tat ttt ttc ctt 192 
lie lie Arg Leu Asp Leu Gin Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

act cac ctg tea ttt att gac etc agt tac tea act gtc gtc aca cct 240 
Thr His Leu Ser Phe lie Asp Leu Ser Tyr Ser Thr Val Val Thr Pro 
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70 75 
65 70 

^r* t-ta eta act tec aac tat att tec ttt acg ggc 
Lyl Leu HI Ajn Leu Leu Thr Ser Asn Tyr He Ser Phe Thr Gly 

taa ttt qcc cag atg ttc ttt ttt gec ttc ttg ggt act get gaa tgt 
Cys S Ala Gin Me? Phe Phe Phe Ala Phe Leu oly Thr Ala Glu Cys 
100 105 

„^ r) . r trc tea atq gec tat gat cgc tat gca gcg ate tgc agt 
ryr Leu Leu Ser Ser Me? Ala Tyr Asp Arg Tyr Ala Ala He Cys Ser 



PCT/BE01/WM62 

80 



115 



120 



ret eta eae tae aca gtt att atg tec aaa agg etc tge etc get etc 
P^o Leu lis Tyr Thr ?al He Met Ser Lys Arg Leu Cys Leu Ala Leu 

135 140 



130 



E s ss s s « s s ss s 5 s £ *; s s 

15 0 15b 

S s s s s s si e s s s £ & s: s| - 

165 170 

m m % m £ e ^ m n: m z £ s £ - ~ 

iao 185 

tac aac acc gaa ate ctg ata ttc att att gtt ggt tec acc ctg atg 
Tyr Asn Thr llu He Leu He Phe He He Val Gly Ser Thr Leu Met 



!2 £ E 52 £ S sfr E £ S fa? S E E E S 

210 215 220 

-.at- trr act tea QQa aag cag aaa get ttc tct act 

"i s Si £ ss s n y w i f „ , y . «- - .« «r 

230 235 



225 



tge *= tct c,t etc tte 99. £c - «c ttt t,t gc .=t «9 att 

Cys Val Ser His Leu Leu Gly Val Tnr lie ens iyi 
245 250 

tt-t act tat tta aaa cca aga aag tct tat tec ttg gga aga gat caa 
lit Thr Tyr Leu Lys Pro Arg Lys Ser Tyr Ser Leu Gly Arg Asp Gin 
260 265 

ata act tct gtt ttt tat act att gtg att ccc atg ctg aat cca etc 
Va? Ala Ser Val Phe Tyr Thr He Val He Pro Met Leu Asn Pro Leu 
275 280 285 

att tat agt ctt aga aac aaa gag gtg aaa aat get gtc ate aga gtc 
lie Tyr Ser Leu Arg Asn Lys Glu Val Lys Asn Ala Val He Arg Val 



290 



295 



atg cag aga aga cag gac tec agg taa 
Met Gin Arg Arg Gin Asp Ser Arg 

310 



2B8 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



939 



305 
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<210> 524 

<211> 312 

<212> PRT 

<213> Homo Sapiens 

<400> 524 

Met Met Gly Arg Arg Asn Asn Thr Asn Val Ala Asp Phe lie Leu Met 
15 10 15 



Gly Leu Thr Leu Ser Glu Glu lie Gin Met Ala Leu Phe Met Leu Phe 
20 25 30 



Leu Leu lie Tyr Leu lie Thr Met Leu Gly Asn Val Gly Met lie Leu 
35 40 45 



lie lie Arg Leu Asp Leu Gin Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 



Thr His Leu Ser Phe lie Asp Leu Ser Tyr Ser Thr Val Val Thr Pro 
65 70 75 80 



Lys Thr Leu Ala Asn Leu Leu Thr Ser Asn Tyr lie Ser Phe Thr Gly 
85 90 95 



Cys Phe Ala Gin Met Phe Phe Phe Ala Phe Leu Gly Thr Ala Glu Cys 
100 105 110 



Tyr Leu Leu Ser Ser Met Ala Tyr Asp Arg Tyr Ala Ala lie Cys Ser 
115 120 125 



Pro Leu His Tyr Thr Val lie Met Ser Lys Arg Leu Cys Leu Ala Leu 
130 135 140 



lie Thr Gly Pro Tyr Val lie Gly Phe lie Asp Ser Phe Val Asn Val 
145 150 155 160 



Val Ser Met Ser Arg Leu His Phe Cys Asp Ser Asn Val lie His His 
165 170 175 



Phe Phe Cys Asp Thr Ser Pro lie Leu Ala Leu Ser Cys Thr Asp Thr 
180 185 190 



Tyr Asn Thr Glu lie Leu lie Phe lie lie Val Gly Ser Thr Leu Met 
195 200 205 



Val Ser Leu Phe Thr lie Ser Ala Ser Tyr Val Phe lie Leu Phe Thr 
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lie Leu Lys He Asn Ser Thr Ser Gly Lys Gin Lys Ala Phe Ser Thr 

-y a z ^ b 

225 2:iU 

cys val Ser His Leu Leu Gly Val Thr lie Phe Tyr Ser Thr Leu lie 



245 250 



Phe Thr Tyr Leu l.y Pro Arg Lys Ser Tyr Ser Leu Gly Arg Asp Gin 

260 2b5 

val Ala Ser Val Phe Tyr Thr lie Val He Pro Met Leu Asn Pro Leu 



275 



280 



He Tyr Ser Leu Arg Asn Lys Glu Val Lys Asn Ala val He Arg Val 

290 2yb 



Met 
305 



Gin Arg Arg Gin Asp Ser Arg 



310 



<210> 525 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) • - (936) 

<223> 



525atg atg ggt aga agg .at gac aca aat gtg get gac ttc ate ctt acg 
let Met Gly Arg Arg Asn Asp Thr Asn Val Ala Asp Phe He Leu Thr 



<400> 



i 



% S £ K E 1" S! SS SS K S SS E E E 52 



20 25 



etc etc ata tac eta att act atg ctg 999 aat gtg ggg atg eta ttg 
Leu Leu He Tyr Leu He Thr Met Leu Gly Asn Val Gly Met Leu L 
35 40 45 

art- ccc atq tat ttt ttc ctt 
ata ate cgc ctg gac etc cag ctt cac act ccc atg ^ ^ 

lie He Arg Leu Asp Leu Gin Leu His Tnr vro ^ y 
SO 55 

aH - na r etc aat tac tea act gtc gtc aca cct 

s ss e ;s - 2* ^ - Ihr val val Thr n° 



65 70 



r-t-a act tec aac tat att tec ttc acg ggc 
£ S £ S "» SI S * .« « Tyr II. S« P.. T„ r Oly 



96 



144 



192 



M0 



288 
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85 90 95 

tgc ttt gcc cag atg ttc tgt ttt gtc ttc ttg ggt act get gaa tgt 336 
Cys Phe Ala Gin Met Phe Cys Phe Val Phe Leu Gly Thr Ala Glu Cys 
100 105 110 

tat ctt etc tec tea atg gcc tat gat cgc tat gca gcg ate tgc agt 384 
Tyr Leu Leu Ser Ser Met Ala Tyr Asp Arg Tyr Ala Ala lie Cys Ser 
115 120 125 

cct eta cac tac aca gtt att atg tec aaa agg etc tgc etc get etc 432 
Pro Leu His Tyr Thr Val lie Met Ser Lys Arg Leu Cys Leu Ala Leu 
130 135 140 

ate act ggg cct tat gtg att ggc ttt atg gac tec ttt gtc aat gtg 480 
lie Thr Gly Pro Tyr Val lie Gly Phe Met Asp Ser Phe Val Asn Val 
145 150 155 160 

gtt tec atg age aga ttg cat ttc tgt gac tea aac ata att cat cac 528 
Val Ser Met Ser Arg Leu His Phe Cys Asp Ser Asn lie lie His His 
165 170 175 

ttt ttc tgt gac act tec cca att tta get ctg tec tgc act gac aca 576 
Phe Phe Cys Asp Thr Ser Pro lie Leu Ala Leu Ser Cys Thr Asp Thr 
180 185 190 

gac aac act gaa atg ctg ata ttc att ate get ggt tec acc ctg atg 624 
Asp Asn Thr Glu Met Leu lie Phe lie lie Ala Gly Ser Thr Leu Met 
195 200 205 

gtg tec ctt ate aca ata tct gca tec tat gtg tec att etc tct acc 672 
.Val Ser Leu lie Thr lie Ser Ala Ser Tyr Val Ser lie Leu Ser Thr 
210 215 220 

ate ctg aaa att aat tec act tea gga aag cag aaa get ttc tct act 720 
lie Leu Lys lie Asn Ser Thr Ser Gly Lys Gin Lys Ala Phe Ser Thr 
225 230 235 240 

tgc gtc tct cat etc ttg gga gtc acc ate ttc tat gga act atg att 768 
Cys Val Ser His Leu Leu Gly Val Thr lie Phe Tyr Gly Thr Met lie 
245 250 255 

ttt act tac tta aag cca aga aag tct tat tec ttg gga aga gat caa 816 
Phe Thr Tyr Leu Lys Pro Arg Lys Ser Tyr Ser Leu Gly Arg Asp Gin 
260 265 270 

gtg get cct gtg ttt tat act att gtg att ccc atg ctg aat cca etc 864 
Val Ala Pro Val Phe Tyr Thr lie Val lie Pro Met Leu Asn Pro Leu 
275 280 285 

att tat agt ctt aga aac aga gaa gtg aaa aat get etc att aga gtc 912 
lie Tyr Ser Leu Arg Asn Arg Glu Val Lys Asn Ala Leu lie Arg Val 
290 295 300 

atg cag aga aga cag gac tec agg tag 939 
Met Gin Arg Arg Gin Asp Ser Arg 
305 310 



<210> 526 
<21i> 312 
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<212> PRT 

<213> Homo Sapiens 



<400> 526 , al a S r> Phe He Leu Thr 

Met Met Gly Arg Arg Asn Asp Thr Asn Val Ala A S p Ph ^ 

1 5 

oly » Ser fiS p s« 01. »1« ™1 Met A la Phe Met «. Phe 

20 

,eu Leu lie Tyr Leu lie Thr Met Leu Oly Asn Val Gly Met Leu Leu 

35 40 



Ile Ile Arg Leu Asp Leu Gin Leu His Thr Pro Met Tyr Phe Phe Leu 

50 " 

ser Phe lie Asp Leu Ser Tyr Ser Thr Val Val Thr Pro 

n n 7 5 



Thr His Leu 

65 70 



.ys Thr Leu Ala Asn Leu Leu Thr Ser Asn Tyr He Ser Phe Thr Oly 

B5 yU 



cyB Ph . ». G!n Met Phe Cys Ph. VU Phe Leu Gl y Thr »1. ol. cy. 

100 1Ub 

Tyr Leu Leu Ser Ser Met Ala Tyr Asp Arg Tyr Ala Ala lie Cys Ser 

115 120 

Pro Leu His Tyr Thr Val Ile Met Ser Lys Arg Leu Cys Leu Ala Leu 

130 135 

,7i Tio riv Phe Met Asp Ser Phe Val Asn Val 
He Thr Gly Pro Tyr Val He Gly Phe wee hsp ^ 

145 

val ser Met Ser Arg Leu His Phe Cys Asp Ser Asn Ile He His His 
165 1/u 



v. n Thr ser Pro He Leu Ala Leu Ser Cys Thr Asp Thr 

Phe Phe Cys Asp Thr Ser Fro xxc igQ 

180 185 

ov,~ ti*> Tie Ala Gly Ser Thr Leu Met 
Asp Asn Thr Glu Met Leu He Phe lie lie Ala y ^ 



195 200 



Val Ser Leu He Thr He Ser Ala Ser Tyr Val Ser lie Leu Ser Thr 



210 215 



, _ _ Thr Ser Gly Lys Gin Lys Ala Phe Ser Thr 

He Leu Lys He Asn Ser Thr ber ^j-y i 
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225 230 235 240 

Cys Val Ser His Leu Leu Gly Val Thr lie Phe Tyr Gly Thr Met lie 
245 250 255 



Phe Thr Tyr Leu Lys Pro Arg Lys Ser Tyr Ser Leu Gly Arg Asp Gin 
260 265 270 



Val Ala Pro Val Phe Tyr Thr lie Val lie Pro Met Leu Asn Pro Leu 
275 280 285 



lie Tyr Ser Leu Arg Asn Arg Glu Val Lys Asn Ala Leu lie Arg Val 
290 295 300 



Met Gin Arg Arg Gin Asp Ser Arg 
305 310 



<210> 527 

<211> 924 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (921) 

<223> 



<400> 527atg ggc caa cac aat eta aca gtg eta act gaa ttc att ctg atg ga; 
48 

Met Gly Gin His Asn Leu Thr Val Leu Thr Glu Phe. lie Leu Met Glu 
15 10 15 

etc aca agg egg cct gag ctg cag att ccc ctt ttt gga gtc ttc etc 96 
Leu Thr Arg Arg Pro Glu Leu Gin He Pro Leu Phe Gly Val Phe Leu 
20 25 30 

gtc ate tac eta ate aca gtg gtg ggc aac eta act atg ate att ttg 144 
Val He Tyr Leu lie Thr Val Val Gly Asn Leu Thr Met He He Leu 
35 40 45 

ace aaa ctg gac tec cac tta cat aca cct atg tac ttt tct ate aga 192 
Thr Lys Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Ser He Arg 
50 55 60 

cat ttg get ttt gtt gat ctt ggt aat tct act gtc att tgt ccc aag 240 
His Leu Ala Phe Val Asp Leu Gly Asn Ser Thr Val He Cys Pro Lys 
65 70 75 80 

gtg ctg gca aat ttt gtt gtg gat cga aat act att tec tat tat gca 288 
Val Leu Ala Asn Phe Val Val Asp Arg Asn Thr He Ser Tyr Tyr Ala 
85 90 95 

tgt get gca cag ctg gca ttc ttc ctt atg ttc att ate agt gaa ttt 335 
Cys Ala Ala Gin Leu Ala Phe Phe Leu Met Phe He He Ser Glu Phe 
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210 215 
at a tgt caa atg cat tot gca gag ggc agg aaa aag get ttc tec aca 
He Cys Gin Met His Ser Ala Glu Gly Arg uys y ^ 

2 3 0 

2 S 2 2 2 2 2 2 2 2 2 2 5 2 2 2 
2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 

260 265 

2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 

2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 

295 300 



290 

ttt gag aat tga 
Phe Glu Asn 
305 



<210> 528 

<211> 307 

<212> PRT 

<213> Homo Sapiens 

<400> 528 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



924 
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Met Gly Gin His Asn Leu Thr Val Leu Thr Glu Phe lie Leu Met Glu 
15 10 15 



Leu Thr Arg Arg Pro Glu Leu Gin lie Pro Leu Phe Gly Val Phe Leu 
20 25 30 



Val lie Tyr Leu lie Thr Val Val Gly Asn Leu Thr Met lie lie Leu 
35 40 45 



Thr Lys Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Ser lie Arg 
50 55 60 



His Leu Ala Phe Val Asp Leu Gly Asn Ser Thr Val lie Cys Pro Lys 
65 70 75 80 



Val Leu Ala Asn Phe Val Val Asp Arg Asn Thr lie Ser Tyr Tyr Ala 
85 90 95 



Cys Ala Ala Gin Leu Ala Phe Phe Leu Met Phe lie lie Ser Glu Phe 
100 105 110 



Phe lie Leu Ser Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Asn 
115 120 125 



Pro Leu Leu Tyr Tyr Val lie Met Ser Gin Arg Leu Cys His Val Leu 
130 135 140 



Val Gly lie Gin Tyr Leu Tyr Ser Thr Phe Gin Ala Leu Met Phe Thr 
145 150 155 160 



lie Lys lie Phe Thr Leu Thr Phe Cys Gly Ser Asn Val lie Ser His 
165 170 175 



Phe Tyr Cys Asp Asp Val Pro Leu Leu Pro Met Leu Cys Ser Asn Ala 
180 185 190 



Gin Glu lie Glu Leu Leu Ser lie Leu Phe Ser Val Phe Asn Leu lie 
195 200 205 



Ser Ser Phe Leu lie Val Leu Val Ser Tyr Met Leu lie Leu Leu Ala 
210 215 220 



lie Cys Gin Met His Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Gly Ser His Leu Thr Val Val Val Val Phe Tyr Gly Ser Leu Leu 
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250 255 

245 

o ^ rrv.Y- H-i Phe Phe Asp Thr Asp Lys 
Phe Met Tyr Met Gin Pro Asn Ser Thr His Pne P ^ 

260 2b;=> 

Met , la ser V,! Phe Tyr » Lj. v»! .1. » £ «» «° "» 

275 280 

_ rlu Glu val Lys Asn Ala Phe Tyr Lys Leu 
He Tyr Ser Leu Arg Asn Glu Glu vai uy ^ 



2 95 
290 



Phe Glu Asn 
305 



<210> 529 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(936) 

<223> 



XL Al- ASP Asp AS„ Ph. Thr V,! V»l Thr Glu Ph. II. ^ L» «Y 



1 



ill S S S E E 2 2 «» 2 2 2 2 f - = 
S3 S 2 E S 2 2 2 5 2 = S 2 S 2 £ 

s s: ;s s 2 s 2 s. s 2 2 s - 2 2 s 

50 55 
tgt ctt t=. ttt «, -t jcc t-t tc. tct jc. .« 9» -c aa» 

We Leu Ser Phe val Asp Ala Cy. Tyr ser ser »i ^ 

7 0 

atg ctg gtg aac etc ctg gtt gtg aag gca aca att tct ttc tct get 

Met Leu Val Asn Leu Leu Val Val Lys A±a in ^ 
85 yU 

s s e a S 2 £ 2 s « 2 s s i a s 
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240 
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384 
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125 



ccc ttg ctt tac act gta gcc atg tct gat aga aag tgt gtg gag ctt 432 
Pro Leu Leu Tyr Thr Val Ala Met Ser Asp Arg Lys Cys Val Glu Leu 
130 135 140 

gtc aca gga tea tgg ata ggt gga ata gtt aac aca tta ate cac aca 480 
Val Thr Gly Ser Trp lie Gly Gly lie Val Asn Thr Leu lie His Thr 
145 150 155 160 

ate age ttg agg aga ctg tec ttt tgt agg eta aat get gtc age cac 528 
lie Ser Leu Arg Arg Leu Ser Phe Cys Arg Leu Asn Ala Val Ser His 
165 170 175 

ttc ttc tgt gac att cct tea ctg eta aag ctg tea tgt tct gac acc 576 
Phe Phe Cys Asp lie Pro Ser Leu Leu Lys Leu Ser Cys Ser Asp Thr 
180 185 190 

tec atg aat gag ttg ttg ctg tta acc ttc tec gga gtc att gcc atg 624 
Ser Met Asn Glu Leu Leu Leu Leu Thr Phe Ser Gly Val lie Ala Met 
195 200 205 

gcc acc ttc ttg act gtg ate att tec tac ate ttc att get ttt get 672 
Ala Thr Phe Leu Thr Val He He Ser Tyr He Phe He Ala Phe Ala 
210 215 220 

age eta agg ate cac tea gca tea ggc aga cag caa gcc ttc tec acc 720 
Ser Leu Arg He His Ser Ala Ser Gly Arg Gin Gin Ala Phe Ser Thr 
225 230 235 240 

tgt gcc tct cac ctg act get gtg acc ata ttc tat ggt acc tta ate 768 
Cys Ala Ser His Leu Thr Ala Val Thr He Phe Tyr Gly Thr Leu He 
245 250 255 

ttt age tac att cag cca age tec cag tat ttt gtg gaa caa gag aaa 816 
Phe Ser Tyr He Gin Pro Ser Ser Gin Tyr Phe Val Glu Gin Glu Lys 
260 265 270 

gtg gtt tct atg ttc tat acg eta ggg att ccc atg tta aac ctg ttg 864 
Val Val Ser Met Phe Tyr Thr Leu Gly He Pro Met Leu Asn Leu Leu 
275 280 285 

ata cac agt ttg aga aac aag gac gta aag gag gca gtg aaa agg gcc 912 
He His Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Val Lys Arg Ala 
290 295 300 

ata gaa atg aaa cat ttc etc tgt taa 939 
He Glu Met Lys His Phe Leu Cys 
305 310 



<210> 


530 


<211> 


312 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


530 



Met Ala Asp Asp Asn Phe Thr Val Val Thr Glu Phe lie Leu Leu Gly 



791 



BNSDOCtD <WC C224726A2 ! > 



WO 02/24726 



PCT/BE01/00162 



Leu Thr Asp His Ala Glu Leu Lys Ala Val Leu Phe Val Val Phe Leu 
20 25 30 



Val lie Tyr Ala He Thr Leu Leu Arg Asn Leu Gly Met He Leu Leu 
35 4 0 45 



He Gin He Thr Ser Lys Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 



Cys Leu Ser Phe Val Asp Ala Cys Tyr Ser Ser Ala lie Ala Pro Lys 
65 70 75 80 



Met Leu Val Asn Leu Leu Val Val Lys Ala Thr He Ser Phe Ser Ala 
85 90 95 



Cys Met Val Gin His Leu Cys Phe Gly Val Phe He Thr Thr Glu Gly 
100 105 HO 



Phe Leu Leu Ser Val Met Ala Tyr Asp Arg Tyr Val Ala He Val Ser 
115 120 125 



Pro Leu Leu Tyr Thr Val Ala Met Ser Asp Arg Lys Cys Val Glu Leu 
130 135 140 



Val Thr Gly Ser Trp He Gly Gly He Val Asn Thr Leu He His Thr 

145 150 155 160 

He Ser Leu Arg Arg Leu Ser Phe Cys Arg Leu Asn Ala Val Ser His 
165 170 175 



Phe Phe Cys Asp He Pro Ser Leu Leu Lys Leu Ser Cys Ser Asp Thr 
180 185 190 



Ser Met Asn Glu Leu Leu Leu Leu Thr Phe Ser Gly Val He Ala Met 
195 200 205 



Ala Thr Phe Leu Thr Val He He Ser Tyr He Phe He Ala Phe Ala 
210 215 220 



Ser Leu Arg He His Ser Ala Ser 'Gly Arg Gin Gin Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr Ala Val Thr He Phe Tyr Gly Thr Leu He 
245 250 255 



Phe Ser Tyr He Gin Pro Ser Ser Gin Tyr Phe Val Glu Gin Glu Lys 
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260 265 270 



Val Val Ser Met Phe Tyr Thr Leu Gly lie Pro Met Leu Asn Leu Leu 
275 280 285 



lie His Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Val Lys Arg Ala 

290 295 300 



lie Glu Met Lys His Phe Leu Cys 
305 310 



<210> 531 

<211> 948 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (945) 

<223> 



<400> 531atg ttg tec cca aac cac acc ata gtg aca gaa ttc att etc tta gga 
48 

Met Leu Ser Pro Asn His Thr lie Val Thr Glu Phe lie Leu Leu Gly 

15 10 15 

ctg aca gac gac cca gtg eta gag aag ate ctg ttt ggg gtg ttc ctg 96 

Leu Thr Asp Asp Pro Val Leu Glu Lys lie Leu Phe Gly Val Phe Leu 
20 25 30 

gcg ate tac eta ate aca ctg gca ggc aac ctg tgc atg ate ctg ctg 144 
Ala lie Tyr Leu lie Thr Leu Ala Gly Asn Leu Cys Met lie Leu Leu 
35 40 45 

ate agg acc aat tec caa ctg caa aca ccc atg tat ttc ttc ctt ggt 192 
lie Arg Thr Asn Ser Gin Leu Gin Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

cac etc tec ttt gta gac att tgc tat tct tec aat gtt act cca aat 240 
His Leu Ser Phe Val Asp lie Cys Tyr Ser Ser Asn Val Thr Pro Asn 
65 70 75 80 

atg ctg cac aat ttc etc tea gaa cag aag acc ate tec tac get gga 288 
Met Leu His Asn Phe Leu Ser Glu Gin Lys Thr lie Ser Tyr Ala Gly 
85 90 95 

tgc ttc aca cag tgt ctt etc ttc ate gee eta gtg ate act gag ttt 336 
Cys Phe Thr Gin Cys Leu Leu Phe He Ala Leu Val He Thr Glu Phe 
100 105 110 

tac ttc ctt get tea atg gca ttg gat cgc tat gta gec att tgc age 384 
Tyr Phe Leu Ala Ser Met Ala Leu Asp Arg Tyr Val Ala He Cys Ser 
115 120 125 

cct tta cat tac agt tec agg atg tec aag aac att tgc ate tct ctg 432 
Pro Leu His Tyr Ser Ser Arg Met Ser Lys Asn He Cys He Ser Leu 
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130 135 140 

gtc act gtg cct tac atg tat ggc ttc ctt aat ggg etc tct cag aca 
Val Thr Val Pro Tyr Met Tyr Gly Phe Leu Asn Gly Leu Ser Gin Thr 
145 150 155 160 

ctg ctg acc ttt cac tta tec ttc tgt ggc tec ctt gaa ate aat cat 
Leu Leu Thr Phe His Leu Ser Phe Cys Gly Ser Leu Glu He Asn His 
165 170 175 

ttc tac tgc get gat cct cct ctt ate atg ctg gee tgc tct gac acc 
Phe Tyr Cys Ala Asp Pro Pro Leu He Met Leu Ala Cys Ser Asp Thr 
180 185 190 

cgt gtc aaa aag atg gca atg ttt gta gtt gca ggc ttt act etc tea 
Arg Val Lys Lys Met Ala Met Phe Val Val Ala Gly Phe Thr Leu Ser 
195 200 205 

age tct etc ttc ate att ctt ctg tec tat ctt ttc att ttt gca gcg 
Ser Ser Leu Phe He He Leu Leu Ser Tyr Leu Phe He Phe Ala Ala 
210 215 220 

ate ttc agg ate cgt tct get gaa ggc agg cac aaa gec ttt tct acg 
He Phe Arg He Arg Ser Ala Glu Gly Arg His Lys Ala Phe Ser Thr 
225 230 235 240 

tgt get tec cac ctg aca ata gtc act ttg ttt tat gga acc etc ttc 
Cys Ala Ser His Leu Thr He Val Thr Leu Phe Tyr Gly Thr Leu Phe 
245 250 255 

tgc atg tac gta agg cct cca tea gag aag tct gta gag gag tec aaa 
Cys Met Tyr Val Arg Pro Pro Ser Glu Lys Ser Val Glu Glu Ser Lys 
260 265 270 

ata att gca gtc ttt tat act ttt ttg age cca atg ctg aac cca ttg 
He He Ala Val Phe Tyr Thr Phe Leu Ser Pro Met Leu Asn Pro Leu 
275 280 285 

ate tat age eta egg aac aga gat gta ate ctt gec ata caa caa atg 912 
He Tyr Ser Leu Arg Asn Arg Asp Val He Leu Ala He Gin Gin Met 
290 295 300 



att agg gga aaa tec ttt tgt aaa att gca gtt tag 
He Arg Gly Lys Ser Phe Cys Lys He Ala Val 
305 310 315 



<210> 532 

<211> 315 

<212> PRT 

<213> Homo Sapiens 

<400> 532 

Met Leu Ser Pro Asn His Thr He Val Thr Glu Phe He Leu Leu Gly 
15 10 15 



Leu Thr Asp Asp Pro Val Leu Glu Lys He Leu Phe Gly Val Phe Leu 
20 25 30 



480 



528 



576 



624 



672 



720 



768 



816 



864 



948 



794 
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Ala lie Tyr Leu lie Thr Leu Ala Gly Asn Leu Cys Met lie Leu Leu 
35 40 45 



lie Arg Thr Asn Ser Gin Leu Gin Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 



His Leu Ser Phe Val Asp lie Cys Tyr Ser Ser Asn Val Thr Pro Asn 
65 70 75 80 



Met Leu His Asn Phe Leu Ser Glu Gin Lys Thr lie Ser Tyr Ala Gly 
85 90 95 



Cys Phe Thr Gin Cys Leu Leu Phe lie Ala Leu Val lie Thr Glu Phe 
100 105 110 



Tyr Phe Leu Ala Ser Met Ala Leu Asp Arg Tyr Val Ala lie Cys Ser 
115 120 125 



Pro Leu His Tyr Ser Ser Arg Met Ser Lys Asn lie Cys lie Ser Leu 
130 135 140 



Val Thr Val Pro Tyr Met Tyr Gly Phe Leu Asn Gly Leu Ser Gin Thr 
145 150 155 160 



Leu Leu Thr Phe His Leu Ser Phe Cys Gly Ser Leu Glu lie Asn His 
165 170 175 



Phe Tyr Cys Ala Asp Pro Pro Leu lie Met Leu Ala Cys Ser Asp Thr 
180 185 190 



Arg Val Lys Lys Met Ala Met Phe Val Val Ala Gly Phe Thr Leu Ser 
195 200 205 



Ser Ser Leu Phe lie He Leu Leu Ser Tyr Leu Phe He Phe Ala Ala 
210 215 220 



He Phe Arg lie Arg Ser Ala Glu Gly Arg His Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Ala Ser His Leu Thr He Val Thr Leu Phe Tyr Gly Thr Leu Phe 
245 250 255 



Cys Met Tyr Val Arg Pro Pro Ser Glu Lys Ser Val Glu Glu Ser Lys 
260 265 270 



He He Ala Val Phe Tyr Thr Phe Leu Ser Pro Met Leu Asn Pro Leu 
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275 



280 



285 



He Tyr Se 
290 



r Le u Arg Asn Arg Asp Val He Leu Ala He Gin Gin Met 



295 



300 



He Arg Gly Lys Ser Phe Cys Lys He Ala Val 

310 315 



305 



<210> 533 



<211> 



936 
<212> DNA 
<213> Homo Sapiens 



<220> 

<221> CDS 
<222> 
<223> 



(1) . - (933) 



<400> 533atg gtg tgg gaa aac cag acc ttc aac tec ate ttc ate etg ctg gga 

!£t Val Trp Glu AB„ Gin Thr Phe Asn Ser lie Phe He Leu Leu Gly 
1 5 10 



£ £ 2 S £ 2 £ 2 £ 2 2 £ £ 2 S 2 

2 0 25 
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85 90 
+- ^ t-t-e ttc tat gtg tec ctg ctt gga get gaa tgt 

2 s; £ 2 £ 2 2 2 2 ~ « ^ «. «» <*■ 

100 105 
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96 



144 



192 



240 



288 



336 



384 



432 



480 
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145 150 155 160 

gca get gtc ctg tea ttt tct tac tgc age tct ctg gaa att cat cac 528 
Ala Ala Val Leu Ser Phe Ser Tyr Cys Ser Ser Leu Glu lie His His 
165 170 175 

ttt ttc tgt gat gtt get gee ctt tta cct eta tec tgc aca gaa aca 576 
Phe Phe Cys Asp Val Ala Ala Leu Leu Pro Leu Ser Cys Thr Glu Thr 
180 185 190 

tct gca ttt gaa aga eta ctt gtc att tgt tgt gtg gta atg eta ate 624 
Ser Ala Phe Glu Arg Leu Leu Val He Cys Cys Val Val Met Leu He 
195 200 205 

ttt cca gtt tea gtt ate ata ctt tec tat tec cat gtc ctt cga gec 672 
Phe Pro Val Ser Val He He Leu Ser Tyr Ser His Val Leu Arg Ala 
210 215 220 

gtc ate cac atg ggc tct ggg gaa agt cgt cgc aag gee ttc act acc 720 
Val He His Met Gly Ser Gly Glu Ser Arg Arg Lys Ala Phe Thr Thr 
225 230 235 240 

tgc tec tec cac ctg tct gtg gtc gga etc tac tac ggt get get atg 768 
Cys Ser Ser His Leu Ser Val Val Gly Leu Tyr Tyr Gly Ala Ala Met 
245 250 255 

ttc atg tac atg aga cca get tct aaa cat acg cca gac cag gac aag 816 
Phe Met Tyr Met Arg Pro Ala Ser Lys His Thr Pro Asp Gin Asp Lys 
260 265 270 

a tg gtg teg gec ttc tac act att etc acc cct atg ctg aac cct etc 864 
Met Val Ser Ala Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro Leu 
275 280 285 

att tat age etc cgc aac aaa gaa gtg ttc agg gca eta cag aag gta 912 
He Tyr Ser Leu Arg Asn Lys Glu Val Phe Arg Ala Leu Gin Lys Val 
290 295 300 

ctg aag aaa aga aag tta ata tga 936 
Leu Lys Lys Arg Lys Leu lie 
305 310 



<210> 534 

<211> 311 

<212> PRT 

<213> Homo Sapiens 

<400> 534 

Met Val Trp Glu Asn Gin Thr Phe Asn Ser He Phe He Leu Leu Gly 
15 10 15 



He Phe Asn His Ser Pro Thr His Thr Phe Leu Phe Ser Leu Val Leu 
20 25 30 



Gly He Phe Ser Leu Ala Leu Met Glu Asn He Ser Met Val Leu Leu 
35 40 45 
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He Tyr He Gin Lys Gin Leu His Thr Pro Met Tyr Phe Leu Leu Ser 



55 60 



Gin Leu Ser Leu Met Asp Leu Met Leu He Cys Thr Thr Leu Pro Lys 

70 /b 
65 /u 

Met lie Phe Ser Tyr Leu Ser Gly Lys Lys Ser lie Ser Leu Ala Oly 

85 90 

C ys Gly Thr Gin He Phe Phe Tyr Val Ser Leu Leu Oly Ala Glu Cys 

100 105 



Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys His 

115 120 



Pro Leu Gin Tyr Thr He Leu Met Asn Pro Lys Leu Cys Val Phe Met 

130 135 

Thr val Ala Ser Trp Thr Leu Gly Ser Leu Asp Gly He He Val Leu 



145 150 



Ala Ala Val Leu Ser Phe Ser Tyr Cys Ser Ser Leu Glu He His H« 

165 170 

Phe Phe Cys Asp Val Ala Ala Leu Leu Pro Leu Ser Cys Thr Glu Thr 

180 185 

ser Ala Phe Glu Ar g Leu Leu Val lie Cys Cys Val Val Met Leu He 

195 200 20b 

Phe Pro val Ser Val He He Leu Ser Tyr Ser His Val Leu Arg Ala 

210 21b 

val lie His Met Gly Ser Gly Glu Ser Arg Arg Lys Ala Phe Thr Thr 
225 230 2 

Cys Ser Ser His Leu Ser Val Val Gly Leu Tyr Tyr Gly Ala Ala Met 

245 250 

Phe Met Tyr Met Arg Pro Ala Ser Lys His Thr Pro Asp Gin Asp Lys 

260 265 

Met val Ser Ala Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro Leu 
275 280 

He Tyr Ser Leu Arg Asn Lys Glu Val Phe Arg Ala Leu Gin Lys Val 
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Leu Lys Lys Arg Lys Leu lie 
305 310 



<210> 535 

<211> 939 

<2 12> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (936) 

<223> 



<400> 535atg gca agg gag aat teg acc ttc aac tec gac ttc ate etc ctg gga 
48 

Met Ala Arg Glu Asn Ser Thr Phe Asn Ser Asp Phe lie Leu Leu Gly 
15 10 15 

ate ttc aat cac age ccc acc cac acc ttc etc ttc ttt ctg gtc ctg 96 

lie Phe Asn His Ser Pro Thr His Thr Phe Leu Phe Phe Leu Val Leu 
20 25 30 

gee ate ttt tea gtg gec ttc atg gga aac tct gtc atg gtt etc etc 144 
Ala lie Phe Ser Val Ala Phe Met Gly Asn Ser Val Met Val Leu Leu 
35 40 45 

ate tac ctg gac acc cag etc cac acc ccc atg tac etc etc etc age 192 
lie Tyr Leu Asp Thr Gin Leu His Thr Pro Met Tyr Leu Leu Leu Ser 
50 55 60 

caa ctg tec etc atg gac etc atg etc ate tgc acc acc gta ccc aag 240 
Gin Leu Ser Leu Met Asp Leu Met Leu lie Cys Thr Thr Val Pro Lys 
65 70 75 80 

atg gec ttc aac tac ctg tct ggc age aag tec att tct atg get ggt 288 
Met Ala Phe Asn Tyr Leu Ser Gly Ser Lys Ser lie Ser Met Ala Gly 
85 90 95 

tgt gee aca caa att ttc ttc tat aca tea ctg ctt ggc tct gag tgc 336 
Cys Ala Thr Gin lie Phe Phe Tyr Thr Ser Leu Leu Gly Ser Glu Cys 
100 105 110 

ttt ctt ttg get gtt atg get tat gac cgc tac act gec att tgc cac 384 
Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Thr Ala lie Cys His 
115 120 125 

cct eta aga tac acc aat etc atg age cct aaa att tgt gga ctt atg 432 
Pro Leu Arg Tyr Thr Asn Leu Met Ser Pro Lys lie Cys Gly Leu Met 
130 135 140 

act gec ttt tec tgg ate ctg ggc tct acg gat gga att att gat gtt 480 
Thr Ala Phe Ser Trp lie Leu Gly Ser Thr Asp Gly lie lie Asp Val 
145 150 155 160 

gta gca aca ttt tec ttc tec tac tgt ggg tct egg gaa ata gec cac 528 
Val Ala Thr Phe Ser Phe Ser Tyr Cys Gly Ser Arg Glu lie Ala His 
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290 295 

tta gga aag ggc aag tct gga gag tga 

Leu Gly Lys Gly Lys Ser Gly Glu 
305 310 



<210> 


536 


<211> 


312 


<212> 


PRT 


<213> 


Homo 


<400> 


536 


Met Ala Arg 


1 





u Asn Ser Thr Phe Asn Ser Asp Phe He Leu Leu Gly 
5 10 lb 

He Phe Asn His Ser Pro Thr His Thr Phe Leu Phe Phe Leu Val Leu 

20 25 

Ala He Phe Ser Val Ala Phe Met Gly Asn Ser Val Met Val Leu Leu 
35 40 

Ilc Tyr Leu Asp Thr Gin Leu His Thr Pro Met Tyr Leu Leu Leu Ser 



55 60 
50 " 



576 



624 



672 



720 



768 



816 



864 



912 



939 



800 



BNSDOC1D <WO 0224726A2 I > 



WO 02/24726 



PCT/BE01/00162 



Gin Leu Ser Leu Met Asp Leu Met Leu lie Cys Thr Thr Val Pro Lys 
65 70 75 80 



Met Ala Phe Asn Tyr Leu Ser Gly Ser Lys Ser lie Ser Met Ala Gly 
85 90 95 



Cys Ala Thr Gin lie Phe Phe Tyr Thr Ser Leu Leu Gly Ser Glu Cys 
100 105 110 



Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Thr Ala lie Cys His 
115 120 125 



Pro Leu Arg Tyr Thr Asn Leu Met Ser Pro Lys lie Cys Gly Leu Met 
130 135 140 



Thr Ala Phe Ser Trp lie Leu Gly Ser Thr Asp Gly lie lie Asp Val 
145 150 155 160 



Val Ala Thr Phe Ser Phe Ser Tyr Cys Gly Ser Arg Glu He Ala His 
165 170 175 



Phe Phe Cys Asp Phe Pro Ser Leu Leu He Leu Ser Cys Ser Asp Thr 
180 185 190 



Ser He Phe Glu Lys He Leu Phe He Cys Cys He Val Met He Val 
195 200 205 



Phe Pro Val Ala He He He Ala Ser Tyr Ala Arg Val He Leu Ala 
210 215 220 



Val He His Met Gly Ser Gly Glu Gly Arg Arg Lys Ala Phe Thr Thr 
225 230 235 240 



Cys Ser Ser His Leu Leu Val Val Gly Met Tyr Tyr Gly Ala Ala Leu 
245 250 255 



Phe Met Tyr He Arg Pro Thr Ser Asp Arg Ser Pro Thr Gin Asp Lys 
260 265 270 



Met Val Ser Val Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro Leu 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Glu Val Thr Arg Ala Phe Met Lys He 
290 295 300 



Leu Gly Lys Gly Lys Ser Gly Glu 
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<210> 


537 


<211> 


963 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


(1) - 


<223> 





(960) 



a , art . acc cca gat ttt att etc eta gga etc 
<400> 537atg gag atg aga aat act ace cea g 

48 . a «n Thr Thr Pro Asp Phe He Leu Leu Gly Leu Phe 

Met Glu Met Arg Asn Thr Tnr *ro ^ 15 

2 S S 5 E E - K 2 2 2 2 2 = S £ 
iS 2 £ £ 2 2 £ 2 E £ S S = S S K 

35 40 

4-« ^=>^. ffr etc ctq age caa ctt 

s it; s. s 2 - s « 2 - - - ~ s " sln Lea 

50 55 

<. ni-f t-rc acc act gtg ccc aaa atg gcg 

tec etc atg gac atg atg ctg gtt tec acc g g ^ ^ 

Ser Leu Met Asp Met Met Leu Val Ser Thr Tnr r qq 

70 

E 5 2 S S 2 5 E S £ 5 E 5 f ffi 
S3 2 £ 2 £ 2 2 E 2 S S S K S £ 2 

100 1Ub 

2 E S a E £ E S - S E 2 £ S 2 £ 

s £ 2 £ - £ = s = = £ s s s s £ 

130 135 
« tc. t gg etc «, |f JO. yet JJO go ete ct, «j jet Jtt get 

Ser Ser Trp Leu Leu Gly Ala Ala Asp ^J-y lfi0 
145 150 

acc ctg age ttc cca tat tgc ggt gca cac gag ate gat eac ttc ttc 
Thr Leu Ser Phe Pro Tyr Cys Gly Ala His Glu f ^ 

165 1/u 

tgc „ 9 cc ccc gt, ttg gtg c 9 t ttg jot tjt get £= «t tc, gt= 

Cys Glu Ala Pro Val Leu Val Arg Leu Aia 



ttt 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 
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180 



185 



190 



ttc gaa aac gcc atg tac ate tgc tgt gtg tta atg etc ctg gtc ccc 
Phe Glu Asn Ala Met Tyr He Cys Cys Val Leu Met Leu Leu Val Pro 
195 200 205 



624 



ttt tec etc ate ctg tec tec tat ggt etc ate etc get get gtt ctg 
Phe Ser Leu He Leu Ser Ser Tyr Gly Leu He Leu Ala Ala Val Leu 
210 215 220 



672 



etc atg cgc tct aca gaa gcc cgc aag aag gcc ttt gcc acc tgc tct 
Leu Met Arg Ser Thr Glu Ala Arg Lys Lys Ala Phe Ala Thr Cys Ser 
225 230 235 240 



720 



tea cat gtg get gtg gtg gga etc ttt tat gga get ggc att ttt acc 
Ser His Val Ala Val Val Gly Leu Phe Tyr Gly Ala Gly lie Phe Thr 
245 250 255 



768 



tat atg aga ccc aaa tec cac agg tec act aac cac gat aag gtt gtg 
Tyr Met Arg Pro Lys Ser His Arg Ser Thr Asn His Asp Lys Val Val 
260 265 270 



816 



tea gcc ttc tat act atg ttc acc cct tta eta aat ccc etc ate tac 
Ser Ala Phe Tyr Thr Met Phe Thr Pro Leu Leu Asn Pro Leu He Tyr 
275 280 285 



864 



agt gtg agg aac agt gag gtc aag gaa gcc ctg aaa egg tgg ctg ggg 
Ser Val Arg Asn Ser Glu Val Lys Glu Ala Leu Lys Arg Trp Leu Gly 
290 295 300 



912 



acg tgt gta aac eta aaa cac cag caa aat gag gcc cac agg tea aga 
Thr Cys Val Asn Leu Lys His Gin Gin Asn Glu Ala His Arg Ser Arg 



305 



310 



315 



320 



960 



tga 



963 



<210> 538 

<211> 320 

<212> PRT 

<213> Homo Sapiens 

<400> 538 

Met Glu Met Arg Asn Thr Thr Pro Asp Phe He Leu Leu Gly Leu Phe 
15 10 15 



Asn His Thr Arg Ala His Gin Val Leu Phe Met Met Leu Leu Ala Thr 
20 25 30 



Val Leu Thr Ser Leu Phe Ser Asn Ala Leu Met He Leu Leu He His 
35 40 45 



Trp Asp His Arg Leu His Arg Pro Met Tyr Phe Leu Leu Ser Gin Leu 
50 55 60 



Ser Leu Met Asp Met Met Leu Val Ser Thr Thr Val Pro Lys Met Ala 
65 70 75 80 
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Ala Asp Tyr Leu Thr Gly Asn Lys Ala lie Ser Arg Ala Gly Cys Gly 

85 90 

Val Gin lie Phe Phe Leu Pro Thr Leu Gly Gly Gly Glu Cys Phe Leu 

100 105 

L eu Ala Ala Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys His Pro Leu 

115 120 

Arg T yr Pro Thr Leu Met Bar Trp Gin Leu Cys Leu Arg Met Thr Met 
130 135 

m-.r ila Ma Astd Glv Leu Leu Gin Ala Val Ala 
Ser Ser Trp Leu Leu Gly Ala Ala Asp i^xy ^ 

145 150 1 

Thr Leu Ser Phe Pro Tyr Cys Gly Ala His Glu He Asp His Phe Phe 

165 170 

Cys Glu Ala Pro Val Leu Val Arg Leu Ala Cys Ala Asp Thr Ser Val 

1B0 185 

P he Glu Asn Ala Met Tyr He Cys Cys Val Leu Met Leu Leu Val Pro 

195 200 

Tlp T „ ser S er Tyr Gly Leu He Leu Ala Ala Val Leu 
Phe Ser Leu He Leu ser ber iyi x 

210 

Leu Met Arg Ser Thr Glu Ala Arg Lys Lys Ala Phe Ala Thr Cys Ser 
225 230 

Ser His Val Ala Val Val Gly Leu Phe Tyr Gly Ala Gly He Phe Thr 

245 250 

ryr Met Arg Pro Lys Ser His Arg Ser Thr Asn His Asp Lys Val Val 

260 265 

Ser Ala Phe Tyr Thr Met Phe Thr Pro Leu Leu Asn Pro Leu lie Tyr 

275 280 

ser val Arg Asn Ser Glu Val Lys Glu Ala Leu Lys Arg Trp Leu Gly 

290 295 

Thr cys val Asn Leu Lys His Gin Gin Asn Glu Ala His Arg Ser Arg 



305 310 
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<210> 539 

<211> 939 

<212> DNA 

<2 13 > Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (936) 

<223> 



<400> 53 9atg gca tgg gag aat cag acc ttc aac tct gac ttc etc etc ctg gga 
48 

Met Ala Trp Glu Asn Gin Thr Phe Asn Ser Asp Phe Leu Leu Leu Gly 
15 10 15 

ate ttc aat cat age ccc acc cac acc ttc etc ttc ttt ctg gtc ctg 96 

lie Phe Asn His Ser Pro Thr His Thr Phe Leu Phe Phe Leu Val Leu 
20 25 30 

gec ate ttt tea gtg gec ttc atg gga aac tec ate atg gtt etc etc 144 
Ala lie Phe Ser Val Ala Phe Met Gly Asn Ser lie Met Val Leu Leu 
35 40 45 

ate tac ctg gat acc cag etc cac acc ccc atg tac ttc etc etc age 192 
lie Tyr Leu Asp Thr Gin Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 

caa ctg tec etc atg gac etc atg etc ate tgc acc act gta ccc aag 240 
Gin Leu Ser Leu Met Asp Leu Met Leu lie Cys Thr Thr Val Pro Lys 
65 70 75 80 

atg gee ttc aac tac ttg tct ggc age aag tec att tct atg get ggc 288 
Met Ala Phe Asn Tyr Leu Ser Gly Ser Lys Ser He Ser Met Ala Gly 
85 90 95 

tgt gee aca caa att ttc ttc tat ata tea ttg ctt ggc tec gaa tgc 336 
Cys Ala Thr Gin He Phe Phe Tyr He Ser Leu Leu Gly Ser Glu Cys 
100 105 110 

ttt ctg ttg get gtt atg tct tat gac cgc tac act gee att tgc cac 384 
Phe Leu Leu Ala Val Met Ser Tyr Asp Arg Tyr Thr Ala He Cys His 
115 120 125 

cct eta aga tac acc aat etc atg aga ccc aaa att tgt gga ctt atg 432 
Pro Leu Arg Tyr Thr Asn Leu Met Arg Pro Lys He Cys Gly Leu Met 
130 135 140 

act gee ttc tec tgg ate ctg ggc tct aca gat gga ate att gat get 480 
Thr Ala Phe Ser Trp He Leu Gly Ser Thr Asp Gly He He Asp Ala 
145 150 155 160 

gta gcg aca ttt tec ttc tec tac tgt ggg tct egg gaa ata gec cac 528 
Val Ala Thr Phe Ser Phe Ser Tyr Cys Gly Ser Arg Glu He Ala His 
165 170 175 

ttc tgc tgt gac ttc cct tec eta eta ate etc tea tgc aat gac aca 576 
Phe Cys Cys Asp Phe Pro Ser Leu Leu He Leu Ser Cys Asn Asp Thr 
180 185 190 
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tea ata ttt gaa gag gtt att ttc ate tgc tgt ata gta atg ett gtt 
er Til Phe Glu Glu Sal He Phe He Cys Cys He Val Met Leu Val 



sel ^ ~ 205 

M-r cct qtt gca ate ate ate aet tec tat get cga gtt att ctg get 
Phe Pro tl Ala He He lie Thr Ser Tyr Ala Arg Val He Leu Ala 



210 



215 220 



qtc att cae atg gga tct gga gag gga cgt cgc aaa get ttt act act 
val fie His Me? Qly Ser Gly Glu Gly Arg Arg Lys Ala Phe Thr Thr 
225 230 " 5 

tgt tec tet cac etc atg gtg gtg gga atg tac tat gga gca ggt ttg 
Cys ser Ser His Leu Met Val Val Gly Met Tyr Tyr Gly Ala Gly Leu 



245 250 



E £ £ S SS ~ S E K S E £ £ SS K 52 



260 



s S3 e s £ £ ir. & £ s s £ E £ s: 

275 280 

att tat age etc cgc aac aag gaa gtg ace aga gca tta atg aaa ate 
Ae Tyr III Leu Axg Asn Lys Glu Val Thr Arg Ala Leu Met Lys He 



290 



295 



tta gga aag ggc aag tct gga gat tga 
Leu Gly Lys Gly Lys Ser Gly Asp 



305 310 



<210> 540 

<211> 312 

<212> PRT 

<213> Homo Sapiens 



35 



MeS^Ala Trp Glu Asn Gin Thr Phe Asn Ser Asp Phe Leu Leu Leu Gly 

5 1 0 

JL 

He Phe Asn His Ser Pro Thr His Thr Phe Leu Phe Phe Leu Val Leu 

20 25 

Ala He Phe Ser Val Ala Phe Met Gly Asn Ser He Met Val Leu Leu 

40 45 

He Tyr Leu Asp Thr Gin Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 6° 

Gin Leu Ser Leu Met Asp Leu Met Leu He Cys Thr Thr Val Pro Lys 
65 70 75 

Met Ala Phe Asn Tyr Leu Ser Gly Ser Lys Ser He Ser Met Ala Gly 



85 



90 



672 



720 



768 



816 



864 



912 



939 
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Cys Ala Thr Gin lie Phe Phe Tyr lie Ser Leu Leu Gly Ser Glu Cys 
100 105 110 



Phe Leu Leu Ala Val Met Ser Tyr Asp Arg Tyr Thr Ala lie Cys His 
115 120 125 



Pro Leu Arg Tyr Thr Asn Leu Met Arg Pro Lys lie Cys Gly Leu Met 
130 135 140 



Thr Ala Phe Ser Trp lie Leu Gly Ser Thr Asp Gly lie lie Asp Ala 
145 150 155 160 



Val Ala Thr Phe Ser Phe Ser Tyr Cys Gly Ser Arg Glu He Ala His 
165 170 175 



Phe Cys Cys Asp Phe Pro Ser Leu Leu He Leu Ser Cys Asn Asp Thr 
180 185 190 



Ser He Phe Glu Glu Val He Phe He Cys Cys He Val Met Leu Val 
195 200 205 



Phe Pro Val Ala He He He Thr Ser Tyr Ala Arg Val He Leu Ala 
210 215 220 



Val He His Met Gly Ser Gly Glu Gly Arg Arg Lys Ala Phe Thr Thr 
225 230 235 240 



Cys Ser Ser His Leu Met Val Val Gly Met Tyr Tyr Gly Ala Gly Leu 
245 250 255 



Phe Met Cys He Gin Pro Thr Ser His His Ser Pro Met Gin Asp Lys 
260 265 270 



Met Val Ser Val Phe Tyr Thr He Val Thr Pro Met Leu Asn Pro Leu 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Glu Val Thr Arg Ala Leu Met Lys He 
290 295 300 



Leu Gly Lys Gly Lys Ser Gly Asp 
305 310 



<210> 541 
<211> 963 
<212> DNA 



807 
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<213> Homo Sapiens 
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<220> 

<221> CDS 

<222> (1) • • (960) 

<223> 

<400> 54latg gag atg aga aat act acc cca gat ttt att etc eta gga etc ttt 

Met Glu Met Arg Asn Thr Thr Pro Asp Phe He Leu Leu Gly Leu Phe 
1 5 10 15 

aac eac ace aga gee cae caa gtc etc ttc atg atg gtt ctg agt ate 
Asn His Thr Arg Ala His Gin Val Leu Phe Met Met Val Leu Ser He 



20 



25 



«n- tta acc tec ctg ttt ggc aat tec etc atg att etc ctg att cac 
Val Tel Thr Ser Leu Phe !ly Asn Ser Leu Met He Leu Leu He Hrs 



35 



tgg gac eac egg etc eac aeg ece atg tac ttc etc ctg age caa ctt 
Trp Asp His Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ser Gin Leu 



50 



tec etc atg gac atg atg ctg gtt tec acc act gtg ccc aaa atg gcg 
Ser Ten Tel Asp Me? Me? Leu Val Ser Thr Thr Val Pro Lys Met Ala 



65 



70 



75 



get gae tae ttg ace gga agt aag gee ate tee ege get ggc tgt ggt 
Ala Asp Tyr Leu Thr Gly Ser Lys Ala lie Ser Arg Ala Gly Cys Gly 



85 



ata cag ate ttc ttc etc ccc aca ctg ggt ggt gga gag tgc ttc etc 
S Gin He Phe Phe Leu Pro Thr Leu Gly Gly Gly Glu Cys Phe Leu 



100 



105 



tta aca acc atg gee tat gac cgc tat gcg get gtc tgc cac cca etc 
Leu Ala lit LI La Tyr Asp Arg Tyr Ala Ala Val Cys His Pro Leu 

±Az> 



115 



120 



r-o* t-at ccc act etc atg age tgg cag ctg tgc ctg agg atg acc atg 
Arg ^yr Pro Tnr Leu Me? Ser Trp Gin Leu Cys Leu Arg Met Thr Met 

--- 14 0 



130 



135 



teg tgt tgg etc ctg ggt gca get gae ggg etc ctg cag get gtt gtt 
Ser Cys Trp Leu Leu Gly Ala Ala Asp Gly Leu Leu Gin Ala Val Val 
145 150 155 

acc ctg age ttc cca tat tgt ggt gca cac gag ate gat cac ttc ttc 
Thr Leu sir Phe Pro Tyr Cys Gly Ala His Glu He Asp His Phe Phe 
165 170 175 

tac aaa acc ccc gtg ctg gtg cgt ttg get tgt get gac act tea gtc 
Cys Glu Thr Pro U Leu Val Arg Leu Ala Cys Ala Asp Thr Ser Val 
180 185 190 

ttc aaa aac acc atg tac ate tgc tgt gtg tta atg etc ctg gtc ccc 
Phe Glu Asn Ala Me? Tyr He Cys Cys Val Leu Met Leu Leu Val Pro 

195 200 2Ub 



96 



144 



192 



240 



283 



336 



384 



432 



480 



528 



576 



624 
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ttt tec etc ate ctg tec tec tat ggt etc ate etc get get gtt ctg 672 
Phe Ser Leu lie Leu Ser Ser Tyr Gly Leu lie Leu Ala Ala Val Leu 
210 215 220 

cac atg cgc tct aca gaa gee cgc aag aag gec ttt gee acc tgc tct 720 
His Met Arg Ser Thr Glu Ala Arg Lys Lys Ala Phe Ala Thr Cys Ser 
225 230 235 240 

tea cat gtg get gtg gtg gga etc ttt tat gga get gee att ttt acc 768 
Ser His Val Ala Val Val Gly Leu Phe Tyr Gly Ala Ala lie Phe Thr 
245 250 255 

tat atg aga ccc aaa tec cat agg tec act aac cat gac aag gtt gtg 816 
Tyr Met Arg Pro Lys Ser His Arg Ser Thr Asn His Asp Lys Val Val 
260 265 270 

tea gee ttc tat act atg ttc acc cct tta eta aac ccc etc ate tac 864 
Ser Ala Phe Tyr Thr Met Phe Thr Pro Leu Leu Asn Pro Leu lie Tyr 
275 280 285 

agt gtg aag aac agt gag gtg aag gga gec ctg aaa egg tgg ctg ggg 912 
Ser Val Lys Asn Ser Glu Val Lys Gly Ala Leu Lys Arg Trp Leu Gly 
290 295 300 

acg tgt gta aac ata aaa cac cag caa aat gag gec cac agg tea aga 960 
Thr Cys Val Asn lie Lys His Gin Gin Asn Glu Ala His Arg Ser Arg 
305 310 315 320 

tga 963 

<210> 542 

<211> 320 

<212> PRT 

<213> Homo Sapiens 

<400> 542 

Met Glu Met Arg Asn Thr Thr Pro Asp Phe lie Leu Leu Gly Leu Phe 
15 10 15 



Asn His Thr Arg Ala His Gin Val Leu Phe Met Met Val Leu Ser lie 
20 25 30 



Val Leu Thr Ser Leu Phe Gly Asn Ser Leu Met lie Leu Leu lie His 
35 40 45 



Trp Asp His Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ser Gin Leu 
50 55 60 



Ser Leu Met Asp Met Met Leu Val Ser Thr Thr Val Pro Lys Met Ala 
65 70 75 80 



Ala Asp Tyr Leu Thr Gly Ser Lys Ala lie Ser Arg Ala Gly Cys Gly 
85 90 95 



809 
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val Gin lie Phe Phe Leu Pro Thr Leu Oly Gly Qly Olu Cys Phe Leu 
100 105 110 

Leu Ala Ala Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys His Pro Leu 
115 I 20 125 

Arg Tyr Pro Thr Leu Met Ser Trp Gin Leu Cys Leu Arg Met Thr Met 
130 I 35 140 



t riv ma Ala Astd Glv Leu Leu Gin Ala Val Val 
Ser Cys Trp Leu Leu Gly Ala AJ.a Asp i^xy jj 

145 15° 155 

Thr Leu Ser Phe Pro Tyr Cys Gly Ala His Glu He Asp His Phe Phe 



165 



170 



Cys Glu Thr Pro Val Leu Val Arg 



Val Arg Leu Ala Cys Ala Asp Thr Ser Val 



180 



185 



190 



Phe Glu Asn Ala Met Tyr He Cys Cys Val Leu Met Leu Leu Val Pro 



195 



200 



Phe Ser Leu lie Leu Ser Ser Tyr Gly Leu He Leu Ala Ala Val Leu 

tic 2 2 0 

210 ZJl ^ 

His Met Arg Ser Thr Glu Ala Arg Lys Lys Ala Phe Ala Thr Cys Ser 
225 230 235 

Ser His Val Ala Val Val Gly Leu Phe Tyr Gly Ala Ala He Phe Thr 
245 250 -55 

Tyr Met Arg Pro Lys Ser His Arg Ser Thr Asn His Asp Lys Val Val 

260 265 

Ser Ala Phe Tyr Thr Met Phe Thr Pro Leu Leu Asn Pro Leu He Tyr 



275 



280 285 



Ser val Lys Asn Ser Glu Val Lys Gly Ala Leu Lys Arg Trp Leu Gly 



290 



295 



Thr Cys Val Asn He Lys His Gin Gin Asn Glu Ala His Arg Ser Arg 



305 



310 



<210> 543 

<211> 933 

<212> DNA 

<213> Homo Sapiens 



810 
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WO 02/24726 PCT/BE01/0(H62 

<220> 

<221> CDS 

<222> (1) . . (930) 

<223> 



<400> 543atg gac cct gga aac cat tec tea gtg act gag tec att ctg get ggg 
48 

Met Asp Pro Gly Asn His Ser Ser Val Thr Glu Ser lie Leu Ala Gly 
15 10 15 

etc tea gaa cag cca gag etc cag ctg cgc etc ttc etc ctg ttc tta 96 
Leu Ser Glu Gin Pro Glu Leu Gin Leu Arg Leu Phe Leu Leu Phe Leu 
20 25 30 

gga ate tgt gtg gtc aca gtg gtg ggc aac ttg ggc atg ate aca ctg 144 
Gly He Cys Val Val Thr Val Val Gly Asn Leu Gly Met He Thr Leu 
35 40 45 

att ggg etc agt tct cac ctg cac aca cct atg tac tat ttc etc age 192 
He Gly Leu Ser Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Ser 
50 55 60 

agt ctg tec ttc att gac ttc tgc cat tec act gtc att acc cct aag 240 
Ser Leu Ser Phe He Asp Phe Cys His Ser Thr Val He Thr Pro Lys 
65 70 75 80 

atg ctg gtg aac ttt gcg aca gag aag aac ate ate tec tac cct gaa 288 
Met Leu Val Asn Phe Ala Thr Glu Lys Asn He lie Ser Tyr Pro Glu 
85 90 95 

tgc atg get cag etc tat tta ttc agt att ttt get att gca gag tgt 336 
Cys Met Ala Gin Leu Tyr Leu Phe Ser He Phe Ala He Ala Glu Cys 
100 105 110 

cac atg ttg get gca atg gcg tat gac tgt tat gtt gec ate tgc age 384 
His Met Leu Ala Ala Met Ala Tyr Asp Cys Tyr Val Ala He Cys Ser 
115 120 125 

ccc ttg ctg tac aat gtc ate atg tec tat cac cgc tgc ttc tgg etc 43 2 

Pro Leu Leu Tyr Asn Val He Met Ser Tyr His Arg Cys Phe Trp Leu 
130 135 140 

aca gtg gga gtt tac att tta ggc ate ctt gga tct aca att cat acc 4 80 

Thr Val Gly Val Tyr He Leu Gly He Leu Gly Ser Thr He His Thr 
145 150 155 160 

agt ttt atg ttg aga etc ttt ttg tgc aag act aat gtg att aac cat 528 
Ser Phe Met Leu Arg Leu Phe Leu Cys Lys Thr Asn Val He Asn His 
165 170 175 

tat ttt tgt gat ctt ttc cct etc ttg ggg etc tec tgc tec age acc 576 
Tyr Phe Cys Asp Leu Phe Pro Leu Leu Gly Leu Ser Cys Ser Ser Thr 
180 185 190 

tac ate aat gaa tta ctg gtt ctg gtc ttg agt gca ttt aac ate ctg 624 
Tyr He Asn Glu Leu Leu Val Leu Val Leu Ser Ala Phe Asn He Leu 
195 200 205 

atg cct gee tta acc ate ctt get tct tac ate ttt ate att gee age 672 
Met Pro Ala Leu Thr He Leu Ala Ser Tyr He Phe He He Ala Ser 



811 
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210 215 220 

ate etc cgc att cac tec act gag ggc agg tec aaa gee ttt age act 
He Leu Arg He His Ser Thr Glu Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 

tgc age tec cac ate ttg get gtt get gtt ttc ttt gga tct gca gca 
Cys Ser Ser His He Leu Ala Val Ala Val Phe Phe Gly Ser Ala Ala 
245 250 255 

ttc atg tac ctg cag cca tea tct gtc age tec atg gac cag agg aaa 
Phe Met Tyr Leu Gin Pro Ser Ser Val Ser Ser Met Asp Gin Arg Lys 
260 265 270 

gtg teg tct gtg ttt tat act act att gtg ccc atg ctg aac ccc ctg 
Val Ser Ser Val Phe Tyr Thr Thr He Val Pro Met Leu Asn Pro Leu 
275 280 285 

ate tac age ctg agg aat aaa gat gtc aaa ctt gee gtg aag aaa att 
He Tyr Ser Leu Arg Asn Lys Asp Val Lys Leu Ala Val Lys Lys He 
290 295 300 

ctg cat cag aca gca tgt taa 
Leu His Gin Thr Ala Cys 
305 310 



<210> 544 

<211> 310 

<212> PRT 

<213> Homo Sapiens 

<400> 544 

Met Asp Pro Gly Asn His Ser Ser Val Thr Glu Ser He Leu Ala Gly 
15 10 15 



Leu Ser Glu Gin Pro Glu Leu Gin Leu Arg Leu Phe Leu Leu Phe Leu 
20 25 30 



Gly He Cys Val Val Thr Val Val Gly Asn Leu Gly Met He Thr Leu 
35 40 45 



He Gly Leu Ser Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Ser 
50 55 60 



Ser Leu Ser Phe He Asp Phe Cys His Ser Thr Val He Thr Pro Lys 
65 70 75 80 



Met Leu Val Asn Phe Ala Thr Glu Lys Asn He He Ser Tyr Pro Glu 
85 90 95 



Cys Met Ala Gin Leu Tyr Leu Phe Ser He Phe Ala He Ala Glu Cys 
100 105 110 



720 



768 



816 



864 



912 



933 



812 
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His Met Leu Ala Ala Met Ala Tyr Asp Cys Tyr Val Ala lie Cys Ser 
115 120 125 



Pro Leu Leu Tyr Asn Val lie Met Ser Tyr His Arg Cys Phe Trp Leu 
130 135 140 



Thr Val Gly Val Tyr lie Leu Gly lie Leu Gly Ser Thr lie His Thr 
14 5 150 155 160 



Ser Phe Met Leu Arg Leu Phe Leu Cys Lys Thr Asn Val lie Asn His 
165 170 175 



Tyr Phe Cys Asp Leu Phe Pro Leu Leu Gly Leu Ser Cys Ser Ser Thr 
180 185 190 



Tyr lie Asn Glu Leu Leu Val Leu Val Leu Ser Ala Phe Asn lie Leu 
195 200 205 



Met Pro Ala Leu Thr lie Leu Ala Ser Tyr He Phe He lie Ala Ser 
210 215 220 



He Leu Arg He His Ser Thr Glu Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Ser Ser His He Leu Ala Val Ala Val Phe Phe Gly Ser Ala Ala 
245 250 255 



Phe Met Tyr Leu Gin Pro Ser Ser Val Ser Ser Met Asp Gin Arg Lys 
260 265 270 



Val Ser Ser Val Phe Tyr Thr Thr He Val Pro Met Leu Asn Pro Leu 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Asp Val Lys Leu Ala Val Lys Lys He 
290 295 300 



Leu His Gin Thr Ala Cys 
305 310 



<210> 545 

<211> 936 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (936) 

<223> 
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<400> 
48 



545atg gca gca gaa aac cat tct ttt gtg act aag ttt att ctg gtt ggg 



Met Ala Ala Glu Asn His Ser Phe Val Thr Lys Phe He Leu Val Gly 



1 5 



10 15 



eta aca gag aag tea gag eta cag ctg ccc etc ttc etc gtc ttc ctg 
Leu Thr Glu Lys Ser Glu Leu Gin Leu Pro Leu Phe Leu Val Phe Leu 



10 



25 30 



gga ate tat gta gtc aca gtg ctg ggg aac ctg ggc atg ate aca ctg 
Gly He Tyr Val Val Thr Val Leu Gly Asn Leu Gly Met He Thr Leu 



35 



40 45 



att ggg etc agt tct cac ctg cac aca cct atg tac tgt ttc etc age 
He Gly Leu Ser Ser His Leu His Thr Pro Met Tyr Cys Phe Leu Ser 



50 



55 60 



agt ctg tec ttc att gac ttc tgc cat tec act gtc att acc cct aag 

Ser Leu Ser Phe He Asp Phe Cys His Ser Thr Val He Thr Pro Lys 

65 70 75 80 

atg ctg gtg aac ttt gtg aca gag aag aac ate ate tec tac cct gaa 

Met Leu Val Asn Phe Val Thr Glu Lys Asn He He Ser Tyr Pro Glu 



85 



90 95 



100 



cac atg ttg get gca atg gca tat gac ggc tac gtg gee ate tgt age 
His Met Leu Ala Ala Met Ala Tyr Asp Gly Tyr Val Ala He Cys Ser 

120 125 



115 



ccc ttg ctg tac age ate ate ata tec aat aag get tgc ttt tct ctg 
Pro Leu Leu Tyr Ser He He He Ser Asn Lys Ala Cys Phe Ser Leu 

135 140 



130 



att tta gtg gtg tat gta ata ggc ctg att tgt gcg tea get cat ata 
He Leu Val Val Tyr Val He Gly Leu He Cys Ala Ser Ala His He 



145 150 



155 1^0 



ggc tgt atg ttt agg gtt caa ttc tgc aaa ttt gat gtg ate aac cat 
Gly Cys Met Phe Arg Val Gin Phe Cys Lys Phe Asp Val He Asn Hxs 



165 



170 175 



tat ttc tgt gat ctt att tct ate ttg aag etc tec tgt tct agt act 
Tyr Phe Cys Asp Leu He Ser He Leu Lys Leu Ser Cys Ser Ser Thr 



180 



185 190 



tac att aat gag tta ctg att tta ate ttt agt gga att aac ate ctt 
Tyr He Asn Glu Leu Leu He Leu He Phe Ser Gly He Asn He Leu 

200 205 



195 



gtc ccc age ctg acc ate etc age tct tac ate ttc ate att gee age 
Val Pro Ser Leu Thr He Leu Ser Ser Tyr He Phe He He Ala Ser 



210 



215 220 



ate etc cgc att cgc tac act gag ggc agg tec aaa gee ttc age act 
He Leu Arg He Arg Tyr Thr Glu Gly Arg Ser Lys Ala Phe Ser Thr 



96 



144 



192 



240 



288 



tgc atg act cag etc tac ttc ttc etc gtt ttt get att gca gag tgt 33 6 

Cys Met Thr Gin Leu Tyr Phe Phe Leu Val Phe Ala He Ala Glu Cys 

105 HO 



384 



432 



480 



528 



576 



624 



672 



720 



814 
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225 230 235 240 

tgc age tec cac ate teg get gtt tct gtt ttc ttt ggg tct gca gca 768 
Cys Ser Ser His lie Ser Ala Val Ser Val Phe Phe Gly Ser Ala Ala 
245 250 255 

ttc atg tac ctg cag cca tea tct gtc age tec atg gac cag ggg aaa 816 
Phe Met Tyr Leu Gin Pro Ser Ser Val Ser Ser Met Asp Gin Gly Lys 
260 265 270 

gtg tec tct gtg ttt tat act att gtt gtg ccc atg ctg aac ccc ctg 864 
Val Ser Ser Val Phe Tyr Thr lie Val Val Pro Met Leu Asn Pro Leu 
275 280 285 

ate tac age ctg agg aat aaa gat gtc cac gtt gec ctg aag aaa acg 912 
lie Tyr Ser Leu Arg Asn Lys Asp Val His Val Ala Leu Lys Lys Thr 
290 295 300 



eta ggg aaa aga aca ttc tta tga 
Leu Gly Lys Arg Thr Phe Leu 
305 310 



<210> 


546 




<211> 


311 




<212> 


PRT 




<213> 


Homo 


Sapiens 


<400> 


546 




Met Ala 


Ala 


Glu Asn 


1 




5 



10 15 



Leu Thr Glu Lys Ser Glu Leu Gin Leu Pro Leu Phe Leu Val Phe Leu 
20 25 30 



Gly lie Tyr Val Val Thr Val Leu Gly Asn Leu Gly Met lie Thr Leu 
35 40 45 



He Gly Leu Ser Ser His Leu His Thr Pro Met Tyr Cys Phe Leu Ser 
50 55 60 



Ser Leu Ser Phe He Asp Phe Cys His Ser Thr Val He Thr Pro Lys 
65 70 75 80 



Met Leu Val Asn Phe Val Thr Glu Lys Asn He He Ser Tyr Pro Glu 
85 90 95 



Cys Met Thr Gin Leu Tyr Phe Phe Leu Val Phe Ala He Ala Glu Cys 
100 105 no 



His Met Leu Ala Ala Met Ala Tyr Asp Gly Tyr Val Ala He Cys Ser 
115 120 125 



936 



815 
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Pro Leu Leu Tyr Ser He He He Ser Asn Lys Ala Cys Phe Ser Leu 



130 



135 



He Leu val Val Tyr Val He Gly Leu He Cys Ala Ser Ala His lie 



145 



150 



155 



Gly Cys Met Phe Arg Val Gin Phe Cys Lys Phe Asp Val He Asn His 

165 170 

Tyr Phe Cys Asp Leu He Ser He Leu Lys Leu Ser Cys Ser Ser Thr 

180 185 



Tyr He Asn Glu Leu Leu lie Leu He Phe Ser Gly lie Asn He Leu 

195 2UU 

Val Pro Ser Leu Thr He Leu Ser Ser Tyr He Phe He He Ala Ser 

210 ^ 

He Leu Arg He Arg Tyr Thr Glu Gly Arg Ser Lys Ala Phe Ser Thr 



225 



230 



Cys Ser Ser His He Ser Ala Val Ser Val Phe Phe Gly Ser Ala Ala 



245 250 



Phe Met Tyr Leu Gin Pro Ser Ser Val Ser Ser Met Asp Gin Gly Lys 

260 265 

val Ser Ser Val Phe Tyr Thr He Val Val Pro Met Leu Asn Pro Leu 
275 280 285 

He Tyr Ser Leu Arg Asn Lys Asp Val His Val Ala Leu Lys Lys Thr 



290 295 



Leu Gly Lys Arg Thr Phe Leu 



305 



310 



<210> 547 

<211> 906 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) • - (903) 

<223> 



= r^n nra atq gga atg ate tta tea cag acc gtg 
<400> 547atg gec tec egg tat gtg gca gty yy a 



48 



816 



BNSDOC1D -WO 0224726A2 I > 



WO 02/24726 



PCT/BEO 1/00 162 



Met Ala Ser Arg Tyr Val Ala Val Gly Met lie Leu Ser Gin Thr Val 
15 10 15 

gtg gga gtc ctg ggg age ttc tct gtt ctt etc cat tat etc tec ttt 96 
Val Gly Val Leu Gly Ser Phe Ser Val Leu Leu His Tyr Leu Ser Phe 
20 25 30 

tac tgc act ggg tgc agg tta agg tec aca gat ttg att gtt aag cac 144 
Tyr Cys Thr Gly Cys Arg Leu Arg Ser Thr Asp Leu lie Val Lys His 
35 40 45 

ctg att gta gec aac ttc tta get etc cgc tgt aaa gga gtc ccc cag 192 
Leu He Val Ala Asn Phe Leu Ala Leu Arg Cys Lys Gly Val Pro Gin 
50 55 60 

aca atg gca get ttt ggg gtt aga tat ttt etc aat get ctt ggg tgc 240 
Thr Met Ala Ala Phe Gly Val Arg Tyr Phe Leu Asn Ala Leu Gly Cys 
65 70 75 80 

aaa ctt gtt ttc tat etc cat aga gtg ggc agg gga gtg tec att ggc 288 
Lys Leu Val Phe Tyr Leu His Arg Val Gly Arg Gly Val Ser He Gly 
85 90 95 

acc acc tgc etc ttg agt gtc ttc cag gtg ate acg gtc age tec agg 336 
Thr Thr Cys Leu Leu Ser Val Phe Gin Val He Thr Val Ser Ser Arg 
100 105 110 

aaa tec agg tgg gca aaa ctt aaa gag aaa gee ccc aag cat gtt ggc 384 
Lys Ser Arg Trp Ala Lys Leu Lys Glu Lys Ala Pro Lys His Val Gly 
115 120 125 

ttt tct gtt etc ctg tgc tgg ate gtg tgc atg ttg gta aac ate ate 432 
Phe Ser Val Leu Leu Cys Trp He Val Cys Met Leu Val Asn He He 
130 135 140 

ttt ccc atg tat gtg act ggc aaa tgg aac tac aca aac ate aca gtg 4 80 

Phe Pro Met Tyr Val Thr Gly Lys Trp Asn Tyr Thr Asn He Thr Val 
145 150 155 160 

aac gag gat ttg gga tac tgt tct ggg gga ggc aac aac aaa ate gca 52 8 

Asn Glu Asp Leu Gly Tyr Cys Ser Gly Gly Gly Asn Asn Lys He Ala 
165 170 175 

cag aca ctg cgt gca atg ttg tta tea ttc cct gat gtg ttg tgt ctg 576 
Gin Thr Leu Arg Ala Met Leu Leu Ser Phe Pro Asp Val Leu Cys Leu 
180 185 190 

ggg etc atg etc tgg gtc age age tec atg gtt tgc ata ctg cac agg 624 
Gly Leu Met Leu Trp Val Ser Ser Ser Met Val Cys He Leu His Arg 
195 200 205 

cac aag cag egg gtc cag cac att gat agg age aat etc tec ccc aga 672 
His Lys Gin Arg Val Gin His He Asp Arg Ser Asn Leu Ser Pro Arg 
210 215 220 

gee tec cca gag aac aga get acg cag age ate etc ate ctg gtg age 720 
Ala Ser Pro Glu Asn Arg Ala Thr Gin Ser He Leu He Leu Val Ser 
225 230 235 240 

acc ttt gtg tct tct tac act etc tec tgc ctt ttc caa gtt tgt atg 768 
Thr Phe Val Ser Ser Tyr Thr Leu Ser Cys Leu Phe Gin Val Cys Met 
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275 



aac ccc agt gta tac agg ttt tgt ttt gcc tgg aaa aga tga 
Pro Ser Val Tyr Arg Phe Cys Phe Ala Trp Lys Arg 

290 295 



<210> 548 

<211> 301 

<212> PRT 

<213> Homo sapiens 



Met'laSer Arg Tyr Val Ala Val Gly M f He Leu Ser oln Thr Val 

Val Gly Val Leu Gly Ser Phe Ser Val Leu Leu His Tyr Leu Ser Phe 

20 25 

Tyr Cys Thr Gly Cys Arg Leu Arg Ser Thr Asp Leu lie Val Lys His 
35 40 45 

L eu He Val Ala Asn Phe Leu Ala Leu Arg Cys Lys Gly Val Pro Gin 

EC « U 

50 bb 

Thr Met Ala Ala Phe Gly val Arg Tyr Phe Leu Asn Ala Leu Gly Cys 
65 70 75 

Lys Leu Val Phe Tyr Leu His Arg Val Gly Arg Gly Val Ser lie Gly 

85 90 

Thr Thr Cys Leu Leu Ser Val Phe Gin Val He Thr Val Ser Ser Arg 

100 105 

Lys Ser Arg Trp Ala Lys Leu Lys Glu Lys Ala Pro Lys His Val Gly 
115 120 

Phe Ser Val Leu Leu Cys Trp He Val Cys Met Leu Val Asn He He 
130 140 

Phe Pro Met Tyr Val Thr Gly Lys Trp Asn Tyr Thr Asn He Thr Val 
145 150 * 55 



818 



816 



864 



906 
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Asn Glu Asp Leu Gly Tyr Cys Ser Gly Gly Gly Asn Asn Lys He Ala 
165 170 175 



Gin Thr Leu Arg Ala Met Leu Leu Ser Phe Pro Asp Val Leu Cys Leu 
180 185 190 



Gly Leu Met Leu Trp Val Ser Ser Ser Met Val Cys He Leu His Arg 
195 200 205 



His Lys Gin Arg Val Gin His He Asp Arg Ser Asn Leu Ser Pro Arg 
210 215 220 



Ala Ser Pro Glu Asn Arg Ala Thr Gin Ser He Leu He Leu Val Ser 
225 230 235 240 



Thr Phe Val Ser Ser Tyr Thr Leu Ser Cys Leu Phe Gin Val Cys Met 
245 250 255 



Ala Leu Leu Asp Asn Pro Asn Ser Leu Leu Val Asn Thr Ser Ala Leu 
260 265 270 



Met Ser Val Cys Phe Pro Thr Leu Ser Pro Phe Val Leu Met Ser Cys 
275 280 285 



Asp Pro Ser Val Tyr Arg Phe Cys Phe Ala Trp Lys Arg 
290 295 300 
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